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Supplementary figure 1: Representative Sanger-sequencing chromatograms of the Plcy2
on-target site and the seven putative off target sites of a heterozygous F1 animal. Mixed
peaks in the Plcy2 locus show the correct P522R substitution (CCC>AGG, on
complementary strand) and a silent mutation for genotyping purposes.

Protospacer; arrow head: putative cut site; green letters: PAM site on shown strand; red

CCATTTCTCCCCAAAATGCAGCTCCG%&GGGGGAGTGTCCTGA

Chr8:117589839-117589881

CAGCGTTTTCCCACCG&TGGAGCTGCGTCTTGTTGCTTCCCTG

Chr10:98738143-98738185

GGCTACCATGCCACCG&CGGGGCTGCTTTTAGAGTGAAAAGAG

Chrl:167797768-167797810

CTGTGTGCCTCCGCCé#TGGAGCTTCTTTTTGGCAGTCATATC

Chr5:35580325-35580367

AGGCGGGAAACCCACé&CGGAGAAGCATTTTGGTTGAGACTGT
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Chr2:77747918- 77747960

CTGTATTCCCCCACCé%CGGAGCAGCATTCTGAGGTTTCTCAG

Chrl4:54371596-54371638

GGCAGGAATGCCAGCCAGCAGCTCCG%&GGTGGGAAAAATGTA
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Chr11:43998538-43998580

GGTCTCAGAACCCCCCACGGAACTGCCATTTGGAACCCTCCTC
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Chr6:100127876-100127918

letters: PAM site on complementary strand.
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Supplementary figure 2: RNA expression levels of Plcy2 and microglia specific disease-
associated microglia signature genes, Cst7, Tyropb, Clec7a, Ccl3, and Ctsd in the brain of six-
month-old Plcy2-P522R homozygous knock-in (KI) and wild type (WT) mice. Normalized to

the WT gourp, mean + SD, n=3-4 per genotype.



