
Supplementary Data: High resolution shell protein trees 

 

The six shell protein phylogenies are presented here as zoomable vector-quality images, in order to legibly 
present sequence identifiers and other relevant annotations.  All sequence labels begin with the genomic 
locus tag, which serves as a unique identifier, followed by a curated taxonomic identifier for the source 
genome (typically the genus, strain ID, locus-prefix (if necessary), and phylum (provided in parentheses)).  
The assigned BMC locus type is then indicated (“bmcType=”), followed by a qualifier in parentheses to 
indicate whether the shell protein is part of the “main” locus or is encoded on a satellite locus (“sat”).  
Sequences which were later omitted from the analysis during subsequent iterations of the BMC locus-
locus scoring procedure are indicated (“omitted”); for these shell proteins, the BMC type reported 
corresponds to the initial assignments and thus may not be accurate, or may contain unresolvable locus 
type categories (e.g., UA for unassigned, PDU_EUT, EUT2_GRM1, etc). The amino acid length of the full 
sequence is also provided, followed by the uniprot ID (enclosed in square-brackets). When available, a 
curated gene “symbol” is provided to help point out functionally-characterized genes and their homologs. 
A four-character PDB code is also provided for solved 3D structures, or their closest sequence homolog 
(when PDB code is followed by an apostrophe).  Finally, the original color name (corresponding to the RGB 
hexcodes from the XKCD color survey (https://xkcd.com/color/rgb/), as reported within the Python 
package, Seaborn), followed by the numerical “subclan” division, when available. 
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Tfer_2451 Thermincola Z-0001 (Firmicutes) || bmcType=PDU1D (main) || 106aa || [A0A0L6W067] || outlier

BWY32_02970 unclassified-bacterium ADurb.Bin243 (unclassified Bacteria) || bmcType=SPUx (sat) (omitted) || 97aa || [A0A1V5UCU0] || springGreen0

BN647_01113 unclassified-Firmicutes MGS:41 (Firmicutes) || bmcType=GRM5like (main) || 86aa || [R6M4R2] || springGreen

BN660_01575 Clostridium CAG:448 (Firmicutes) || bmcType=GRM5 (main) || 87aa || [R6SN63] || springGreen

SAMEA3545436_00070 Ruminococcus (SAMEA3545436) (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 85aa || [A0A1C5LHT3] || springGreen

DBX37_02785 Massilioclostridium (DBX37) (Firmicutes) || bmcType=GRM5like (main) || 84aa || [A0A316TKN9] || springGreen

DBY05_00965 unclassified-Clostridiales R-7 (DBY05) (Firmicutes) || bmcType=GRM5 (main) || 82aa || [A0A316QSL9] || springGreen

A2V47_01885 Ca.Atribacteria RBG_19FT_COMBO_35_14 (Candidatus Atribacteria) || bmcType=SPU2 (main) || 95aa || [A0A1F5AAE8] || kermit

BWY41_01985 Ca.Atribacteria ADurb.Bin276 (Candidatus Atribacteria) || bmcType=SPU2 (main) || 97aa || [A0A1V5SJ50] || kermit

U27_02025 Ca.Vecturithrix UASB270 (Candidatus Modulibacteria) || bmcType=SPU2 (main) || 95aa || [A0A0S6WAF8] || kermit

U14_01670 Moduliflexus UASB14 (Candidatus Modulibacteria) || bmcType=SPU2 (main) || 95aa || [A0A0S6VSU6] || kermit

CSB45_11140 Ca.Modulibacteria DOLZORAL124_49_17 (Candidatus Modulibacteria) || bmcType=SPU2 (main) || 96aa || [A0A2G6E487] || kermit

B0D92_03570 Spirochaeta LUC14_002_19_P3 (Spirochaetes) || bmcType=SPU2 (main) || 95aa || [A0A1W9N957] || kermit

CVV46_07475 unclassified-Spirochaetes HGW-Spirochaetae-2 (Spirochaetes) || bmcType=SPU2 (main) || 95aa || [A0A2N1SNG6] || kermit

BWX81_00191 unclassified-Spirochaetes ADurb.Bin110 (Spirochaetes) || bmcType=SPU2 (main) || 96aa || [A0A1V6EC46] || kermit

