
Gene name log2FC FDR.BH 

!"#$%&'( -4,46 3,8E- 03 

!"#)**$( -4,21 2,2E- 02 

+,-.#/* ( -4,09 1,9E- 04 

!"#&$$&( -3,93 2,2E- 02 

!"*'0#%( -3,68 2,2E- 02 

1.,2/*3 ( -3,52 7,6E- 04 

456/7( -3,47 2,9E- 04 

+3$'',3 ( -3,45 5,0E- 04 

89:.2 ( -3,45 2,1E- 02 

8;**2'*'( -3,32 1,1E- 02 

!"2&*''( -3,24 7,5E- 04 

!<=% ( -3,08 8,9E- 03 

>?" ( -3,06 1,7E- 03 

@6# ( -3,05 1,5E- 03 

!"2**))( -3,03 1,3E- 03 

1#$'$'0A'$B5C ( -2,99 5,6E- 03 

D6E< ( -2,94 1,4E- 03 

@F3"*( -2,88 3,0E- 03 

GFF.2%( -2,87 8,4E- 04 

4E6?6)( -2,86 1,1E- 02 

!9F$# ( -2,86 2,0E- 03 

+3)0 ( -2,83 8,8E- 03 

8.:3* ( -2,82 2,5E- 02 

4E6?6*$( -2,82 9,0E- 03 

H2I8/ ( -2,81 8,3E- 03 

$&$'#'2!2$B5C( -2,76 3,1E- 02 

B/7*& ( -2,76 2,4E- 02 

8:/J( -2,75 1,6E- 03 

D.:,E2 ( -2,74 4,5E- 03 

+/F3& ( -2,74 6,1E- 03 

89:,K. ( -2,70 4,4E- 03 

H2IL7* ( -2,67 4,6E- 04 

@2FM*$( -2,64 2,7E- 03 

N5<,-.- ( -2,62 3,4E- 02 

N,6E% ( -2,61 2,7E- 02 

+3K# ( -2,60 1,5E- 02 

O.EP*' ( -2,59 4,6E- 04 

+,-.*'/ ( -2,57 2,6E- 02 

87.<$ ( -2,54 5,0E- 04 

+.F2 ( -2,54 8,8E- 03 

@2FM*2( -2,51 3,4E- 03 

!"6< ( -2,51 1,7E- 03 

@=9F: ( -2,51 2,5E- 02 

QE99%3 ( -2,50 2,8E- 02 

497<, ( -2,50 8,9E- 04 

Gene name log2FC FDR.BH 

80$'''*!2*B5C ( -2,48 4,1E- 03 

!9F*K*( -2,47 2,1E- 02 

!"%#$*( -2,46 8,0E- 03 

8*$''KK1*%B5C( -2,43 6,8E- 03 

@?"7) ( -2,43 1,6E- 02 

4J-"5?2( -2,41 9,1E- 03 

+,-.K/ ( -2,40 2,1E- 03 

!E/*%( -2,37 4,4E- 02 

A/590 ( -2,36 7,3E- 03 

R.<F27( -2,36 1,8E- 03 

NF<E( -2,34 4,6E- 04 

Q=</S ( -2,34 1,6E- 03 

R.<F#( -2,33 5,6E- 03 

D?#/#/ ( -2,33 5,7E- 03 

H2I87* ( -2,33 3,2E- 02 

N,/"6) ( -2,33 3,7E- 02 

+S$.F* ( -2,31 8,9E- 04 

!"**&&2( -2,31 7,3E- 03 

G?=*( -2,30 1,4E- 02 

NE./59 ( -2,28 8,9E- 03 

22*'#'0H*)B5C ( -2,27 1,1E- 02 

+,-.#E ( -2,27 3,8E- 03 

+?62F7 ( -2,25 1,4E- 02 

4,F&( -2,25 2,6E- 02 

Q./"2 ( -2,24 3,7E- 02 

89:7-.*( -2,24 2,2E- 04 

1/=6 ( -2,24 2,9E- 02 

4E6F?6**/( -2,24 1,7E- 03 

#&$$#$'Q*KB5C( -2,23 2,3E- 02 

D?#/*# ( -2,23 2,0E- 03 

+%/F* ( -2,22 1,7E- 03 

N95* ( -2,21 8,8E- 03 

+*T/ ( -2,21 1,8E- 03 

UF3*( -2,21 1,3E- 02 

+,-.#/$ ( -2,21 1,6E- 02 

+EF2 ( -2,20 1,3E- 02 

R<32 ( -2,19 7,3E- 03 

R.F,?( -2,19 9,9E- 04 

D?#/0. ( -2,18 4,6E- 04 

1$<E=K( -2,15 7,6E- 03 

+32##/ ( -2,15 4,0E- 02 

1=C ( -2,15 6,0E- 04 

N5<,-.* ( -2,14 3,5E- 02 

@,.72 ( -2,14 2,1E- 02 

+M?,=F* ( -2,13 1,7E- 03 

Gene name log2FC FDR.BH 

N-,9,< ( -2,13 1,6E- 02 

GM,*( -2,12 3,7E- 02 

4,F*$( -2,11 1,0E- 03 

8FJ</9&( -2,10 7,5E- 04 

!F/92 ( -2,10 2,2E- 02 

@5C$.< ( -2,10 6,8E- 03 

+32''F2 ( -2,10 2,2E- 02 

N,.*%/$ ( -2,09 1,6E- 02 

+*T. ( -2,08 5,7E- 04 

NJ- ( -2,07 3,7E- 02 

4MF:79( -2,06 7,5E- 04 

Q,KF( -2,06 2,3E- 02 

B9?2 I9?*$ ( -2,05 1,6E- 02 

+M77 ( -2,01 2,6E- 03 

R-F"=$( -2,01 5,7E- 04 

U:.C2 ( -2,01 1,4E- 03 

+.F* ( -2,00 7,2E- 04 

V/W* ( -2,00 1,6E- 03 

D?#/03 ( -1,99 9,8E- 04 

A,F9*7 ( -1,99 3,3E- 03 

@=9F. ( -1,97 4,6E- 03 

+*T7 ( -1,97 6,3E- 04 

R.F,*( -1,95 4,3E- 02 

N=/9* ( -1,95 4,0E- 02 

4E6 ( -1,95 1,0E- 02 

R:SP*( -1,94 3,3E- 02 

!FC$ ( -1,93 5,0E- 03 

A/9?/ ( -1,92 2,2E- 02 

+3%2 ( -1,92 2,1E- 03 

QF6)( -1,90 1,4E- 03 

+3$$ ( -1,90 3,8E- 03 

N,.**/* ( -1,90 1,4E- 02 

!"$K*0)( -1,90 2,1E- 02 

Q,*'F/( -1,89 4,9E- 02 

!9F0% ( -1,89 2,5E- 02 

1.,2/*7 ( -1,89 1,9E- 03 

G/5F*( -1,88 2,5E- 02 

L75$ ( -1,88 3,6E- 02 

BXES$ ( -1,88 8,1E- 03 

4/,*( -1,88 4,1E- 02 

+?6*F ( -1,88 1,3E- 03 

H.,?* ( -1,87 2,2E- 03 

+3$''.2 ( -1,87 1,1E- 02 

+?62F72 ( -1,86 1,0E- 02 

G9SE ( -1,86 4,5E- 03 
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Gene name( log2FC FDR.BH 

