
Table 1. Origin and Nature of Lines. 

Line Origin/Nature 

PIN1::gPIN1:YFP (Xu et al., 2006) 

PIN1::nYFP Transcriptional fusion of PIN1 (AT1G73590; -
4,171 to -1; primers: “PIN1 transc 4171 forw” and 
“PIN1 transc rev”) to HTA6:EYFP (Zhang et al., 
2005) 

PIN1::gPIN1:CFP (Gordon et al., 2007) 

pin1-051 NASC; GK-051A10-012139 (Kleinboelting et al., 
2012); contains a T-DNA insertion after +2234 of 
PIN1 

PIN1::gPIN1:GFP Xu et al. 2006 

ATML1::cPIN1:GFP Transcriptional fusion of ATML1 (AT4G21750; -
5,016 to -1,597; primers “XhoI ATML1 p F” and 
“BamHI ATML1p R”) to translational fusion of 
PIN1 cDNA (GenBank accession no. AY093960; 
ABRC clone no. U12338; primers “BamHI PIN1 
cDNA F” and “KpnI PIN1 cDNA R”) to EGFP 
(Clontech; insertion after +651 of PIN1; primers 
“XhoI GFP no ATG Fwd” and “XhoI GFP no* 
Rev”) 

PIN1::cPIN1:GFP Transcriptional fusion of PIN1 (-4,168 to -14; 
primers “XhoI full length PIN1p F” and “BamHI 
PIN1p rev”) to translational fusion of PIN1 cDNA 
(GenBank accession no. AY093960; ABRC clone 
no. U12338; primers “BamHI PIN1 cDNA F” and 
“KpnI PIN1 cDNA R”) to EGFP (Clontech; 
insertion after +651 of PIN1; primers “XhoI GFP 
no ATG Fwd” and “XhoI GFP no* Rev”) 



SHR::cPIN1:GFP Transcriptional fusion of SHR (AT4G37650; -2505 
to -16; primers “SHR prom SalI Forw2” and “SHR 
prom BamHI Rev”) to translational fusion of PIN1 
cDNA (GenBank accession no. AY093960; ABRC 
clone no. U12338; primers “BamHI PIN1 cDNA F” 
and “KpnI PIN1 cDNA R”) to EGFP (Clontech; 
insertion after +651 of PIN1; primers “XhoI GFP 
no ATG Fwd” and “XhoI GFP no* Rev”) 

SCL32::cPIN1:GFP Transcriptional fusion of SCL32 (AT3G49950; -
2888 to -2; primers “SCL32 Translational FWD” 
and “SCL32 prom BamHI Rev”) to translational 
fusion of PIN1 cDNA (GenBank accession no. 
AY093960; ABRC clone no. U12338; primers 
“BamHI PIN1 cDNA F” and “KpnI PIN1 cDNA 
R”) to EGFP (Clontech; insertion after +651 of 
PIN1; primers “XhoI GFP no ATG Fwd” and 
“XhoI GFP no* Rev”) 

PIN3::gPIN3:YFP ABRC; (Zhou et al., 2011) 

PIN4::gPIN4:YFP ABRC; (Zhou et al., 2011) 

PIN7::gPIN7:YFP ABRC; (Zhou et al., 2011) 

pin1-1 ABRC; WT at the TTG1 (AT5G24520) locus 
(Galweiler et al., 1998; Goto N, 1987; Sawchuk et 
al., 2013) 

pin3-3 (Friml et al., 2002b) 

pin4-2 (Friml et al., 2002a) 

pin7En (Blilou et al., 2005) 
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