
Figure S14:RBP expression data is enough to predict miRNA and their expression .The miRNA expression level was predicted from the RNA-seq gene expression 
data using XGBoost regression based on the expression of RBP. The model accuracy  was tested based on the RMSE and RMAPE. Where as to check the model 
consistency a ten-fold cross-validation  was used and consistency measured based on RMSE. The observed and predicted expression levels obtained from the 
XGBoost regression model for six miRNAs were presented in above figure.
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