Supplementary Document 1
Chloroplast genomes assembled in this study from ONT MinlON data
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The two isoforms of the Chleistachne sorghoides chloroplast genome, with the canonical form (SSC
in forward orientation) and reverse (SSC in reverse orientation) being present at a ratio of 51.4:48.6.
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The two isoforms of the Narenga porphyrocoma chloroplast genome, with the canonical form (SSC
in forward orientation) and reverse (SSC in reverse orientation) being present at a ratio of 47.2:52.8.



46.67kb

Saccharum longisetosum
141109 bp

46.67kb

Saccharum longisetosum
141109 bp

The two isoforms of the Saccharum longisetosum (Erianthus rockii) chloroplast genome, with the
canonical form (SSC in forward orientation) and reverse (SSC in reverse orientation) being present at
aratio of 53.1:46.9.



2z uoxg 4die
1 uox3 Jde

23.33kb

Saccharum giganum
cv Red Mountain
141073 bp

46.67kb 23.33kb

B! Saccharum giganum
s18 o
cv Red Mountain
s 141073 bp Bn
@ﬁ fg%fu);on 1
petB
B BN g E
"i&j);ﬁ;:oﬂz

> X
TS L
58 E it
g § =2 gegd 235%0
éﬂ & 3 T -8x> > R d
4 FE ¥y everse
& § 2 LS
§ @
E

The two isoforms of the Saccharum giganteum (Erianthus giganteus) chloroplast genome, with the
canonical form (SSC in forward orientation) and reverse (SSC in reverse orientation) being present at

aratio of 53.3:46.7.
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The two isoforms of the Tripsacum dactyloides chloroplast genome, with the canonical form (SSC in
forward orientation) and reverse (SSC in reverse orientation) being present at a ratio of 50.4:49.6.
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The two isoforms of the Sarga timorense chloroplast genome, with the canonical form (SSC in
forward orientation) and reverse (SSC in reverse orientation) being present at a ratio of 51.1:48.9.






