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Supplementary Figure 2

AD GWAS signal in the PILRA locus
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AD GWAS signal in the PILRA locus after conditioning on causal variants
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Supplementary Figure 3
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Supplementary Figure 4
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a AD GWAS signal in the MS4A locus
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AD GWAS signal after conditioning on causal variants
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AD GWAS signal in the BIN1 locus
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AD GWAS signal after conditioning on causal variants
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AD GWAS signal after conditioning on causal variants
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