A2W98_02445 unclassified-Bacteroidetes GWF2_33_38 (Bacteroidetes) || bmcType=SPU2 (main) || 95aa || [A0A1F3K3U0] || kermit

A2046_03535 unclassified-Bacteroidetes GWA2_30_7 (Bacteroidetes) || bmcType=SPU2 (main) || 95aa || [A0A1F3ETD6] || kermit

CVU14_10340 unclassified-Bacteroidetes HGW-Bacteroidetes-9 (Bacteroidetes) || bmcType=SPU2 (main) || 95aa || [A0A2N2W0A9] || kermit

CVT98_01070 unclassified-Bacteroidetes HGW-Bacteroidetes-15 (Bacteroidetes) || bmcType=SPU2 (main) || 95aa || [A0A2N2ZAQ1] || kermit

COX07_07165 unclassified-Bacteroidetes CG23_combo_of_CG06-09_8_20_14_all_32_9 (Bacteroidetes) || bmcType=SPU2 (sat) || 101aa || [A0A2H0B8T8] || kermit

COZ08_11720 unclassified-Bacteroidetes CG_4_10_14_3_um_filter_42_6 (Bacteroidetes) || bmcType=SPU2 (sat) || 95aa || [A0A2M7PJ77] || kermit

A2X01_03065 unclassified-Bacteroidetes GWF2_35_48 (Bacteroidetes) || bmcType=SPU2 (main) || 95aa || [A0A1F3KTW1] || kermit

C0596_03020 unclassified-Marinilabiliales (C0596) (Bacteroidetes) || bmcType=SPU2 (main) || 95aa || [A0A2N5YZH5] || kermit

A2W00_06480 Ca.Eisenbacteria RBG_16_71_46 (Candidatus Eisenbacteria) || bmcType=MIC7 (main) || 101aa || [A0A1F5RLL1] || fadedGreen1

CMK10_16095 Ca.Poribacteria (CMK10) (Candidatus Poribacteria) || bmcType=FRAG2 (sat) || 95aa || [A0A2D6S7N3] || fadedGreen1

CVV64_17965 Ca.Wallbacteria HGW-Wallbacteria-1 (Candidatus Wallbacteria) || bmcType=SPU7 (main) || 111aa || [A0A2N1PJW1] || fadedGreen1

C0601_11735 unclassified-bacterium BM706 (unclassified Bacteria) || bmcType=SPU1 (main) || 90aa || [A0A2N5ZBH4] || fadedGreen1

AUJ96_09365 unclassified-Armatimonadetes CG2_30_66_41 (Armatimonadetes) || bmcType=MUF2 (main) || 99aa || [A0A1J5B5F6] || fadedGreen1

DEB31_06375 unclassified-Clostridiales R-7 (DEB31) (Firmicutes) || bmcType=SPU4 (main) || 101aa || [A0A358ASJ8] || fadedGreen1

MROS_0104 Melioribacter JCM 17771 (Ignavibacteriae) || bmcType=MIC4 (main) || 99aa || [I6ZWA2] || fadedGreen1

Tlie_0207 Thermovirga DSM 17291 (Synergistetes) || bmcType=PDU1D (main) || 95aa || [G7V6C2] || fadedGreen1

COB02_12430 Ca.Cloacimonetes (COB02) (Candidatus Cloacimonetes) || bmcType=SPU7 (main) || 89aa || [A0A2A5AEW1] || fadedGreen1

Apau_0025 Aminomonas DSM 12260 (Synergistetes) || bmcType=PDU1D (main) || 100aa || [E3CVA9] || fadedGreen1

HMPREF1705_02698 Acetomicrobium ATCC BAA-1850 (Synergistetes) || bmcType=PDU1D (main) || 98aa || [A0A0T5XBZ9] || fadedGreen1

HMPREF0889_1222 Megasphaera 28L (Firmicutes) || bmcType=GRM3A (main) || 86aa || [D3LW81] || fadedGreen1

AB840_04750 Megasphaera DSM 20462 (AB840) (Firmicutes) || bmcType=GRM3A (main) || 86aa || [A0A0J6ZQ71] || fadedGreen1