Q<?60( -1,86 1,7E-03 

N=F/0,( -1,86 4,8E-02 

4E6/59),2( -1,86 2,8E-03 

+3)$( -1,85 1,6E-03 

+/?9*( -1,85 1,0E-02 

Q)$''KKY'2B5C( -1,85 1,4E-02 

15E2( -1,84 3,3E-02 

+:F:*/( -1,84 8,8E-03 

A/592( -1,84 1,8E-02 

;/?( -1,84 1,2E-02 

N=/7*( -1,83 6,8E-03 

HC$( -1,83 1,3E-02 

+=??( -1,83 5,7E-04 

+.3.))7( -1,82 4,4E-02 

DM:*6( -1,82 8,7E-04 

R.<F*( -1,82 2,4E-02 

G.9*( -1,80 1,4E-03 

!9F$*.( -1,80 1,3E-02 

N=MS,*( -1,78 3,6E-02 

QCZ6*( -1,78 1,1E-02 

N5F97*.( -1,78 2,2E-02 

4F-"2( -1,77 7,5E-04 

@2FM0( -1,76 2,6E-03 

D/F.J6*( -1,75 2,1E-02 

@,SE.*( -1,75 1,7E-03 

H2IUD7*( -1,75 2,6E-02 

LE=93*( -1,75 2,3E-03 

D?#/K( -1,74 1,7E-03 

NES2'( -1,74 1,1E-02 

+3)#( -1,74 8,2E-04 

1$<E=)( -1,73 1,9E-02 

8F,**( -1,73 7,7E-03 

!E<=2( -1,73 5,6E-03 

!9F*02( -1,72 1,3E-02 

R.<F$( -1,72 2,2E-04 

R.-F*<( -1,72 1,8E-03 

@5C$/9*( -1,72 1,4E-02 

Q,*0( -1,71 2,7E-03 

47S/?*( -1,71 1,7E-02 

D9-<*( -1,71 1,4E-03 

Q=<72( -1,70 2,6E-03 

;63.*K( -1,70 1,5E-02 

@=9EK( -1,70 1,7E-03 

A,F.#( -1,69 3,1E-02 

+,-.%/( -1,69 1,1E-02 

Gene name( log2FC FDR.BH 

+30)( -1,69 2,5E-03 

G5,F#7( -1,68 3,7E-02 

AX62( -1,68 3,9E-03 

8FJ</92%( -1,67 6,5E-03 

U9-92( -1,67 1,1E-02 

4,F*( -1,66 4,5E-03 

B/?<-6*7( -1,66 1,2E-02 

+$/F*( -1,66 7,5E-04 

U:C$( -1,65 1,9E-03 

B5E,( -1,65 4,2E-03 

@,3#( -1,65 3,2E-03 

+S.,*0( -1,64 1,7E-03 

8,:S%/9( -1,63 2,1E-02 

LW527( -1,63 4,2E-02 

+.,&( -1,63 3,0E-02 

856*( -1,63 8,8E-03 

@5F7( -1,63 5,0E-03 

NJ=E*( -1,63 9,4E-03 

8Q0022K'( -1,62 1,8E-02 

8FJ</9$'( -1,62 6,6E-03 

G=.#?( -1,62 4,4E-02 

8FJ</9#%( -1,62 4,6E-04 

+32''F#( -1,61 7,9E-03 

H.C( -1,60 5,0E-04 

4<675( -1,60 3,4E-03 

8E<9=,K( -1,59 1,1E-02 

U:.C*'( -1,59 2,0E-03 

+3#)( -1,59 3,6E-02 

A.6*( -1,58 3,0E-04 

A-XF,$( -1,57 8,7E-04 

G/9="%( -1,57 5,9E-04 

4,FK( -1,57 8,9E-03 

N/?J$( -1,57 2,8E-02 

+M=J#( -1,56 5,7E-04 

AFF:?( -1,56 8,8E-03 

+.,$( -1,56 2,6E-02 

!"*#%#)( -1,55 1,8E-02 

DM7,2( -1,55 2,5E-02 

B/?/,$( -1,55 3,0E-02 

@,-C( -1,55 4,6E-04 

HFJ*( -1,54 4,4E-02 

G/=2( -1,53 1,7E-02 

83<F-*( -1,53 2,7E-02 

HW.E*( -1,53 5,2E-03 

Q,*FE( -1,52 3,4E-02 

Gene name( log2FC FDR.BH 

GMZ2( -1,52 9,8E-04 

>=X,5E,( -1,52 4,0E-02 

B/??60( -1,52 4,7E-02 

1L0&2''K( -1,51 4,3E-02 

Q=</"( -1,51 1,3E-02 

A.62( -1,50 1,3E-02 

R<F( -1,50 4,1E-02 

Q,2F<( -1,50 3,8E-03 

