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SUPPLEMENTARY DATA 

Supplementary Figure 1: miRge3.0 visualization with minimalistic output showing annotation summary, A) 

total read distribution across small RNA types, B) Read length distribution  

Supplementary Figure 2: miRge3.0 visualization showing: A) Top 40 abundant miRNAs and B) table 

browser with predicted novel miRNAs 

Supplementary Figure 3: miRge3.0 visualization showing isomiRs as A) Cumulative distribution of variant 

types B) Heatmap showing read distribution of isomiRs for the top 20 abundant miRNAs 
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SRR772404
Read Per Million (RPM) values of 40 most abundant miRNAs
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Read distribution of isomiRs for the top 20 abundant miRNAs:
SRR772406
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