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Ontology Types

[ Biological Process
0 Molecular Function
B Cellular Component

ensheathment of neurons
biological adhesion
cytoskeleton organization
cell development
regulation of axonogenesis
motor activity

integrin binding
cytoskeletal protein binding
hydrolase activity, acting on carbon-nitrogen (but not peptide) bonds
lipid binding

axon part

myelin sheath

cytoskeleton

dynein complex

apical part of cell

carbohydrate catabolic process

glucose metabolic process

NADPH regeneration

cellular aldehyde metabolic process

cellular component disassembly involved in apoptosis

oxidoreductase activity, acting on the CH-OH group of donors, NAD or NADP as acceptor

NAD binding

sugar binding

hydrolase activity, acting on carbon-nitrogen (but not peptide) bonds
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nucleosome

chromosome

cytoplasm

soluble fraction

sarcolemma
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M4 yellow

synaptic transmission

signal release

transferrin transport

neurotransmitter transport

energy coupled proton transport, against electrochemical gradient
protein domain specific binding
cation—transporting ATPase activity
glutamate receptor activity
calmodulin—dependent protein kinase activity
extracellular ligand-gated ion channel activity
synapse part

synapse

plasma membrane part

cytoplasmic vesicle membrane

plasma membrane

respiratory electron transport chain

tricarboxylic acid cycle

mitochondrial transport

dicarboxylic acid metabolic process

cellular respiration

NADH dehydrogenase activity

monovalent inorganic cation transmembrane transporter activity

| oxidoreductase activity, acting on diphenols and related substances as donors

oxidoreductase activity, acting on a heme group of donors
heme-copper terminal oxidase activity

mitochondrial part

respiratory chain

mitochondrion

NADH dehydrogenase complex

nucleoid

extracellular matrix organization

cell morphogenesis involved in differentiation
biological adhesion

cell junction assembly

actin filament-based movement
extracellular matrix structural constituent
structural constituent of muscle

growth factor binding

calcium ion binding

motor activity

collagen

extracellular matrix

basement membrane

extracellular region

myosin complex
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M6 red

negative regulation of microtubule polymerization or depolymerization
regulation of neurological system process ]

regulation of protein complex assembly |

regulation of protein kinase activity ]

regulation of synaptic transmission |

enzyme inhibitor activity ]
calmodulin binding ]
tubulin binding ]

actin binding ]
zinc ion binding
cytoskeleton
cell cortex
cytoskeletal part
neuron projection
cell projection part
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PP e w2 blue bicor=0.18, p=1.6e-08 bicor=0.0012, p=0.97 bicor=0.0028, p=0.93 bicor=0.019, p=0.55
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R3S e 9. Ny black bicor=0.052, p=0.1 bicor=-0.04, p=0.21 bicor=-0.074, p=0.018 bicor=0.014, p=0.66
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SDHB.2PepAvg - M3 brown bicor=-0.27, p=1.5¢-18 bicor=-0.012, p=0.69 bicor=-0.012, p=0.7 bicor=0.047, p=0.13
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STXBP1.4PepAvg - M1 turquoise bicor=-0.21, p=1.6e-11 bicor=-0.17, p=1.2e-07 bicor=-0.14, p=9.5¢-06 bicor=0.1, p=0.0012
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SV2A.2Peplvg - M1 turquoise bicor=-0.11, p=0.00068 bicor=-0.0096, p=0.76 bicor=0.013, p=0.69 bicor=-0.012, p=0.7
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UQCR10.2PepAvg - M3 brown bicor=-0.22, p=6.7e-13 bicor=-0.1, p=0.0014 bicor=-0.023, p=0.47 bicor=0.16, p=6.3e-07
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UQCRC2.2PepAvg - M3 brown bicor=-0.28, p=5.4e-19 bicor=-0.12, p=0.00016 bicor=-0.073, p=0.02 bicor=0.13, p=2.6e-05
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M5 green.MayoTC (Synthetic)
K-W ANOVA p: 0.11

M5 green.Consensus
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bicor=0.45, p=1.5e-06
cor=0.39, p=3.3e-05

K-W ANOVA p: 0.0011

M4 yellow.MayoTC (Synthetic)

M4 yellow.Consensus
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M11 greenyellow.MayoTC (Synthetic)
K-W ANOVA p: 0.51

M11 greenyellow.Consensus
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M13 salmon.MayoTC (Synthetic)
K-W ANOVA p: 0.27

M13 salmon.Consensus
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M3 brown.MayoTC (Synthetic)