4"-"2K$( -1,50 8,8E-03 

L?.:2( -1,48 3,0E-02 

4"-"*'0/( -1,47 3,8E-03 

G.92( -1,47 3,5E-02 

O56*)7( -1,44 2,4E-02 

@=9E0( -1,42 1,7E-03 

+,-.#3( -1,40 1,4E-02 

N,/( -1,39 8,7E-03 

+.,0( -1,38 5,5E-03 

83/")( -1,38 2,2E-04 

R<,2( -1,37 2,1E-02 

G</,?$79( -1,36 7,7E-03 

+-E9/( -1,36 1,4E-02 

+3*)'( -1,36 2,9E-02 

H"<72( -1,34 1,1E-02 

D"9*$( -1,34 2,9E-02 

RX=*( -1,34 4,9E-02 

Q.:?,( -1,33 3,4E-02 

8FJ</9#( -1,32 4,7E-02 

+3&$( -1,31 2,9E-04 

+S.,*#( -1,30 2,4E-02 

+69( -1,28 8,1E-03 

DC50K( -1,27 2,1E-02 

R7S:%( -1,26 2,1E-02 

A3.)'( -1,26 2,5E-02 

81*2#0**( -1,20 4,2E-02 

L,":*( -1,19 2,7E-02 

+3*#( -1,19 2,1E-02 

4:92/( -1,18 1,1E-02 

89:7F( -1,16 3,7E-03 

G9./=2( -1,16 2,2E-02 

4E6?6*$:?( -1,16 3,2E-02 

D=6F2( -1,16 3,0E-02 

+-9%%( -1,15 2,1E-02 

+=,/27( -1,13 2,7E-02 

UXS7,*( -1,13 2,2E-02 

+3$''/( -1,11 2,5E-02 



Gene name( log2FC FDR.BH 

NMC( -1,10 4,3E-04 

83/9*( -1,10 1,5E-02 

N,/"6&( -1,10 1,6E-02 

!3/( -1,09 2,0E-03 

QF6%( -1,09 1,5E-02 

BE/?-,( -1,08 3,4E-03 

8E9-9( -1,06 2,5E-02 

R,5*( -1,06 3,8E-03 

AX?/9*( -1,06 5,0E-02 

$'*'''$G2*B5C( -1,05 4,3E-02 

G6E<( -1,02 2,2E-02 

O5622( -1,01 4,9E-02 

N5F9/( -1,00 2,6E-06 

DF.*( -1,00 3,2E-02 

H2IUD/( -0,99 1,6E-03 

@5C$F%( -0,99 2,9E-02 

!9E"7( -0,98 1,1E-03 

+32)( -0,94 1,4E-03 

A.C/9*,( -0,93 5,6E-03 

+:=,*( -0,92 2,2E-04 

!E<2( -0,92 1,7E-02 

8=90W'32( -0,89 1,3E-02 

*K''''KG*%B5C( -0,89 2,9E-02 

Q,0F/( -0,85 2,4E-02 

R/79%( -0,85 5,7E-04 

H9?*( -0,84 1,4E-03 

N,.*0/0( -0,84 2,0E-02 

!,59F*( -0,84 5,8E-03 

87.7*7( -0,83 2,9E-02 

Y/3-2( -0,83 8,1E-03 

LW52/( -0,80 1,6E-02 

O.EC2( -0,80 4,9E-03 

+3%$( -0,79 1,4E-03 

[<=*/K.( -0,75 3,4E-02 

@,.<2( -0,74 6,6E-03 

H2IU*( -0,73 3,0E-02 

8FJ</9*&( -0,71 7,5E-03 

87./*( -0,70 7,3E-03 

&0$''2)Q'#B5C( -0,70 4,1E-02 

RE592( -0,68 4,3E-03 

R5<E,*( -0,68 2,6E-02 

VFC*( -0,67 4,4E-02 

UCC2( -0,67 2,9E-04 

U.S( -0,66 4,6E-04 

8T9*( -0,66 3,6E-02 

Gene name( log2FC FDR.BH 

DM,C( -0,66 1,7E-02 

B<?*'( -0,65 1,2E-02 

UJF?$( -0,65 1,4E-03 

@,/2<K( -0,64 1,3E-02 

+,FE*( -0,64 2,4E-02 

B/7$2( -0,63 4,4E-02 

G9,( -0,63 3,5E-03 

Q<679#( -0,62 3,4E-02 

+M9*7*( -0,62 2,6E-02 

#&$$#2*>*'B5C( -0,61 2,7E-02 

8FJ<357( -0,61 6,2E-03 

!Z"-( -0,59 1,5E-02 

4.9**,*( -0,59 2,7E-02 

B/7K7( -0,58 3,0E-02 

+=?.( -0,58 5,0E-04 

G59/( -0,55 2,6E-03 

