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Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5
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Supplementary Figure 6

BiolD bait proteins

HO
0]

wusly LdWH

¢10dv

aGldlddd

DNM1L
INF2
MFF

RMDN3

VAPB
FKBP8
FAF2
NCAPD2
SAR1B
APOL2
SAR1A
VDAC3
AKAP1
HK1
ACSL3
CISD2
MAVS
TOMM22
TOMM40
CYB5B
CYB5R3
MARC2
OPA1
CISD1
USP30
FUNDC2
RHOT2

@ o |vidvsS
Q@ o |g14vS

0 @ @ N zerogLd

+ o @QO0 0 @

@O+ 00

00000 0@0e°

00
oc0o00Q0

00000 O-

o

@ - |wieD geHogL)D
o |WIBIN ZdIN

o
(o]
°c @

o

OOOO

o
c00
o Qo

°

°
°

©00000 -
c0®- -
@ O o
o
OO0 00

O NON-N-X X X
(o)

Qo o

mitochondrial fission machinery

mito-ER tether

other mito contact proteins and candidates

outer mitochondrial membrane

0 AvgSpec 50

—@

Relative abundance

<0.01

O

<0.05
BFDR

>0.05



Supplementary Figure 7
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Supplementary Figure 8
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