BWY02_00381 unclassified-bacterium ADurb.Bin157 (unclassified Bacteria) || bmcType=SPU7 (main) || 93aa || [A0A1V6AEE5] || fadedGreen2

OZSIB_0722 Ca.Ozemobacter sibiricus (Candidatus Riflebacteria) || bmcType=SPU7 (main) || 94aa || [A0A367ZTX3] || fadedGreen2

SAMN02745219_01029 Desulfofundulus DSM 16057 (Firmicutes) || bmcType=PDU1D (main) || 93aa || [A0A1M6DX45] || fadedGreen2

SAMN03080610_02702 Afifella DSM 2698 (Proteobacteria) || bmcType=PDU1D (main) || 82aa || [A0A1G5NVV0] || fadedGreen2

CSA11_10420 unclassified-Chloroflexi (CSA11) (Chloroflexi) || bmcType=PDU1D (main) || 90aa || [A0A2G6P5S9] || fadedGreen2

AIOL_004305 Rhodobacter lobularis (Proteobacteria) || bmcType=MIC2 (main) || 81aa || [A0A0J9H0Q9] || fadedGreen2

AB833_29385 unclassified-Chromatiales AB1 (Proteobacteria) || bmcType=MIC2 (main) || 117aa || [A0A1E4ZLI0] || fadedGreen2

CML41_02055 unclassified-Rhodobacteraceae (CML41) (Proteobacteria) || bmcType=MIC2 (main) || 98aa || [A0A2E0RCV6] || fadedGreen2

RA27_04045 Ruegeria ANG-R (Proteobacteria) || bmcType=MIC2 (main) || 88aa || [A0A0C1GTR0] || fadedGreen2

CMM80_06820 unclassified-Rhodospirillaceae (CMM80) (Proteobacteria) || bmcType=MIC2 (main) || 90aa || [A0A2E6UZR1] || fadedGreen2

CML33_08680 unclassified-Rhodobacteraceae (CML33) (Proteobacteria) || bmcType=MIC2 (main) || 89aa || [A0A2D5TIQ3] || fadedGreen2

CNF00_01990 Ca.Thioglobus MED-G25 (Proteobacteria) || bmcType=MIC2 (main) || 98aa || [A0A2A5X2G3] || fadedGreen2

Dpep_1749 Dethiosulfovibrio DSM 11002 (Synergistetes) || bmcType=PDU1D (main) || 100aa || [D2Z8H6] || fadedGreen3

CMN58_00890 unclassified-Solibacterales (CMN58) (Acidobacteria) || bmcType=ACI (main) || 95aa || [A0A2E5FJ27] || fadedGreen3

SY88_08600 unclassified-Clostridiales PH28_bin88 (Firmicutes) || bmcType=PDU1D (main) || 97aa || [A0A0M2U971] || fadedGreen3

XD63_1657 unclassified-Thermoanaerobacterales 50_218 (Firmicutes) || bmcType=PDU1D (main) || 103aa || [A0A101F616] || fadedGreen3

HMPREF3293_00407 Christensenella DSM 22607 (Firmicutes) || bmcType=GRM5like (main) || 92aa || [A0A136Q809] || fadedGreen3

CEB3_c07500 unclassified-Peptococcaceae CEB3 (Firmicutes) || bmcType=MUF3 (main) || 121aa || [A0A0J1IDX9] || kiwi

CL484_07690 unclassified-Acidobacteria (CL484) (Acidobacteria) || bmcType=ACI (main) || 88aa || [A0A2E7BK62] || kiwi

SY1_15700 Fretibacterium fastidiosum (Synergistetes) || bmcType=incomplete (main) (omitted) || 93aa || [D4M9L6] || kiwi

A3I61_04405 unclassified-Acidobacteria RIFCSPLOWO2_02_FULL_68_18 (Acidobacteria) || bmcType=ACI (main) || 91aa || [A0A1F2S8R8] || kiwi

DMF77_03600 unclassified-Acidobacteria (DMF77) (Acidobacteria) || bmcType=ACI (main) || 89aa || [A0A2V7XHY0] || kiwi

DMF61_20160 unclassified-Blastocatellia AA13 (Acidobacteria) || bmcType=ACI (main) || 92aa || [A0A321LB65] || kiwi