!9F*$K7I9?( -0,55 4,1E-03 

+/.E/232( -0,53 1,5E-02 

H?3*K7**( -0,53 2,4E-02 

@2FS#( -0,53 1,9E-02 

+/?9)( -0,52 2,5E-02 

N="E*( -0,52 1,4E-03 

!"*K#%%( -0,52 2,0E-02 

@=<?*( -0,51 1,0E-02 

4/<,E2( -0,50 2,8E-03 

H/W.F2( -0,50 4,6E-02 

D/E27*( -0,49 1,2E-02 

@=9FP( -0,48 2,5E-02 

R/"2'/( -0,48 2,0E-02 

4-9*( -0,47 5,6E-03 

!/,E=K( -0,47 4,9E-02 

U/72( -0,46 1,7E-03 

!"2/( -0,46 1,4E-03 

U:.C)( -0,46 1,6E-02 

L"7( -0,45 2,3E-02 

4:F#/( -0,45 2,4E-02 

H-S7( -0,45 1,9E-02 

Q,*'F7( -0,45 2,6E-03 

+:,*'/*( -0,45 4,7E-02 

H"</2( -0,44 9,4E-03 

O.EE#( -0,44 4,5E-02 

12"( -0,44 2,2E-02 

8=F( -0,43 2,7E-02 

@:<,X=$( -0,43 2,4E-02 

NF?6$( -0,43 7,5E-04 

Gene name( log2FC FDR.BH 

+:F:*.( -0,43 1,1E-03 

UME/9( -0,42 2,7E-02 

8F,059*( -0,41 1,6E-02 

BJ:7=7*( -0,41 2,1E-02 

R=,*( -0,41 4,4E-02 

O.=3*2( -0,41 1,3E-02 

B9/2( -0,41 1,3E-02 

8F9.*7( -0,41 2,4E-02 

+EE2( -0,40 1,6E-02 

+/?90( -0,40 2,6E-02 

NF5( -0,40 2,6E-02 

U:.C**( -0,40 2,4E-02 

8ES/)( -0,39 2,0E-02 

8F,#.( -0,39 4,5E-02 

@E"=( -0,39 4,5E-02 

@<"2( -0,39 1,8E-02 

DM"S( -0,39 2,2E-03 

4"?7#S( -0,38 9,1E-03 

493%2( -0,38 3,7E-03 

N9-..*( -0,38 2,7E-02 

;3FK%( -0,38 9,9E-03 

+=?J( -0,37 5,0E-02 

8F9.%( -0,37 2,4E-03 

L35,$( -0,37 2,1E-03 

!9F0$( -0,37 3,9E-02 

!093S( -0,37 1,7E-02 

;596*( -0,36 2,4E-02 

[E.&$7*( -0,36 3,7E-02 

!X?7( -0,36 8,1E-03 

DM,59( -0,36 3,7E-02 

H<?E/=( -0,35 3,7E-02 

D/67( -0,35 8,0E-04 

@FC.3( -0,35 7,6E-03 

N\/9K'( -0,34 4,2E-02 

>.F,( -0,34 2,6E-02 

+=?7( -0,34 3,4E-02 

N,.K/)( -0,33 4,2E-03 

N-"/#.( -0,33 9,0E-03 

N9=,.2( -0,33 1,3E-02 

+3C#( -0,33 6,0E-04 

1F5$79( -0,32 4,3E-02 

497<( -0,32 2,2E-02 

8.=7( -0,32 1,6E-02 

@=C27( -0,31 1,6E-02 

[=92'( -0,31 3,0E-02 



Gene name( log2FC FDR.BH 

@59#C2/( -0,31 1,7E-02 

U=S#( -0,30 2,6E-02 

A=%"( -0,30 3,0E-02 

D/E6( -0,30 2,7E-02 

8ES/*( -0,29 5,7E-03 

QT</9*( -0,29 2,7E-02 

D<9( -0,29 4,9E-02 

N<9,*( -0,29 8,2E-03 

]69$0,2( -0,29 4,1E-02 

B/7)7( -0,28 1,6E-02 

Q=</0( -0,28 9,0E-03 

8.=<*( -0,28 4,9E-02 

B/92/( -0,28 2,4E-02 

+-F?2( -0,28 4,2E-02 

+E392( -0,28 3,4E-02 

H"<.F( -0,28 1,9E-02 

4SE*( -0,28 1,6E-02 

NJ.#( -0,27 3,7E-02 

V\/%/( -0,27 1,1E-02 

H-S/( -0,27 7,3E-03 

!FE( -0,27 1,3E-02 

87J3*2( -0,27 1,4E-02 

@?/9( -0,27 7,3E-03 

!E93/*( -0,26 3,3E-02 

G/?9*( -0,26 3,8E-02 

