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Supplementary materials

Top scoring 100 genes associated with Parkinson's disease

Full results with all associated genes are provided as Additional File 2 (KGAP_gene_results.tsv)
and Additional File 3 (KGAP_gene_results.xlsx).

TINX TINX
KGAP nds_ra |Importa| TINX
Symbol |Family [Name Score (IDG TDL |nk nce Novelty

Myosin light chain kinase,

50.2615| Tchem 77 0.0385 | 0.0013
smooth muscle

1 MYLK | Kinase

2 | CXCL2 C-X-C motif chemokine 2 48.7216 Thio 100 0.0100 | 0.0030

3 |SNAP2 Synaptosomal-associated 1,5 5516 | Tglin 21 | 0.5410 | 0.0021
5 protein 25

4 | sPP1 Osteopontin 455870 | Tbio 38 | 06174 | 0.0002

Serine/threonine-protein

kinase PAK 1 44.6944 | Tchem 80 0.0286 | 0.0030

5 PAK1 Kinase

Proto-oncogene

R Ki
6 | SRC inase tyrosine-protein kinase Src

43.9768 | Tclin 21 1.4295 | 0.0001

7 IDE Enzyme [Insulin-degrading enzyme 42.9433 | Tchem 55 0.1012 | 0.0025

8 STSQBA Enzyme :ﬁ)ﬁg-sg,lg?sr;rl;il(tj;nsferase 42.2349 | Tbio 40 | 0.0455 | 0.0110
9 [ NR3C1 NR Glucocorticoid receptor 41.6000 | Tclin 30 0.8131 | 0.0003
10 | MAP7 Ensconsin 38.3868 | Thbio 38 0.0204 | 0.0274
11 | HBB Hemoglobin subunit beta 37.9577| Tbio 42 0.4245 | 0.0004

Bone morphogenetic protein

12 | BMP4 4 37.9529 | Tchem 47 0.2492 | 0.0006
13 [ ADRB2 | GPCR [Beta-2 adrenergic receptor |37.0831 [ Tclin 28 0.9421 | 0.0004
14 |sLC1ag | Transpor |Neutral amino acid 36.8827 | Tbio 44 | 0.0286 | 0.0164
ter transporter A
Transpor [Neutral amino acid .
15 [SLC1A4 36.8827 | Tbio 44 0.0286 | 0.0164
ter transporter A
16 |NOTCH Neurogenic locus notch 36.5929 | Tchem | 30 | 0.9557 | 0.0001
1 homolog protein 1
17 |MAMLD Mastermind-like 36.3975| Tbio 34 | 0.1000 | 0.0095

1 domain-containing protein 1




G-protein coupled estrogen

18 |GPER1 | GPCR 35.8607 | Tchem | 21 | 0.6166 | 0.0015
receptor 1

19 MC?LN IC  [Mucolipin-1 352058 | Tchem | 58 | 0.0788 | 0.0028

20 | PTGS2 | Enzyme ;ros’tag'a“d'” G synthase |34 5474 | Talin 10 | 8.6930 | 0.0001

21 | PTGS2 | Enzyme ;rOStag'a”d'” GHsynthase 14 9471 | Telin 10 | 8.6930 | 0.0001

29 SLC25A | Transpor Braln.mltochondnal carrier 346732| Tbio 17 0.1250 | 0.0313

14 ter protein 1
23 | EPHB2 | Kinase |Ephrin type-B receptor 2 34.5689 | Tchem 24 0.5397 | 0.0019
. .INAD-dependent protein
Epigeneti o

24 | SIRT3 . deacetylase sirtuin-3, 34.2580 | Tchem 16 1.1718 | 0.0013
mitochondrial

25 | IL1B Interleukin-1 beta 32.9557 | Tclin 5 [20.7147 | 0.0000

26 | STAP2 Signa-transducing adaptor |55 1431 Tpig 53 | 0.0370 | 0.0061
protein 2

27 | AGL Glycogen debranching 31.0804 | Tbio 66 | 0.0588 | 0.0024
enzyme

og |[NFATC | gp  Nuclearfactorof activated |, geqq |y, 36 | 0.1111 | 0.0076

3 T-cells, cytoplasmic 3

29 | PROS1 \S/'tam'” K-dependent protein | 3 seas | Thio 61 | 01052 | 0.0010

30 ADE:RE GPCR |CD97 antigen 30.2677 | Tbio 52 | 0.0159 | 0.0132

31| ADO |Enzyme |>aminosthanethiol 30.0236 | Tbio 49 | 0.1429 | 0.0019
dioxygenase

32 |CNOT4 CCRA-NOT transcription 296965 | Tbio 28 | 0.3537 | 0.0021
complex subunit 4
Inhibitor of nuclear factor