DEA22_15395 unclassified-Blastocatellia (DEA22) (Acidobacteria) || bmcType=ACI (main) || 88aa || [A0A357F5Q6] || kiwi

CO090_02500 unclassified-Acidobacteria CG_4_9_14_3_um_filter_49_7 (Acidobacteria) || bmcType=ACI (main) || 96aa || [A0A2M8D6B5] || kiwi

AUH28_16910 unclassified-Acidobacteria 13_1_40CM_56_16 (Acidobacteria) || bmcType=ACI (main) || 88aa || [A0A1Q7FRV1] || kiwi

DMG26_15460 unclassified-Acidobacteria (DMG26) (Acidobacteria) || bmcType=ACI (main) || 97aa || [A0A2V9J6Q4] || kiwi

CL478_05450 unclassified-Acidobacteria (CL478) (Acidobacteria) || bmcType=ACI (main) || 89aa || [A0A2E7NDX4] || kiwi

BWZ10_02336 Ca.Sumerlaeota ADurb.BinA364 (Candidatus Sumerlaeota) || bmcType=FRAG6 (sat) || 109aa || [A0A1V5FSW2] || paleGreen

CVU37_08960 Ca.Sumerlaeota HGW-BRC1-1 (Candidatus Sumerlaeota) || bmcType=FRAG6 (main) || 104aa || [A0A2N2PGM7] || paleGreen

BRCON_0814 Ca.Sumerlaea BY40 (Candidatus Sumerlaeota) || bmcType=FRAG6 (main) || 103aa || [A0A2Z4Y318] || paleGreen

BWY12_01250 Ca.Sumerlaeota ADurb.Bin183 (Candidatus Sumerlaeota) || bmcType=FRAG6 (sat) || 99aa || [A0A1V5Y255] || paleGreen

BWY60_00574 unclassified-Actinobacteria ADurb.Bin346 (Actinobacteria) || bmcType=MIC4 (sat) || 89aa || [A0A1V5PV19] || paleGreen

BWY60_00005 unclassified-Actinobacteria ADurb.Bin346 (Actinobacteria) || bmcType=MIC4 (main) || 88aa || [A0A1V5Q0C8] || paleGreen

CME25_02790 unclassified-Gemmatimonadetes (CME25) (Gemmatimonadetes) || bmcType=MUF2 (main) || 98aa || [A0A2E3IX89] || paleGreen

CME26_03715 unclassified-Gemmatimonadetes (CME26) (Gemmatimonadetes) || bmcType=MUF2 (main) || 102aa || [A0A2E6HY97] || paleGreen

DC049_09650 unclassified-Spirochaetia (DC049) (Spirochaetes) || bmcType=FRAG2 (main) || 95aa || [A0A352VYX7] || paleGreen

CME19_25005 unclassified-Gemmatimonadetes (CME19) (Gemmatimonadetes) || bmcType=MUF2 (main) || 99aa || [A0A2E8WLX7] || paleGreen

A3F84_05295 Ca.Handelsmanbacteria RIFCSPLOWO2_12_FULL_64_10 (Candidatus Handelsmanbacteria) || bmcType=MUF2 (main) || 100aa || [A0A1F6CB35] || paleGreen

S01H1_11072 unclassified-marine-sediment (S01H1) (unclassified_metagenomic) || bmcType=fragmented (sat) (omitted) || 109aa || [X0S697] || paleGreen

DD435_11720 unclassified-Cyanobacteria UBA8530 (Cyanobacteria) || bmcType=SPU3 (main) || 100aa || [A0A355UT21] || paleGreen

CMK11_22385 Ca.Poribacteria (CMK11) (Candidatus Poribacteria) || bmcType=FRAG2 (sat) || 95aa || [A0A2D6D4W2] || paleGreen

B1H02_06905 Ca.Latescibacteria 4484_107 (Candidatus Latescibacteria) || bmcType=FRAG2 (main) || 96aa || [A0A1V4QRC6] || paleGreen

BWY06_01657 Ca.Latescibacteria ADurb.Bin168 (Candidatus Latescibacteria) || bmcType=fragmented (main) (omitted) || 99aa || [A0A1V5ZH75] || paleGreen