+6,*( -0,26 2,9E-02 

L,"?/E*( -0,26 8,5E-03 

B/5*#( -0,25 1,7E-02 

4":3$( -0,25 1,8E-02 

HEFE9/*( -0,25 2,1E-03 

D/F.C?( -0,25 2,6E-03 

B/,7( -0,25 3,9E-02 

!/33#%/( -0,24 1,3E-02 

B/927( -0,24 1,6E-02 

NES2( -0,24 3,8E-02 

N-F9*( -0,23 3,7E-02 

G<"E( -0,23 3,7E-02 

UE/P.$( -0,21 3,8E-02 

+/,"2( -0,21 3,8E-02 

!E/5$( -0,21 4,0E-02 

>3.*( -0,21 1,1E-02 

8.=F2( -0,19 3,0E-02 

D/E*.*( -0,18 3,8E-02 

B/?/$( -0,18 3,6E-02 

L56#/*( -0,18 2,4E-02 

Gene name( log2FC FDR.BH 

D=/2( -0,15 3,0E-02 

UE"2( 0,12 4,3E-02 

G/F9*( 0,12 4,9E-02 

+?( 0,14 2,2E-02 

+/FJ?9*( 0,14 2,7E-02 

D3J2( 0,15 3,0E-02 

RSF2( 0,16 4,1E-02 

A9-99?( 0,16 1,6E-02 

QE99,*( 0,17 2,7E-02 

8="5E( 0,18 4,3E-02 

L".*( 0,18 5,0E-02 

83<F-%( 0,18 3,4E-02 

8.:2( 0,18 2,1E-02 

N=59*( 0,18 2,5E-02 

N?79$( 0,19 2,2E-02 

@F..( 0,20 2,4E-02 

[7-2P2( 0,20 3,9E-02 

8,3:/( -0,73 6,5E-01 

]?\5")( 0,21 3,5E-02 

QF6279*( 0,21 2,5E-02 

@9"*7( 0,21 6,1E-03 

8ECF3#'( 0,21 4,8E-02 

R/"%$/( 0,21 3,2E-02 

O."6*( 0,21 2,4E-02 

>9/$( 0,21 1,4E-02 

BE6*20( 0,21 2,4E-02 

QE=?&( 0,22 1,6E-02 

GFF.2'( 0,22 1,6E-02 

D=??2( 0,22 3,5E-02 

N?S259( 0,22 9,0E-03 

G$"7=,$( 0,22 3,7E-02 

N=:"( 0,22 1,7E-02 

U./60( 0,23 2,8E-02 

@5C$.27( 0,23 3,2E-02 

+:T&( 0,23 2,6E-02 

D/9*7( 0,23 3,9E-02 

47S*%( 0,23 2,1E-02 

[?9$*( 0,24 2,9E-02 

4=9/,( 0,24 4,6E-02 

+.23*/( 0,24 1,6E-02 

GFFE*( 0,24 8,8E-03 

8</9$( 0,24 1,6E-03 

!/7*( 0,24 2,8E-02 

]69$22/( 0,25 5,0E-02 

[7/,3*( 0,25 2,9E-02 

Gene name( log2FC FDR.BH 

8=<&/( 0,25 2,1E-02 

8FJ</9##( 0,25 2,4E-02 

HF.( 0,25 3,6E-02 

+5/:27( 0,25 2,4E-02 

H?0?=*( 0,26 4,9E-03 

RX=**( 0,26 4,2E-02 

+M.*( 0,26 3,7E-02 

N-"/$3( 0,26 3,9E-02 

!,.-( 0,26 4,9E-02 

B/52( 0,27 1,1E-02 

N=73*( 0,27 1,4E-02 

D"9*%( 0,27 8,8E-03 

]69$0%( 0,28 1,4E-02 

8=E*( 0,28 2,5E-02 

N,.$)/2( 0,28 7,5E-04 

Q7/%K( 0,28 4,9E-02 

R<679*( 0,28 3,1E-02 

R:S:0( 0,29 2,0E-02 

4F5"$( 0,29 8,9E-03 

!9/=.J)( 0,29 3,9E-02 

@E"/,2( 0,29 2,2E-03 

83/"=?,#( 0,29 3,9E-02 

@?<2)( 0,29 3,3E-03 

D=F-?*( 0,30 2,1E-03 

RJ,*( 0,30 3,4E-02 

N/,,2( 0,31 4,9E-02 

A65.( 0,31 1,1E-02 

N-"/0.( 0,31 4,2E-02 

H?9/2( 0,31 1,7E-02 

0#$'%#)D')B5C( 0,32 2,2E-03 

D/6/( 0,34 8,3E-03 

4F/6$59$( 0,34 3,2E-02 

R7S,*0( 0,34 8,1E-03 

H5W-9*( 0,35 2,2E-02 

+?=62( 0,36 2,1E-03 

R<6**( 0,36 2,0E-03 

L97#*,$( 0,37 2,6E-02 

