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C. Gut Cell Type Enrichment (Huang et al)
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CI-Macrophage perturbation Differential Expression Signatures (Xue et al)
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b. Gut Cell Type Enrichments (Smillie et al)

H =
. .. E.Absorptive (All)

Immature Enterocytes 2

Immature Enterocytes 1

E.Immature Enterocytes

.. Enterocytes

*  E.Absorptive
E.Epithelial
Best4+ Enterocytes

Enterocyte Progenitors

Colon Colon lleum lleum Colon
CD Control Control CD  UC

T T T 171
0 2 4 6

Fold Enrichment

ACE?2 associated Subnetworks