CUN54_08260 unclassified-Chloroflexi (CUN54) (Chloroflexi) || bmcType=FRAG2 (sat) || 102aa || [A0A2M8PPW4] || paleGreen

CL610_04030 unclassified-Anaerolineaceae (CL610) (Chloroflexi) || bmcType=SPUx (sat) (omitted) || 98aa || [A0A2E0KVH9] || paleGreen

CO151_13515 unclassified-bacterium CG_4_9_14_3_um_filter_65_15 (unclassified Bacteria) || bmcType=SPU3 (main) || 99aa || [A0A2M7YQF1] || paleGreen

B6D60_04905 Ca.KSB1 4484_87 (candidate division KSB1) || bmcType=MIC4 (main) || 89aa || [A0A1W9RR45] || paleGreen

CMJ61_04875 unclassified-Planctomycetaceae (CMJ61) (Planctomycetes) || bmcType=MIC3 (sat) (omitted) || 99aa || [A0A2E9WND8] || paleGreen

CMJ86_07320 unclassified-Planctomycetes (CMJ86) (Planctomycetes) || bmcType=MIC3 (sat) || 98aa || [A0A2D5XPT3] || paleGreen

A2083_03170 unclassified-Gemmatimonadetes GWC2_71_9 (Gemmatimonadetes) || bmcType=FRAG8 (sat) || 95aa || [A0A1G0L335] || paleGreen

A3B70_07175 unclassified-Deltaproteobacteria RIFCSPHIGHO2_02_FULL_40_11 (Proteobacteria) || bmcType=HO (main) || 97aa || [A0A1F9F282] || paleGreen

A3F16_00150 unclassified-Deltaproteobacteria RIFCSPHIGHO2_12_FULL_43_9 (Proteobacteria) || bmcType=HO (main) || 95aa || [A0A1F9GW09] || paleGreen

CMH52_06620 unclassified-Myxococcales (CMH52) (Proteobacteria) || bmcType=HO (main) || 98aa || [A0A2F0APY3] || paleGreen

CSB49_01765 unclassified-Proteobacteria (CSB49) (Proteobacteria) || bmcType=HO (main) || 98aa || [A0A2G6CP36] || paleGreen

A2289_17450 unclassified-Deltaproteobacteria RIFOXYA12_FULL_58_15 (Proteobacteria) || bmcType=HO (main) || 98aa || [A0A1F9KAW0] || paleGreen

A2284_13750 unclassified-Deltaproteobacteria RIFOXYA12_FULL_61_11 (Proteobacteria) || bmcType=HO (main) || 97aa || [A0A1F9LYD8] 5V74' HO-P1' || viridian1

CL916_04160 unclassified-Deltaproteobacteria (CL916) (Proteobacteria) || bmcType=HO (main) || 99aa || [A0A2D4SML2] || viridian1

CL930_11965 unclassified-Deltaproteobacteria (CL930) (Proteobacteria) || bmcType=HO (main) || 98aa || [A0A2E2NUQ4] || viridian1

A2X78_03640 unclassified-Gammaproteobacteria GWE2_37_16 (Proteobacteria) || bmcType=SPU5 (main) || 95aa || [A0A1G0E5S7] || viridian1

CL889_00105 unclassified-Dehalococcoidia (CL889) (Chloroflexi) || bmcType=SPU5 (main) || 96aa || [A0A2E9F0B0] || viridian1

CL610_14480 unclassified-Anaerolineaceae (CL610) (Chloroflexi) || bmcType=SPUx (main) (omitted) || 98aa || [A0A2E0L1A8] || viridian1

U14_01671 Moduliflexus UASB14 (Candidatus Modulibacteria) || bmcType=SPU2 (main) || 99aa || [A0A0S6VSJ4] || viridian1

AMS17_14200 unclassified-Spirochaetes DG_61 (Spirochaetes) || bmcType=SPU2 (main) || 100aa || [A0A0S7ZEL1] || viridian1

S01H4_17731 unclassified-marine-sediment (S01H4) (unclassified_metagenomic) || bmcType=fragmented (sat) (omitted) || 123aa || [X1A1W1] || viridian1