L262( 0,38 4,5E-03 

N/=7*( 0,38 1,5E-02 

>=X72( 0,38 6,1E-03 

L6E/2( 0,39 4,7E-02 

+C"=2( 0,41 2,0E-02 

8.J-( 0,44 2,6E-03 

@-F*( 0,47 3,0E-02 

A6/=.2( 0,51 1,6E-03 



Gene name( log2FC FDR.BH 

]?./E2( 0,60 1,1E-02 

*K'''*$!2#B5C( 0,60 3,1E-02 

8ECF3$#/( 0,60 3,2E-02 

O.E/K( 0,64 1,7E-03 

!"#&%#'( 0,70 3,1E-02 

B<?#( 0,71 3,4E-02 

N=.*( 0,80 3,1E-02 

!E<=*( 0,84 3,5E-02 

!"%''0#( 0,87 4,1E-02 

DMJ*$( 1,01 3,8E-02 

^,F$7( 1,44 1,5E-02 

R/"*$*.( 1,47 1,6E-02 

!"*00K%( 1,77 2,6E-02 

!"2'%%#( 1,84 3,5E-02 

82$''%0@*#B5C( 1,89 4,2E-02 

!F5/#( 2,37 3,8E-03 

]3JJ.2$( 2,40 1,1E-02 

N:\/J/( 2,46 1,9E-02 

BE6#$( 2,57 1,7E-02 

8=9K7( 2,79 3,7E-02 
 



Supplemental table 2: GSEA positively enriched pathways by NabOHB treatment in primary myocytes. 
 

NAME          NES FDR q-val 

MMU00020.CITRATE.CYCLE..TCA.CYCLE..KEGG     2.35 0.000 

MMU04710.CIRCADIAN.RHYTHM.KEGG      2.08 0.002 

MMU01200.CARBON.METABOLISM.KEGG      1.92 0.012 

MMU00190.OXIDATIVE.PHOSPHORYLATION.KEGG     1.91 0.010 

MMU04260.CARDIAC.MUSCLE.CONTRACTION.KEGG     1.91 0.009 

MMU01210.2.OXOCARBOXYLIC.ACID.METABOLISM.KEGG    1.88 0.010 

MMU04714.THERMOGENESIS.KEGG       1.84 0.015 

MMU01230.BIOSYNTHESIS.OF.AMINO.ACIDS.KEGG     1.82 0.015 

MMU00270.CYSTEINE.AND.METHIONINE.METABOLISM.KEGG    1.81 0.016 

MMU03015.MRNA.SURVEILLANCE.PATHWAY.KEGG     1.77 0.020 

MMU00051.FRUCTOSE.AND.MANNOSE.METABOLISM.KEGG    1.74 0.023 

MMU04152.AMPK.SIGNALING.PATHWAY.KEGG      1.73 0.022 

MMU05012.PARKINSON.DISEASE.KEGG      1.71 0.025 

MMU04922.GLUCAGON.SIGNALING.PATHWAY.KEGG     1.68 0.031 

MMU00630.GLYOXYLATE.AND.DICARBOXYLATE.METABOLISM.KEGG   1.67 0.032 

MMU04932.NON.ALCOHOLIC.FATTY.LIVER.DISEASE..NAFLD..KEGG   1.63 0.041 

MMU05016.HUNTINGTON.DISEASE.KEGG      1.57 0.060 

MMU00640.PROPANOATE.METABOLISM.KEGG      1.56 0.066 

MMU04136.AUTOPHAGY...OTHER.KEGG      1.54 0.068 

MMU00010.GLYCOLYSIS...GLUCONEOGENESIS.KEGG     1.50 0.092 

MMU05010.ALZHEIMER.DISEASE.KEGG      1.50 0.089 

MMU00620.PYRUVATE.METABOLISM.KEGG      1.48 0.090 

MMU04120.UBIQUITIN.MEDIATED.PROTEOLYSIS.KEGG     1.48 0.089 

MMU00534.GLYCOSAMINOGLYCAN.SYNTHESIS.HEPARAN.SULFATE.KEGG   1.47 0.092 

MMU04910.INSULIN.SIGNALING.PATHWAY.KEGG     1.45 0.096 



Supplemental table 3: GSEA negatively enriched pathways by NabOHB treatment in primary myocytes. 
 