33 | IKBKE | Kinase |kappa-B kinase subunit 29.4758 [ Tchem 48 0.0139 | 0.0184
epsilon

34 | DFFB DNA fragmentation factor 4 6786 | Thio 71| 0.0083 | 0.0062
subunit beta

35 | RELB TF Transcription factor RelB 28.5684 ( Tbio 58 0.0714 | 0.0032

36 | CDK6 | Kinase |Cyclin-dependent kinase 6 |28.5364 | Tclin 58 | 0.1052 | 0.0017

37 | TIAMA T-lymphoma invasion and |, shq5 | i 59 | 0.0357 | 0.0053
metastasis-inducing protein 1

38 | SYNE2 Nesprin-2 275690 | Tbio | 108 | 0.0044 | 0.0019




Dual specificity

39 MA5PZK Kinase |mitogen-activated protein 27.5558 [ Tchem 46 0.0385 | 0.0091

kinase kinase 5
ADAM1 Disintegrin a-nd

40 0 Enzyme |metalloproteinase 27.4248 [ Tchem 61 0.0893 | 0.0021
domain-containing protein 10

41 LYN Kinase [Tyrosine-protein kinase Lyn (27.3761| Tclin 49 0.1447 | 0.0014

42 | RAC2 |Enzyme |R@STrelated C3 botulinum =150 4o401 Thio 73 | 0.0635 | 0.0012
toxin substrate 2

43 [HMOX1 | Enzyme [Heme oxygenase 1 26.3646 [ Tchem 8 9.5207 | 0.0002

HLA-DR AlAclassll .

44 A histocompatibility antigen, DR[26.2979 | Tbio 7 1.1049 | 0.0071
alpha chain

45 | CASP2 | Enzyme [Caspase-2 26.2581 | Tchem 25 0.4140 | 0.0022

46 | sTAT3 | TF |Signal transducer and 257421 | Tchem | 22 | 1.3009 | 0.0001
activator of transcription 3

47 |CXCR4 | GPCR gpﬁi chemokine receptor 1,5 3096 | Tolin | 49 | 0.2897 | 0.0003

48 |CXCR4 | GPCR gpﬁi chemokine receptor 1,5 3006 | Tclin | 49 | 0.2897 | 0.0003

49 | GNA15 Guanine nucleotide-binding 1,4 o719 1o | 69 | 0.0680 | 0.0018
protein subunit alpha-15

50 HP Haptoglobin 24.7161| Tbio 39 0.5516 | 0.0002

51 SY';]GR Synaptogyrin-3 24.2133 | Tdark 6 0.0524 | 0.2604

52 | SOX2 TF Transcription factor SOX-2 24.0188 | Tbio 24 1.0835 | 0.0005

53 | ETV1 TF ETS translocation variant 1 23.8861 Tbio 34 0.1429 | 0.0070
CDK-activating kinase .

54 | MNAT1 | Enzyme assembly factor MAT1 23.8825| Tbio 51 0.0417 | 0.0072
CDK-activating kinase .

55 | MNAT1 [ Enzyme assembly factor MAT1 23.8825| Tbio 51 0.0417 | 0.0072

56 |PRKAS | Enzyme [°AMP-activated protein 1,5 g0t | 1o | 28 | 0.1429 | 0.0094

2 kinase subunit gamma-2

57 | RRP8 | Enzyme |NipoSomal RNA-processing o5 gyas | i 18 | 0.3571 | 0.0046
protein 8

58 | DAXX Death domain-associated 1,3 3585 | Thio | 24 | 02625 | 0.0043
protein 6

59 | CES1 | Enzyme [Liver carboxylesterase 1 22.8917 | Tchem 58 0.1119 | 0.0013




Phosphatidylinositol 3-kinase

60 [ PIK3R3 | Enzyme \ 22.8118 | Thbio 26 0.0714 | 0.0222
regulatory subunit gamma

61| KIT | Kinase |Masvstem cellgrowthfactor 1., so10| 1oin | 54 | 02085 | 0.0001
receptor Kit

62 | EGF Pro-epidermal growth factor [22.4146| Tbio 19 1.5146 | 0.0002

63 | LPL | Enzyme |Lipoprotein lipase 22.2644 | Tchem 77 0.0623 | 0.0007

64 | LPL | Enzyme |Lipoprotein lipase 22.2644 | Tchem 77 0.0623 | 0.0007

65 [sTATSB| TF |>9naltransducerand 21.8759 | Tchem | 76 | 0.0658 | 0.0009
activator of transcription 5B
Trans-acting T-cell-specific .

