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gene_symbol hypertension COPD diabetes smoke cancer sex age sum
nr3c1 -1 -1 -1 -1 -1 0 0 -5
cav1 -1 -1 -1 -1 -1 1 0 -4
jun -1 1 -1 -1 -1 -1 0 -4
hspa8 -1 -1 0 0 0 -1 0 -3
erbb2 1 -1 0 -1 -1 0 -1 -3
srf -1 1 -1 -1 -1 0 0 -3
fos -1 0 1 -1 -1 0 -1 -3
acat1 0 -1 -1 -1 0 -1 1 -3
apc 0 -1 -1 0 -1 0 0 -3
mafk -1 0 0 -1 0 0 -1 -3
ctnna1 1 -1 0 -1 -1 -1 0 -3
mzf1 0 -1 0 -1 -1 1 -1 -3
brd2 -1 1 -1 -1 -1 -1 1 -3
mcm3ap 0 -1 0 -1 0 -1 0 -3
myc -1 1 0 0 0 -1 -1 -2
akap8l 0 -1 -1 0 0 -1 1 -2
atf3 -1 1 0 0 -1 0 -1 -2
rxra 0 -1 0 -1 -1 0 1 -2
stx4 -1 -1 0 0 0 0 0 -2
creb1 0 -1 1 1 -1 -1 -1 -2
junb -1 1 0 0 -1 -1 0 -2
bach1 -1 -1 0 0 0 0 0 -2
jak2 -1 1 0 -1 -1 0 0 -2
ccdc8 0 -1 -1 0 0 0 0 -2
crebbp 0 -1 -1 -1 0 0 1 -2
ctnna2 0 0 -1 0 -1 1 -1 -2
irf1 -1 0 1 -1 -1 1 -1 -2
stat6 0 0 -1 -1 -1 0 1 -2
rela -1 0 0 0 -1 1 -1 -2
stip1 -1 1 1 1 0 0 0 2
cul2 0 1 0 0 0 0 1 2
mafg -1 1 1 0 0 1 0 2
atm 1 1 0 1 -1 0 0 2
fancg 0 1 0 0 1 0 0 2
mxd1 -1 1 0 1 0 0 1 2
g3bp1 0 0 -1 1 1 0 1 2
esrra 0 1 -1 1 1 0 0 2
sumo1 1 1 0 -1 1 0 0 2
cebpg 0 0 1 1 0 0 0 2
fam20c 0 1 1 0 0 0 0 2
hes1 1 1 1 1 -1 0 -1 2
elk1 -1 -1 1 1 1 0 1 2
irf6 1 -1 1 -1 1 1 0 2
arfgef2 1 0 -1 1 1 -1 1 2
prpf40a 0 0 0 1 1 -1 1 2
hmga1 -1 1 0 1 1 0 0 2
bclaf1 0 -1 1 1 0 1 0 2
tfdp1 1 -1 0 0 1 0 1 2
hnf4a 0 1 -1 1 0 1 0 2
smad3 0 -1 1 -1 1 1 1 2
dsp 1 1 -1 -1 1 1 0 2
nr1h3 0 0 1 0 0 0 1 2
larp1 0 0 1 -1 1 0 1 2
arid5b 0 1 0 1 0 0 0 2
emd 0 1 1 0 1 0 0 3
sympk 0 0 0 0 1 1 1 3
ep300 0 1 1 -1 0 1 1 3
irak1 0 0 1 -1 1 1 1 3
ptprj -1 1 1 0 0 1 1 3
egfr 0 1 1 1 1 -1 0 3
neu1 -1 1 1 1 1 -1 1 3
fosl2 -1 1 0 1 0 1 1 3
csnk2a2 0 1 1 -1 1 0 1 3
zc3h18 0 1 0 0 0 1 1 3
itch 0 1 0 1 0 0 1 3
irf5 0 1 0 1 0 0 1 3
csnk2a1 0 1 1 1 1 0 1 5

Top 100 genes + TFs analysis for scRNA-seq SDREM model with protein phosphorylation data integrated

q
u

an
ti

le

Sum threshold

q
u

an
ti

le

Sum threshold