NAME          NES FDR q-val 

MMU05150.STAPHYLOCOCCUS.AUREUS.INFECTION.KEGG    -2.70 0.000 

MMU04061.VIRAL.PROTEIN.INTERACTION.WITH. CYTOKINE.RECEPTOR.KEGG  -2.50 0.000 

MMU04145.PHAGOSOME.KEGG       -2.49 0.000 

MMU04142.LYSOSOME.KEGG       -2.35 0.000 

MMU04640.HEMATOPOIETIC.CELL.LINEAGE.KEGG     -2.35 0.000 

MMU05140.LEISHMANIASIS.KEGG       -2.34 0.000 

MMU05323.RHEUMATOID.ARTHRITIS.KEGG      -2.29 0.000 

MMU04380.OSTEOCLAST.DIFFERENTIATION.KEGG     -2.27 0.000 

MMU05332.GRAFT.VERSUS.HOST.DISEASE.KEGG     -2.26 0.000 

MMU04062.CHEMOKINE.SIGNALING.PATHWAY.KEGG     -2.26 0.000 

MMU05152.TUBERCULOSIS.KEGG       -2.24 0.000 

MMU04940.TYPE.I.DIABETES.MELLITUS.KEGG      -2.23 0.000 

MMU04514.CELL.ADHESION.MOLECULES..CAMS..KEGG     -2.22 0.000 

MMU04060.CYTOKINE.CYTOKINE.RECEPTOR.INTERACTION.KEGG   -2.21 0.000 

MMU00531.GLYCOSAMINOGLYCAN.DEGRADATION.KEGG    -2.19 0.000 

MMU05416.VIRAL.MYOCARDITIS.KEGG      -2.17 0.000 

MMU04672.INTESTINAL.IMMUNE.NETWORK.FOR.IGA.PRODUCTION.KEGG   -2.16 0.000 

MMU05330.ALLOGRAFT.REJECTION.KEGG      -2.16 0.000 

MMU04666.FC.GAMMA.R.MEDIATED.PHAGOCYTOSIS.KEGG    -2.15 0.000 

MMU05133.PERTUSSIS.KEGG       -2.14 0.000 

MMU04670.LEUKOCYTE.TRANSENDOTHELIAL.MIGRATION.KEGG    -2.14 0.000 

MMU05320.AUTOIMMUNE.THYROID.DISEASE.KEGG     -2.14 0.000 

MMU04612.ANTIGEN.PROCESSING.AND.PRESENTATION.KEGG    -2.10 0.000 

MMU05322.SYSTEMIC.LUPUS.ERYTHEMATOSUS.KEGG     -2.07 0.000 

MMU05310.ASTHMA.KEGG        -2.02 0.000 

MMU04650.NATURAL.KILLER.CELL.MEDIATED.CYTOTOXICITY.KEGG   -1.99 0.000 

MMU05321.INFLAMMATORY.BOWEL.DISEASE..IBD..KEGG    -1.95 0.001 

MMU04662.B.CELL.RECEPTOR.SIGNALING.PATHWAY.KEGG    -1.94 0.001 

MMU04064.NF.KAPPA.B.SIGNALING.PATHWAY.KEGG -    1.92 0.001 

MMU04611.PLATELET.ACTIVATION.KEGG      -1.91 0.001 

MMU03030.DNA.REPLICATION.KEGG       -1.89 0.002 

MMU03010.RIBOSOME.KEGG       -1.88 0.002 

MMU04210.APOPTOSIS.KEGG       -1.87 0.002 

MMU00100.STEROID.BIOSYNTHESIS.KEGG      -1.87 0.002 



MMU05144.MALARIA.KEGG        -1.85 0.003 

MMU04621.NOD.LIKE.RECEPTOR.SIGNALING.PATHWAY.KEGG    -1.82 0.004 

MMU05169.EPSTEIN.BARR.VIRUS.INFECTION.KEGG     -1.82 0.004 

MMU05142.CHAGAS.DISEASE..AMERICAN.TRYPANOSOMIASIS..KEGG   -1.81 0.004 

MMU05164.INFLUENZA.A.KEGG       -1.79 0.006 

MMU00511.OTHER.GLYCAN.DEGRADATION.KEGG     -1.77 0.006 

MMU05202.TRANSCRIPTIONAL.MISREGULATION.IN.CANCER.KEGG   -1.75 0.008 

MMU05418.FLUID.SHEAR.STRESS.AND.ATHEROSCLEROSIS.KEGG    -1.73 0.010 

MMU00480.GLUTATHIONE.METABOLISM.KEGG     -1.73 0.011 

MMU00603.GLYCOSPHINGOLIPID.BIOSYNTHESIS.GLOBO.AND.ISOGLOBO.SERIES.KEGG -1.72 0.011 

MMU04115.P53.SIGNALING.PATHWAY.KEGG      -1.72 0.011 

MMU04110.CELL.CYCLE.KEGG       -1.71 0.012 

MMU05163.HUMAN.CYTOMEGALOVIRUS.INFECTION.KEGG    -1.71 0.012 

MMU04625.C.TYPE.LECTIN.RECEPTOR.SIGNALING.PATHWAY.KEGG   -1.70 0.013 

MMU05170.HUMAN.IMMUNODEFICIENCY.VIRUS.1.INFECTION.KEGG   -1.69 0.014 

