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Supplemental Figure 4. Additional FRAP analysis of PIN7 isoforms on the plasma membrane and intracellular localiza-
tion of PIN3::PIN3A-RFP ¢cDNA compared to the PIN3::PIN3-GFP construct. Related to Figure 3.

(A) The SCR::PIN7a-GFP and SCR::PIN7b-RFP normalized FRAP, with single-phase exponential fitting curves. PIN7b-RFP
shows different recovery on the plasma membrane, compared with the PIN7a-GFP.

(B) Similar FRAP of the genomic construct PIN7-GFP and PIN7-RFP signal on the plasma membrane with single-phase expo-
nential fitting curves.

(C and D) Comparison of subcellular localization (C) and response to BFA (D) of the PIN3A-RFP protein (designed to mimic
the PIN7b isoform), with the control PIN3-GFP. Bars, 10 pm.
On (A and B), data are means + S. E. At least 3 membranes in 5-6 root tips were analyzed in each experiment (n > 20).