B0D92_03575 Spirochaeta LUC14_002_19_P3 (Spirochaetes) || bmcType=SPU2 (main) || 101aa || [A0A1W9N900] || viridian1

A2Y31_00735 unclassified-Spirochaetes GWC2_52_13 (Spirochaetes) || bmcType=SPU2 (main) || 102aa || [A0A1G3MS93] || viridian1

C0596_03025 unclassified-Marinilabiliales (C0596) (Bacteroidetes) || bmcType=SPU2 (main) || 96aa || [A0A2N5YZL2] || viridian1

COX07_07160 unclassified-Bacteroidetes CG23_combo_of_CG06-09_8_20_14_all_32_9 (Bacteroidetes) || bmcType=SPU2 (sat) || 101aa || [A0A2H0B8U4] || viridian1

CMH56_16430 unclassified-Myxococcales (CMH56) (Proteobacteria) || bmcType=HO (main) || 106aa || [A0A2E6VWK6] || viridian1

A2583_13680 unclassified-Bdellovibrionales RIFOXYD1_FULL_53_11 (Proteobacteria) || bmcType=incomplete (main) (omitted) || 95aa || [A0A1F3Y0A9] || viridian1

BMS3Abin05_02090 unclassified-bacterium BMS3Abin05 (unclassified Bacteria) || bmcType=SPU3 (main) || 99aa || [A0A2H6EYB0] || viridian2

CVU38_05835 unclassified-Chloroflexi HGW-Chloroflexi-1 (Chloroflexi) || bmcType=incomplete (main) (omitted) || 102aa || [A0A2N2PXB0] || viridian2

CMP23_08635 unclassified-Rickettsiales (CMP23) (Proteobacteria) || bmcType=HO (main) || 100aa || [A0A2E6EP70] || viridian2

BWY17_02879 unclassified-Deltaproteobacteria ADurb.Bin207 (Proteobacteria) || bmcType=SPU3 (main) || 105aa || [A0A1V5XC74] || viridian2

CVU56_13735 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-14 (Proteobacteria) || bmcType=SPU3 (main) || 106aa || [A0A2N2JI72] || viridian2

AMJ93_01235 unclassified-Anaerolineae SM23_84 (Chloroflexi) || bmcType=SPU3 (main) || 100aa || [A0A0S8KT66] || viridian2

COW36_19470 Ca.Blackallbacteria CG17_big_fil_post_rev_8_21_14_2_50_48_46 (Candidatus Blackallbacteria) || bmcType=FRAG2 (main) || 99aa || [A0A2M7FZJ1] || viridian2

DDG58_14835 Ardenticatenia Nak82 (Chloroflexi) || bmcType=SPU3 (main) || 96aa || [A0A2U2S4D2] || viridian2

A2Y93_08905 unclassified-Chloroflexi RBG_13_68_17 (Chloroflexi) || bmcType=incomplete (sat) (omitted) || 99aa || [A0A1F8NIB7] || viridian2

CFX0092_A2148 Ca.Promineofilum Cfx-K (Chloroflexi) || bmcType=SPU3 (main) || 99aa || [A0A160T288] || viridian2

A2Z12_09720 unclassified-Actinobacteria RBG_16_68_21 (Actinobacteria) || bmcType=SPU3 (main) || 95aa || [A0A1F2XB98] || viridian2

AUK47_22045 unclassified-Deltaproteobacteria CG2_30_63_29 (Proteobacteria) || bmcType=HO (main) || 96aa || [A0A1J5D657] || viridian3

BWX66_00449 unclassified-Deltaproteobacteria ADurb.Bin058 (Proteobacteria) || bmcType=HO (main) || 96aa || [A0A1V6HWV6] || viridian3

AMJ46_09200 Ca.Latescibacteria DG_63 (Candidatus Latescibacteria) || bmcType=MIC7 (main) || 99aa || [A0A0S7XCH4] || viridian3

CMH54_14660 unclassified-Myxococcales (CMH54) (Proteobacteria) || bmcType=HO (main) || 101aa || [A0A2E8S563] || viridian3

BWY10_01125 unclassified-Chloroflexi ADurb.Bin180 (Chloroflexi) || bmcType=UA (main) (omitted) || 105aa || [A0A1V5YIC9] || viridian3