MMU05143.AFRICAN.TRYPANOSOMIASIS.KEGG     -1.68 0.015 

MMU05167.KAPOSI.SARCOMA.ASSOCIATED.HERPESVIRUS.INFECTION.KEGG  -1.67 0.017 

MMU05221.ACUTE.MYELOID.LEUKEMIA.KEGG      -1.67 0.017 

MMU04620.TOLL.LIKE.RECEPTOR.SIGNALING.PATHWAY.KEGG    -1.67 0.017 

MMU04664.FC.EPSILON.RI.SIGNALING.PATHWAY.KEGG     -1.67 0.017 

MMU04971.GASTRIC.ACID.SECRETION.KEGG      -1.66 0.018 

MMU00600.SPHINGOLIPID.METABOLISM.KEGG      -1.65 0.019 

MMU04810.REGULATION.OF.ACTIN.CYTOSKELETON.KEGG    -1.65 0.019 

MMU04015.RAP1.SIGNALING.PATHWAY.KEGG      -1.65 0.019 

MMU05132.SALMONELLA.INFECTION.KEGG      -1.64 0.020 

MMU03440.HOMOLOGOUS.RECOMBINATION.KEGG     -1.64 0.020 

MMU05100.BACTERIAL.INVASION.OF.EPITHELIAL.CELLS.KEGG    -1.64 0.020 

MMU00520.AMINO.SUGAR.AND.NUCLEOTIDE.SUGAR.METABOLISM.KEGG   -1.63 0.023 

MMU04750.INFLAMMATORY.MEDIATOR.REGULATION.OF.TRP.CHANNELS.KEGG  -1.62 0.023 

MMU04924.RENIN.SECRETION.KEGG       -1.61 0.025 

MMU04610.COMPLEMENT.AND.COAGULATION.CASCADES.KEGG    -1.59 0.031 

MMU03430.MISMATCH.REPAIR.KEGG       -1.56 0.040 

MMU04740.OLFACTORY.TRANSDUCTION.KEGG     -1.55 0.043 

MMU04979.CHOLESTEROL.METABOLISM.KEGG     -1.55 0.044 

MMU00240.PYRIMIDINE.METABOLISM.KEGG      -1.55 0.045 

MMU04072.PHOSPHOLIPASE.D.SIGNALING.PATHWAY.KEGG    -1.54 0.048 



MMU00980.METABOLISM.OF.XENOBIOTICS.BY.CYTOCHROME.P450.KEGG   -1.53 0.049 

MMU05340.PRIMARY.IMMUNODEFICIENCY.KEGG     -1.53 0.049 

MMU04658.TH1.AND.TH2.CELL.DIFFERENTIATION.KEGG     -1.53 0.050 

MMU05145.TOXOPLASMOSIS.KEGG       -1.53 0.050 

MMU04970.SALIVARY.SECRETION.KEGG      -1.52 0.050 

MMU05166.HUMAN.T.CELL.LEUKEMIA.VIRUS.1.INFECTION.KEGG    -1.51 0.056 

MMU04933.AGE.RAGE.SIGNALING.PATHWAY.IN.DIABETIC.COMPLICATIONS.KEGG  -1.51 0.056 

MMU04540.GAP.JUNCTION.KEGG       -1.50 0.059 

MMU00340.HISTIDINE.METABOLISM.KEGG      -1.50 0.059 

MMU04071.SPHINGOLIPID.SIGNALING.PATHWAY.KEGG     -1.50 0.058 

MMU00533.GLYCOSAMINOGLYCAN.BIOSYNTHESIS...KERATAN.SULFATE.KEGG  -1.49 0.061 

MMU04510.FOCAL.ADHESION.KEGG       -1.48 0.068 

MMU00590.ARACHIDONIC.ACID.METABOLISM.KEGG     -1.48 0.068 

MMU05014.AMYOTROPHIC.LATERAL.SCLEROSIS..ALS..KEGG    -1.47 0.070 

MMU04218.CELLULAR.SENESCENCE.KEGG      -1.47 0.071 

MMU04914.PROGESTERONE.MEDIATED.OOCYTE.MATURATION.KEGG   -1.45 0.081 

MMU05200.PATHWAYS.IN.CANCER.KEGG      -1.45 0.081 

MMU00513.VARIOUS.TYPES.OF.N.GLYCAN.BIOSYNTHESIS.KEGG    -1.45 0.083 

MMU04973.CARBOHYDRATE.DIGESTION.AND.ABSORPTION.KEGG   -1.44 0.085 

MMU05146.AMOEBIASIS.KEGG       -1.44 0.087 

MMU05134.LEGIONELLOSIS.KEGG       -1.44 0.086 

MMU05135.YERSINIA.INFECTION.KEGG      -1.43 0.088 

MMU00053.ASCORBATE.AND.ALDARATE.METABOLISM.KEGG    -1.43 0.089 

MMU05032.MORPHINE.ADDICTION.KEGG      -1.43 0.091 

MMU00514.OTHER.TYPES.OF.O.GLYCAN.BIOSYNTHESIS.KEGG    -1.42 0.093 

MMU04520.ADHERENS.JUNCTION.KEGG      -1.42 0.093 