M3 brown.Consensus
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0.05, p=0.61

bicor=-0.13, p=0.17
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M6 red.MayoTC (Synthetic)
K-W ANOVA p: 0.87

M6 red.Consensus
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M1 turquoise.MayoTC (Synthetic)
K-W ANOVA p: 0.029

M1 turquoise.Consensus
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M12 tan.MayoTC (Synthetic)
K-W ANOVA p: 0.011
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M7 black.MayoTC (Synthetic)
K-W ANOVA p: 0.58

M7 black.Consensus
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bicor=0.036, p=0.72
K-W ANOVA p: 0.9 cor=0.029, p=0.77

M9 magenta.MayoTC (Synthetic)

M9 magenta.Consensus
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M10 purple.BLSApc (Synthetic)
K-W ANOVA p: 0.28
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K-W ANOVA p: 0.23
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0.035, p=0.54

bicor=-0.09, p=0.11
cor

0.12, p=0.048

bicor=-0.17, p=0.0055
cor

M9 magenta.UPenn Mixed
(Synthetic Eigenprotein)
K-W ANOVA p: 0.073

M9 magenta.UPenn Mixed
K-W ANOVA p: 0.017
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K-W ANOVA p: 0.37

KHSRP UPenn Mixed PRM
M10 purple MEGA module member
K-W ANOVA p: 0.054
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GSN UPenn Mixed PRM bicor=0.38, p=0.00038 bicor=0.33, p=0.00067

GSN UPenn Mixed PRM
M2 blue MEGA module member

cor=0.34, p=0.00054

cor=0.4, p=0.00016

K-W ANOVA p: 0.00023

K-W ANOVA p: 0.00031
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SETSIP UPenn Mixed PRM
K-W ANOVA p: 0.0025

SETSIP UPenn Mixed PRM
K-W ANOVA p: 8.3e-06
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SET UPenn Mixed PRM bicor=0.12, p=0.28 bicor=0.082, p=0.41
K-W ANOVA p: 0.32 cor=0.054, p=0.63 cor=0.015, p=0.88

SET UPenn Mixed PRM
M10 purple MEGA module member
K-W ANOVA p: 0.76
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NDUFA6 UPenn Mixed PRM
M3 brown MEGA module member

bicor=-0.22, p=0.043 bicor=-0.3, p=0.0023

NDUFA6 UPenn Mixed PRM

0.29, p=0.0034

cor=-

0.19, p=0.083

cor=-

K-W ANOVA p: 0.014

K-W ANOVA p: 0.005
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SPTAN1 UPenn Mixed PRM
K-W ANOVA p: 0.027
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NA grey MEGA module member
K-W ANOVA p: 0.0062
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MATR3 UPenn Mixed PRM
K-W ANOVA p: 0.068
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K-W ANOVA p: 0.29
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DNM1 UPenn Mixed PRM
M1 turquoise MEGA module member
K-W ANOVA p: 0.022
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STXBP1 UPenn Mixed PRM
M1 turquoise MEGA module member
K-W ANOVA p: 0.0046
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GABRA1 UPenn Mixed PRM
M3 brown MEGA module member
K-W ANOVA p: 0.37
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bicor=0.22, p=0.025

0.048

bicor=0.22, p

RPL7 UPenn Mixed PRM

RPL7 UPenn Mixed PRM
M7 black MEGA module member
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DLGAP1 UPenn Mixed PRM
M1 turquoise MEGA module member

K-W ANOVA p: 0.00061
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SEPT6 UPenn Mixed PRM
M1 turquoise MEGA module member

K-W ANOVA p: 0.26
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CS UPenn Mixed PRM
K-W ANOVA p: 0.76

CS UPenn Mixed PRM
K-W ANOVA p: 0.49

NA grey MEGA module member
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DGKB UPenn Mixed PRM
M1 turquoise MEGA module member
K-W ANOVA p: 0.00025
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SYNGR1 UPenn Mixed PRM
M1 turquoise MEGA module member
K-W ANOVA p: 0.0048

aouepunqy zb0o7 eAijejey

o
oo oo - 3
w
By
o
o oapo ® or I
S
O
L o 2
- <
o
L
O
0 oo@m®| 0 00 - 2
wn
- o
o
o © ol 2
| | | | | |
Z0 00 0 80
aouepunqy zbo anneey
o
®o o - 3
w
By
00 000 ©° ol 2
o
[e]
O
| 0 B
- X
©
o
o
oo o - 2
v
- o
o
0 0 o0 o ol 2
| | | | | |
Z0 00 0 80
aouepunqy zbo aAneey
-1 F---- .A - av
-yuuu — - aNJeulo
-rln ||A - [013u0D
| | | | | |
N o N < o [ce]
s © ¢ ¢ ¢ g
aouepunqy zbo anneey
F-- _ ] - VSIN
F-- _ ---1 - dad'ad
F _._ - ag0
_.u_H_”-._ - dsd
H _ q - NQ1Ld
F--4 _ --4 - STV
O t----dfor
TIE|¢ ETeYililele)
| | | | | |
N o N < © e}
S S 9 ¢ g g

