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Figure S1, related to Figure 1: 
A reconsitution system for studying CD47-SIRPA signaling

Number of beads eaten

Fr
ac

tio
n 

of
 c

el
ls

Number of beads eaten

+ CD47
10% Phosphatidylserine - J774A.1 macrophages

+ CD47F37D,T115K

(no SIRPA binding) 

E

Number of beads eaten Number of beads eaten

+ CD47

10% Phosphatidylserine - RAW264.7 macrophages

+ CD47F37D,T115K

(no SIRPA binding) 

0 1 2 3 4 5 6 7+
0.00

0.05

0.10

0.15
0.6
0.8

0 1 2 3 4 5 6 7+
0.00

0.05

0.10

0.15
0.6
0.8

Fr
ac

tio
n 

of
 c

el
ls

Fr
ac

tio
n 

of
 c

el
ls

Fr
ac

tio
n 

of
 c

el
ls

CD47

25 kDa

37 kDa

0 1 2 3 4 5 6 7 8 9 10 11 12 1314
+

0.00
0.05
0.10
0.15
0.20
0.25
0.4
0.5


