BluePippin
Size (bp)

Name Total Reads Total Success Success Rate Loci >0

300 H1-090215-B3 87665 83768 95.6% 3075
240-340 H1-090215-B3 164359 155680 94.7% 4046
270-310 H1-090215-B3 122252 117106 95.8% 3574

300 H1-090215-B6 129546 123914 95.7% 5568
240-340 H1-090215-B6 387493 368533 95.1% 6850
270-310 H1-090215-B6 213020 203982 95.8% 6209

300 H1-090215-A1 77196 73307 95.0% 5230
240-340 H1-090215-A1 154987 146026 94.2% 6327
270-310 H1-090215-A1 120505 114812 95.3% 5882

300 PC2 12488 11149 89.3% 5004
240-340 PC2 95192 81596 85.7% 10347
270-310 PC2 9078 8208 90.4% 4454

Calibration of Sequencing Library Size Selection | PC2 was bulk DNA; all the other samples were single
cell WGA DNA



