
SUPPLEMENTAL RESULTS: 

Table S1: List of sgRNA used in the study. 

 

Table S2: Example of Deep-Sequencing analysis. 

 

 

 

 



Table S3: Percentage of reduction of amyloid- peptides 40 and 42 induced by the addition of the A673T mutation 

to wild type APP gene or to an APP gene containing the London mutation or containing a C1 deamination (E674K). 

The addition of the A673T mutation reduced the production of A40 and A42 peptides in all 3 situations.  

 

Figure S1. 
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Figure S1: Percentages of cytidine deamination produced by various enzymes and sgRNAs. 

BE3_SpCas9nEQR, BE3_SpCas9nVQR, BE3_SaCas9nKKH enzymes test in SH-SY5Y cells. The figure 

illustrates the means +/- SEM (n=4). 

Figure S2. 

 



Figure S2: Percentages of cytidine deamination produced by various enzymes and sgRNAs. 

BE4_SpCas9nVQR and BE3_SpCas9nVQR enzymes test in SH-SY5Y cells. The figure illustrates the means 

+/- SEM (n=3). 

 

Figure S3. 

 

Figure S3: Percentages of cytosine deamination produced by BE3_SpCas9nVQR, BE4_SpCas9nEQR, 

BE3_SpCas9nEQR, BE3_SaCas9nKKH, Target-AID_SpCas9nEQR, Target-AID_SaCas9nKKH enzymes. 

In A, test in HEK293T cells. In B, test in SH-SY5Y. The figure illustrates the means +/- SEM (n=3). 

 

 

 

 



Figure S4. 

 

Figure S4: Deamination efficiencies using various Cas9n-deaminases and sgRNAs targeting various 

numbers of nucleotides. The difference of deamination in HEK293T cells of cytidines C1 to C5 produced by the 

Target-AID-SpCas9nVQR and BE3_SpCas9nVQR enzymes and two copies of a sgRNA targeting 17 to 20 

nucleotides. The figure illustrates the means +/- SEM (n=3).   

Figure S5 

 

Figure S5: Deamination efficiencies using various Cas9n-deaminases and sgRNAs targeting various 

numbers of nucleotides. Difference between YE1-BE3_SpCas9nVQR and BE3_SpCas9nVQR in HEK293T 

cells. The figure illustrates the means +/- SEM (n=4). 

 

 



Figure S6:  

 

Figure S6: Off target analysis performed with Benchling.com interface. 

 


