
						
	

Supplemental Figure S2.  Abundance of top bacterial genera correlate with abundances of 

inferred metabolic pathways.	 	 Heatmap of repeated measures correlation values between 

counts of the 10 most highly abundant bacterial genera and abundance of inferred metabolic 

pathways using PICRUSt2. Only bacterial genera with at least one significant correlation are 

depicted (p-values < 0.05). n=90 stool	

samples.	
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