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Supplementary Figure S2

Melanocyte-like cultures
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Supplementary Figure S3
Cell migration (Wu et al.; including MMO074)
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Supplementary Figure S4
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Omni-ATAC-seq signal in TF-bound regions (Laurette et al., Eskiocak et al., Gertz et al., Joseph et al.) across melanoma cultures
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Supplementary Figure S5

Normalized ATAC-seq signal in TCGA cohort (Corces et al. 2018)

0.25

Melanocyte-like
enhancers
(Verfaillie et al.)

0.00

0.10

Mesenchymal-like
enhancers
(Verfaillie et al.)

0.00

0.20

NFATC2-linked
enhancers

0.05

0.15

RXRG-linked
enhancers

0.05

0.20

EGR3-linked
enhancers

0.10

0.15
Intermediate
cell state-linked

enhancers
0.10

?J.£...—Li$

g

« 3@

L 3 s & & 9 *

&

— - &

g

”io ;iﬂxll

T 6"'u“““n|

<

Bl md.ml”.'

il ool

9
o
e

P
St

o
o

—&

ACC

BRCA
CESC

CHOL
COAD

ESCA
GBM
HNSC

KIRC
KIRP
LGG

LIHC
LUAD

LUSC
MESO

PCPG
PRAD
SKCM

STAD
TGCT

THCA

UCEC

ACC
BLCA
BRCA
CESC
CHOL
COAD
ESCA
GBM
HNSC
KIRC
KIRP
LGG

LIHC
LUAD
LUSC
MESO
PCPG
PRAD
SKCM
STAD
TGCT
THCA
UCEC



Supplementary Figure S6

Alignment of trajectory methods
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Supplementary Figure S7
Gene expression changes along pseudotime
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Supplementary Figure S8
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Supplementary Figure S9
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Supplementary Figure S10
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Supplementary Figure S11
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Comparison to public data

114 genes downregulated after 6h of

THZ1 treatment

,JID, 2018)

(Eliades et al.
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