™
©X
C o
a2
n
Qqa
- -
N
S
S
Q0o
L o
re)

0
G
S o
T
Qo
-~ =
o .
e
S
ol
oo
‘5 O
z

(I
TS
xS
=<
oz
o«
e
Sv
o

O

GPM6B UPenn Mixed PRM
M1 turquoise MEGA module member
K-W ANOVA p: 0.13
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0.29, p=0.0034

bicor=-0.27, p=0.0071
cor

0.28, p=0.0099

bicor=-0.26, p=0.019
cor

STXBP5L UPenn Mixed PRM
K-W ANOVA p: 0.008

K-W ANOVA p: 0.024

STXBP5L UPenn Mixed PRM
M3 brown MEGA module member
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bicor=0.072, p=0.48
cor=0.1, p=0.32

bicor=0.077, p=0.49
cor=0.11, p=0.32

MOG UPenn Mixed PRM
K-W ANOVA p: 0.32

MOG UPenn Mixed PRM
K-W ANOVA p: 0.052

M2 blue MEGA module member
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bicor=0.17, p=0.083
cor=0.22, p=0.028

0.0027

cor=0.3, p=0.0056

bicor=0.32, p
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ERLIN2 UPenn Mixed PRM
K-W ANOVA p: 0.00073
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SNCA UPenn Mixed PRM
K-W ANOVA p: 2.3e-07
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ERLIN2 UPenn Mixed PRM
M4 yellow MEGA module member
K-W ANOVA p: 6.3e-05
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GABRB2 UPenn Mixed PRM
M3 brown MEGA module member

bicor=-0.1, p=0.3

bicor=-0.12, p=0.28

GABRB2 UPenn Mixed PRM

0.11, p=0.28

cor=-

0.11, p=0.32

cor=-

K-W ANOVA p: 0.022

K-W ANOVA p: 0.063
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CYFIP2 UPenn Mixed PRM
M1 turquoise MEGA module member
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CYFIP2 UPenn Mixed PRM
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cor=-

K-W ANOVA p: 0.049

K-W ANOVA p: 0.17
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bicor=0.12, p=0.25
cor=0.13, p=0.2
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K-W ANOVA p: 0.0048
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0.086, p=0.39

bicor=-0.13, p=0.21

cor

0.051, p=0.65

bicor=-0.0055, p=0.96
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K-W ANOVA p: 0.1
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NPEPPS UPenn Mixed PRM
M4 yellow MEGA module member
K-W ANOVA p: 1.3e-05
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NPEPPSL1 UPenn Mixed PRM
K-W ANOVA p: 0.016
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NDUFS8 UPenn Mixed PRM
M3 brown MEGA module member
K-W ANOVA p: 0.0011
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K-W ANOVA p: 0.00034
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ABLIM1 UPenn Mixed PRM
K-W ANOVA p: 0.0092
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NDUFV1 UPenn Mixed PRM
M3 brown MEGA module member
K-W ANOVA p: 1.5e-07
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K-W ANOVA p: 0.37

TUBB4B UPenn Mixed PRM
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K-W ANOVA p: 0.48
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SEPT5 UPenn Mixed PRM
M1 turquoise MEGA module member
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TMPO UPenn Mixed PRM
K-W ANOVA p: 0.042

TMPO UPenn Mixed PRM
M10 purple MEGA module member
K-W ANOVA p: 0.021
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K-W ANOVA p: 0.0019
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K-W ANOVA p: 1.7e-06
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bicor=-0.25, p=0.012

0.26, p=0.009

cor=-

0.26, p=0.017

bicor=-0.28, p=0.0094
cor

CRIP2 UPenn Mixed PRM
K-W ANOVA p: 0.00041

CRIP2 UPenn Mixed PRM
K-W ANOVA p: 0.012

M6 red MEGA module member
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SYT1 UPenn Mixed PRM bicor=-0.095, p=0.39 bicor=0.1, p=0.32

