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Figure S6. RsfS binds 50S to both RqcH- and YabO-associated 50S. 941 
(A-B) YabO RsfS-focused structure with fitted RsfS from PDB 6SJ5 (Khusainov et al., 942 
2020). 943 
(C) Same view as in d except with a low-pass filtered RqcH State B map. 944 
(D) RsfS bound to the S. aureus ribosome. 945 
(E-F) Overlay of S. aureus RsfS (blue, E) or eIF6 (F) (Su et al., 2019) on the RsfS-bound 946 
B. subtilis 50S. 947 
(G-H) The 50S disome observed in the RqcH pulldown, resembling two State B particles 948 
bound via the intersubunit interface. 949 
(I-J) RsfS, as in panel (C), superimposed on the 50S disomes. 950 
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