Sum threshold

Sum threshold 0 1 2 3 4 5 6
A 0 1 2 3 4 5 6 B 0.01
0.01 QL 0.05

QD o005 B 01
= 01 0.042956 0.038893 g 0.15

S o1 0.13533 S 02

> 0.2 0.283653 o 0.25

O o025 0.125431 0.3

0.3 0.29093 0.216887 D

c GO biclogical process complete raw P value A FDOR
gene_symbol fhypertension |COPD |diabetes Jsmoke cancer jsex regulation of protein metabolic process 1.24E-13 1.97E-09
cavl regulation of cellular protein metabolic process 9.37E-13 4.97E-09
rbt:4 1 response to sfress 1.31E12 522E-09
va;; symbiotic process 2.09E-12 5.55E-09
Lbe2i positive regulation of protein metabolic process 7 24E-13 575E-09
un positive regulation of cellular process 1.84E-12 584E-09
stom response to organic substance 269E-11 3.29E-08
tgfb2 regulation of cell population proliferation 1.72E-11  3.42E-08
erbb?2 primary metabolic process 1.98E-11 3.49E-08
fos regulation of cell communication 2.68E-11 3.5B6E-08
raly response to hypoxia 1.60E-11  3.62E-08
peatl viral process 263E-11  3.80E-08
hsfl response to decreased oxygen levels 2 56E-11 4 06E-08
;trzgal regulation of signaling 371E-11 4.21E-08
nfe2l2 response to oxygen levels 6.02E-11 6.38E-08
myc positive regulation of cellular protein metabolic process B6.79E-11 6.74E-08
ar2 positive regulation of biological process 9.46E-11 8.36E-08
akap8| regulation of signal transduction 932E-11 8.71E-08
nubp?2 positive regulation of cellular metabolic process 1.26E-10 1.06E-07
stx4 positive regulation of nitrogen compound metabolic process 1.37E-10  1.09E-07
junb organic substance metabolic process 146E-10 1.11E-07
snx17 response to abiotic stimulus 207E-10 1.50E-07
ak2 positive regulation of metabolic process 220E-10  1.52E-07
ctnhnaZZ regulation of protein modification process 2 42E-10 1.60E-07
jr 2 regulation of cell adhesion 3.01E-10 1.91E-07
dnaib2 regulation of cell mofility J41E-10  2.09E-07
clu apoptotic signaling pathway JBBE-10  2.15E-07
plat positive regulation of macromolecule metabolic process 4 87E10 277E-O7
ints1 2 response to chemical 5 46E-10 2.99E-07
sympk 2

lep300 2

il6st o0 o 2

rabla [ 0 0 2

cul2 | 9d o d o 2

atm 0 q 0o 2

atr I I 0 0o 2

3bpl o o 0 )

cd70 0 I 0 0o 2

059 0 o 0 2

ints2 0 l‘m 0 2

irakl 0 0 0 0 0 2

cs 0 O |0 | o o 2

lox m nn 2

ptprj o o 4 d 2

prpf40a 0 2

oat 0 | q 2

mpzI1 [ o 2

feb 2

rad18 2

smad3 2

foxm1 [ o 2

larpl 2

brcal 0 3

sox2 0 3

serpine2 3

zc3h18 3

plau 3

ctsb 3

itch 3

csnk2b 3

fkp 3

dia3 3

nup93

neul