SYT1 UPenn Mixed PRM
M1 turquoise MEGA module member
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LONP1 UPenn Mixed PRM
M3 brown MEGA module member
K-W ANOVA p: 0.37
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0.059, p=0.56

bicor=-0.055, p=0.59
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RPS5 UPenn Mixed PRM
K-W ANOVA p: 0.0019

M12 tan MEGA module member
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RPL18A UPenn Mixed PRM
K-W ANOVA p: 0.15

RPL18A UPenn Mixed PRM
M7 black MEGA module member
K-W ANOVA p: 0.0015

pr—— -
<
N o
TS cmame ol
Qo
AJ’ -
o q _
Qo
© o
Lo
o I ase =
Qo 8
o
o ® azmmm ol
I I I I I I I I
0l 00 0l 0z
souepunqy zBo anneey
° e — -
2 2
T o - ol
L1
S -
-— M..Iu L
S ©
T
S 5 = ol
Lo
o
o asme =
I I I I I I I I
0l 00 0l 0z

aouepunqy zbo7 aAijejey

aouepunqy zb6o7 aAijejey

aouepunqy zbo7 aAijejey

25 3.0

2.0

1.5
CERAD Score

1.0

0.5

0.0

1.5 2.0 2.5 3.0
Braak Score

1.0

0.5

0.0

av

anJayio

|o43U0D

VSN

adddad

asao

dSd

nanitd

SV

av

|0JJu0)

O © oW

bicor=0.16, p=0.11
cor=0.17, p=0.091

3.0

aouepunqy zbo7 aAijejey

O O CCDP® ao

(o)

O o@D MO0 O

bicor=0.1, p=0.37
cor=0.1, p=0.37

o OO0 GOOP OCX™O

T T T T
00 G0 0}~ G-

aouepunqy zbo7 eAijeley

K-W ANOVA p: 0.16

RAB27B UPenn Mixed PRM

T T T
© e ©
Q@ ) )

aouepunqy zbo7 aAijeley

|
o
L |- - - - =
=€ |F | 1
3 B e
o
<8< Fl-
5<3
s3] f---
ol S
~== - - -
T F--L -
o
eqg | - LF---- 1
4
-
| | |
) o 0
< A A

aouepunqy z60o7 aAijejey

25

2.0

1.5
CERAD Score

1.0

0.5

0.0

1.5 2.0 2.5 3.0
Braak Score

1.0

0.5

0.0

— av

L aNseulo

|o43U0D

— VSN

adddad

asao

dSd

nanitd

SV

av

|0JJu0)



PDHX UPenn Mixed PRM
M3 brown MEGA module member
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AP3D1 UPenn Mixed PRM
M1 turquoise MEGA module member

bicor=-0.26, p=0.019 bicor=-0.21, p=0.036

AP3D1 UPenn Mixed PRM
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K-W ANOVA p: 0.0018
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GNB5 UPenn Mixed PRM
M1 turquoise MEGA module member
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PFDN6 UPenn Mixed PRM
K-W ANOVA p: 0.21

PFDN6 UPenn Mixed PRM
K-W ANOVA p: 0.14
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HNRNPR UPenn Mixed PRM
K-W ANOVA p: 0.0024

HNRNPR UPenn Mixed PRM
M10 purple MEGA module member
K-W ANOVA p: 0.0049
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NDUFS5 UPenn Mixed PRM
K-W ANOVA p: 0.041

NDUFS5 UPenn Mixed PRM
M3 brown MEGA module member
K-W ANOVA p: 0.0011
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OPA1 UPenn Mixed PRM
K-W ANOVA p: 0.13

OPA1 UPenn Mixed PRM
K-W ANOVA p: 0.17
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DNAJC6 UPenn Mixed PRM
K-W ANOVA p: 0.0045

DNAJC6 UPenn Mixed PRM
M1 turquoise MEGA module member
K-W ANOVA p: 0.0021
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NDUFS7 UPenn Mixed PRM
K-W ANOVA p: 0.0031

NDUFS7 UPenn Mixed PRM
M3 brown MEGA module member
K-W ANOVA p: 0.0018
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H2AFY UPenn Mixed PRM
K-W ANOVA p: 0.00093

H2AFY UPenn Mixed PRM
M10 purple MEGA module member
K-W ANOVA p: 4.8e-05
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H2AFY2 UPenn Mixed PRM
NA grey20 MEGA module member
K-W ANOVA p: 7.1e-06
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PSIP1 UPenn Mixed PRM
K-W ANOVA p: 0.35
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