Supplementary Data Set

1. Newly identified 9 loci in Japanese GWAS
2. Previously reported 39 loci in Japanese GWAS
3. Newly identified 43 loci in Meta analysis

4. Previously reported 133 loci in Meta analysis
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1. Newly identified 9 loci in Japanese GWAS
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1. Newly identified 9 loci in Japanese GWAS
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2. Previously reported 39 loci in Japanese GWAS
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2. Previously reported 39 loci in Japanese GWAS
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2. Previously reported 39 loci in Japanese GWAS
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2. Previously reported 39 loci in Japanese GWAS
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2. Previously reported 39 loci in Japanese GWAS
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2. Previously reported 39 loci in Japanese GWAS

chr15:89574418

(QW/W9) B¥el uoReUIqUIoIaY

<DET1 AEN—> ACAN—> ABHD2—> FANCI—> <RHCG
et C) s et -
<LOC101929743 <HAPLN3 <RLBP1L  <POLG <LINC00928
— Wt 0] - =
MIR1179-> <MFGES < MIR6766
MIR7-2-> MIRG-3->
~MIR3529 LINC00925—>
) B
ISG’_2«0*>
T T T T 1
89.2 89.4 89.6 89.8 90
Position on chrl5 (Mb)
) r 100
chr16:75306402

Pl
@
151
=]
3
=2
5
2
s
El
8
@
o
=
=
A2
<FA2H <WDRS59 ZNRF1—>  <CTRB2 <CFDP1 <CHSTS
<LDHD CTRB1—> <TMEM170A  <-ADATL
g W =1 van
ZFP1—> <CHST6 <KARS
— e b
LOC100?06281~> eTMEM231
<BCARL GABARAPL2—>
= W
TERF2IP—
"
[ T T T T 1
75 75.2 75.4 75.6 75.8 76
Position on chr16 (Mb)
10 > 100
chr17:62399872 r o
80 g
3
=2
5
60 &
o
El
40 2
@
o
20 £
=
(C)
0
<FTSJ3 <SCN4A <~ERNL <TEX2  <PECAM1 <-DDX5 <LOC146880
" ) e ] - =
PSMC5—> PRR29—> SNORD104—> MILR1—> < SMURF2 MIR6080—>
<SMARCD2 ~ <ICAM2  SNORA76C— <POLG2 <PLEKHM1P
" - f e ki
TCAM1P— < MIR3064 <MIR4315-2
<CsH2 < MIR5047 <MIR4315-1
<GH2 CEP9S— <LRRC37A3
<-CsH1
<~CSHL1
g
<GH1
g
<CD798
0
T T T T 1
62 62.2 62.4 62.6 62.8

Position on chrl7 (Mb)

—log;o P value

—log;, P value

-log;o P value

r chr15:91428636

Position on chr15 (Mb)

chr17:59232365
*

ZNF774—> CRTC3—> BLM—> FURIN—>  <-PRC1 SV2B—>
e [ ) o
IQGAP1 —> <-L0C101926895 FES— <VPS33B
R S e —— - -
LOC101929765—= MAN2A2 =
W -
UNC45A—
T
-=| HEEDC3
RCCD1—=
Gl
PRC1-AS1—
—+
LOC101226911~>
T T T T 1
91 91.2 91.4 91.6 91.8

< USP32 <APPBP2 PPM1D— X2~ <NACA2
< SCARNA20 BCAS3—> TBX4—>  <BRIP1
] T '
Ci7orfea—> Ci7orf82—~>
[ T T T T T 1
58.4 58.6 58.8 59 59.2 59.4 59.6
Position on chrl7 (Mb)
2 chr19:11253886
4
08
.s ..
10 0.6 °e
0.4 °©
0.2 °

SLC44A2—> < MIR199A1 <-YIPF2 LDLR—> <-DOCK6 <-RAB3D PRKCSH—> CNN1—>
& : s DLRS 208K i S ¥
<ILF3-AS1 MIR6793— SMARCA4— <SPC24 TSPAN16— <ELAVL3 <ACP5
: i SMARSRS ) [ T '}
ILF3— DNM2—> CARM1-> MIR6886— C190rf80— LPPR2—> <—ZNF653 ZNF627—>
LR DANZE,., CARML : } 5 E 2
QTRT1—> <TMED1 <—KANK2 <-TMEM205 <MIR7974
i d Ko g b
MIRG‘38~> C19m38$ CCD(?-159~> FE'(':*SIT
MIR4‘7484> C19m|1524> SWS?Plﬁ <~E\FOF1
<-EPOR
3
<—59'L3
<-CCDC151
)
T T T T 1
10.8 11 11.2 11.4 116

Position on chr19 (Mb)

100

(QIN/D) BYel uoReuIqUW0daY

100

100

80

60

(Q/IND) BTl UoneUIqWoaY

(aW/wo) sves uoneuIqUIOOaY



~log,, P value

—log,, P value

2. Previously reported 39 loci in Japanese GWAS
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3. Newly identified 43 loci
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3. Newly identified 43 loci in Meta analysis
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3. Newly identified 43 loci in Meta analysis
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