CMH50_10325 unclassified-Myxococcales (CMH50) (Proteobacteria) || bmcType=HO (main) || 100aa || [A0A2E4X121] || viridian3

BWX54_01118 unclassified-Verrucomicrobia ADurb.Bin018 (Verrucomicrobia) || bmcType=SPU3 (main) || 95aa || [A0A1V6J4Y1] || viridian3

A2Y78_07075 unclassified-Acidobacteria RBG_13_68_16 (Acidobacteria) || bmcType=SPU3 (main) || 95aa || [A0A1F2QHP5] || viridian3

CME06_08595 unclassified-Gemmatimonadetes (CME06) (Gemmatimonadetes) || bmcType=FRAG8 (sat) || 98aa || [A0A2D5ZMW7] || viridian3

A2057_13845 unclassified-Ignavibacteria GWA2_35_9 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 98aa || [A0A1G0P9C1] || viridian3

A3G43_13155 unclassified-Ignavibacteria RIFCSPLOWO2_12_FULL_56_21 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 90aa || [A0A1G0SGI4] || viridian3

CVV23_06905 unclassified-Ignavibacteriae HGW-Ignavibacteriae-2 (Ignavibacteriae) || bmcType=UA (sat) (omitted) || 99aa || [A0A2N1VX39] || viridian3

CL946_04450 unclassified-Ectothiorhodospiraceae (CL946) (Proteobacteria) || bmcType=FRAG1 (sat) || 95aa || [A0A2E0UI18] || viridian3

BSZ36_14635 Rubricoccus SG-29 (Rhodothermaeota) || bmcType=FRAG1 (sat) || 99aa || [A0A259U287] || viridian3

CMJ90_15345 unclassified-Planctomycetes (CMJ90) (Planctomycetes) || bmcType=FRAG8 (sat) || 105aa || [A0A2D5BTX1] || viridian3

COY19_09560 Ca.Marinimicrobia CG_4_10_14_0_2_um_filter_48_9 (Candidatus Marinimicrobia) || bmcType=FRAG4 (sat) || 90aa || [A0A2M7U1H8] || viridian3

COV99_05610 unclassified-Bacteroidetes CG12_big_fil_rev_8_21_14_0_65_60_17 (Bacteroidetes) || bmcType=FRAG1 (sat) || 88aa || [A0A2H0JUB1] || viridian3

A7L45_05675 Clostridium DSM 8809 (Firmicutes) || bmcType=PDU1D (main) || 89aa || [A0A1J0GE66] || moss0

SAMN05660865_00229 Caloramator DSM 5463 (Firmicutes) || bmcType=BUF1 (main) || 89aa || [A0A1H5RXX8] || moss1

SAMN05192551_105171 Tindallia Z-7934 (Firmicutes) || bmcType=BUF1 (main) || 89aa || [A0A1I3ETY1] || moss1

SAMN05660297_02684 Natronincola DSM 18979 (Firmicutes) || bmcType=BUF1 (main) || 88aa || [A0A1I0F6W2] || moss1

COA82_02495 Alkaliphilus (COA82) (Firmicutes) || bmcType=BUF1 (main) || 88aa || [A0A2G2MLJ2] || moss1

SAMN05660923_00391 Tepidimicrobium DSM 23310 (Firmicutes) || bmcType=BUF1 (main) || 89aa || [A0A1H2RJ46] || moss1

B2H97_04775 Paraclostridium SU1074NT (Firmicutes) || bmcType=BUF1 (main) || 90aa || [A0A1X2JLX0] || moss1

EUAN_23180 Andreesenia DSM 1989 (Firmicutes) || bmcType=BUF1 (main) || 95aa || [A0A1S1V5E5] || moss1

CLCY_4c00750 Clostridium DSM 605 (CLCY_4c) (Firmicutes) || bmcType=BUF1 (main) || 94aa || [A0A0J8D8A9] || moss1

SAMN03080599_02898 Acidaminobacter DSM 2784 (Firmicutes) || bmcType=BUF1 (main) || 96aa || [A0A1G5S5E7] || moss1