66 | GATA3 TF transcription factor GATA-3 21.2262| Tbio 88 0.0337 | 0.0009

67 | CAPN1 Calpain-1 catalytic subunit 21.0522 ( Tchem 24 0.4176 | 0.0024

68 | ERBB3 | Kinase | cceptoryrosine-protein 1,4 noa5| Tein | 47 | 02100 | 0.0010
kinase erbB-3

69 | IKBKB | Kinase |IDtorof nudlearfactor o4 gyq5 | Tonem | 26 | 06194 | 0.0011
kappa-B kinase subunit beta

70 [ SYK Kinase |[Tyrosine-protein kinase SYK (20.5050| Tclin 74 0.0748 | 0.0007

71 NTS Neurotensin/neuromedin N 20.1709 ( Tbio 10 4.1146 | 0.0004
ATP-dependent Clp protease

72 | CLPX |[Enzyme |ATP-binding subunit 20.1206 | Thio 67 0.0227 | 0.0046
clpX-like, mitochondrial

73 | ACLY |Enzyme |ATP-citrate synthase 20.1079( Tclin 110 0.0058 | 0.0014

74 TF Serotransferrin 20.0698 [ Tbio 61 0.0786 | 0.0023

75 | LTF Lactotransferrin 19.9048 | Tbio 33 0.3492 | 0.0014

76 | CALM3 Calmodulin-3 19.8514| Tclin 57 0.0185 | 0.0083

77 | ALDOC | Enzyme |FTuctose-bisphosphate 19.8028 | Tbio 21 | 0.1170 | 0.0214
aldolase C

78 |cegpa | TF  |CCAAT/enhancerbinding g s96q | Ty 90 | 0.0238 | 0.0010
protein alpha

79 | socs?2 Suppressor of cytokine 19.3824| Tbio | 61 |0.0292 | 0.0046
signaling 2
Neutrophil

80 | LCN2 | Enzyme [gelatinase-associated 19.3678 | Thio 53 0.2036 | 0.0004
lipocalin
Endothelial transcription .

81 | GATA2 TF factor GATA2 19.2315| Tbio 32 0.3113 | 0.0018
Receptor-type

82 [PTPRC | Enzyme [tyrosine-protein phosphatase [19.0457 | Tchem 28 0.9965 | 0.0002

C




83 | DDR1 | Kinase |-Pihelial discoidin 18.8839 | Tchem | 51 | 0.0660 | 0.0048
domain-containing receptor 1
Eukaryotic translation .

84 |EIF4G1 o 18.6275| Tbio 7 2.4872 | 0.0022
initiation factor 4 gamma 1

85 | RBP4 Retinol-binding protein 4 18.5690 | Tchem 59 0.0976 | 0.0019

86 | KYNU | Enzyme [Kynureninase 18.5648 | Tchem 32 0.0373 | 0.0241

g7 | CPKOR | Epzyme |CYclin-dependentkinase 5 | g oroe| Tohem | 21 | 0.1447 | 0.0158

1 activator 1

88 | SELL L-selectin 18.2829 | Tchem 88 0.0357 | 0.0004

89 | PPBP Platelet basic protein 18.0505| Thio 91 0.0286 | 0.0006

90 | CTTN Src substrate cortactin 17.7222 | Thbio 61 0.0847 | 0.0021

91 | FOX0O4 TF Forkhead box protein O4 17.3937 | Thio 60 0.0476 | 0.0032

92 [FOXO4 TF Forkhead box protein O4 17.3937 | Tbio 60 0.0476 | 0.0032

93 | BCL2 Apoptosis regulator Bcl-2 17.2447 | Tclin 24 0.2166 | 0.0057

RAB27 .

94 A Enzyme |Ras-related protein Rab-27A [17.2295| Tchem 39 0.1296 | 0.0046

95 | CADM1 Cell adhesion molecule 1 17.2064 | Thio 109 0.0071 | 0.0013

96 | TXNIP Thioredoxin-interacting 17.1377| Tbio | 33 | 0.2018 | 0.0028
protein

97 SOEBS Vinexin 17.0079| Tbio 28 0.0590 | 0.0250

98 |NTRK2 | Kinase |SPNF/NT-3growthfactors ¢ gqog | Tgin 9 | 28107 | 0.0006
receptor

99 SEE:)IN Alpha-1-antitrypsin 16.8725| Thbio 39 0.5851 | 0.0002
1-phosphatidylinositol

100 | PLCB3 | Enzyme [4,5-bisphosphate 16.7498 | Thio 59 0.0084 | 0.0117
phosphodiesterase beta-3

Drugs indicated for Parkinson's disease and with ATC
"NERVOUS SYSTEM" with structures and properties

Also available for convenience and interoperability as Additional File 4 (PD_drugs.tsv) and
Additional File 5 (PD_drugs.xIsx).
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