B7C24_13525 unclassified-Bacteroidetes 4572_77 (Bacteroidetes) || bmcType=BUF1 (main) || 102aa || [A0A256WJP2] || moss1

ciss_24430 Carboxydothermus SET (Firmicutes) || bmcType=BUF1 (main) || 90aa || [A0A1L8D5R3] || moss2

C7B46_15280 Sulfobacillus benefaciens (Firmicutes) || bmcType=BUF1B (main) || 92aa || [A0A2T2XCI6] || moss2

DL897_13570 Thermoflavimicrobium FBKL4.011 (Firmicutes) || bmcType=BUF1B (main) || 90aa || [A0A364K2P0] || moss2

SAMN05444487_101297 Marininema DSM 45610 (Firmicutes) || bmcType=BUF1B (main) || 92aa || [A0A1H2QTT7] || moss2

B9T62_27005 Paenibacillus KCTC 13049 (Firmicutes) || bmcType=BUF1B (main) || 93aa || [A0A2Z2KL75] || moss2

SAMN04488577_3447 Bacillus CL95 (Firmicutes) || bmcType=BUF1B (main) || 96aa || [A0A1I6C7G3] || moss2

SAMN04488123_105131 Natribacillus DSM 21771 (Firmicutes) || bmcType=BUF1B (main) || 93aa || [A0A1G8N0G1] || moss2

AMS60_07915 Bacillus FJAT-21945 (Firmicutes) || bmcType=BUF1B (main) || 92aa || [A0A0M0X904] || moss2

AS030_03915 Fictibacillus NIO-1003 (Firmicutes) || bmcType=BUF1B (main) || 92aa || [A0A0V8JCM8] || moss2

AF333_19640 Aneurinibacillus nagano (AF333) (Firmicutes) || bmcType=BUF1B (main) || 91aa || [A0A0D1XM43] || moss2

VR66_23335 unclassified-Peptococcaceae BRH_c23 (Firmicutes) || bmcType=PDU1D (main) (omitted) || 100aa || [A0A0F2SBG2] || khaki

SAMN04488502_10280 Dendrosporobacter DSM 1736 (Firmicutes) || bmcType=PDU1D (main) || 94aa || [A0A1G9QAG7] || khaki

SPACI_38050 Sporomusa DSM 3132 (Firmicutes) || bmcType=PDU1D (main) || 96aa || [A0A259UGV2] || khaki

QY95_03865 Quasibacillus SGZ-8 (QY95) (Firmicutes) || bmcType=PDU1D (main) || 96aa || [A0A0F5HMC5] || khaki

B4168_0312 Anoxybacillus DSM 2641T (Firmicutes) || bmcType=PDU1D (main) || 89aa || [A0A150M1F9] || khaki

CHH80_06390 Bacillus 2046851 (Firmicutes) || bmcType=PDU1D (main) || 88aa || [A0A268IHD7] || khaki

SAMN02194393_05398 Maledivibacter M1 (Firmicutes) || bmcType=PDU1D (main) || 89aa || [A0A1T5MVJ3] || khaki

ACP50_09525 Clostridium ATCC 25763 (ACP50) (Firmicutes) || bmcType=MUF1 (main) || 90aa || [A0A0M0A7N2] || khaki

CVU84_09400 unclassified-Firmicutes HGW-Firmicutes-1 (Firmicutes) || bmcType=PDU1D (main) || 87aa || [A0A2N2EFP9] || khaki

HMPREF0402_00610 Fusobacterium 12_1B (Fusobacteria) || bmcType=PDU1F (main) || 88aa || [H1PQB7] || khaki

BN748_01907 Fusobacterium MGS:649 (Fusobacteria) || bmcType=PDU1F (sat) (omitted) || 89aa || [R5WXF2] || khaki

Gferi_18335 Geosporobacter IRF9 (Firmicutes) || bmcType=PDU1D (main) || 89aa || [A0A1D8GKA7] || stone0

B5E53_06550 Eubacterium An11 (Firmicutes) || bmcType=PDU1D (main) || 93aa || [A0A1Y4VDC8] || stone

BV392_12740 Rhodovulum AB26 (BV392) (Proteobacteria) || bmcType=GRM3C (main) || 88aa || [A0A0D6AYM7] || stone

RPC_1172 Rhodopseudomonas BisB18 (Proteobacteria) || bmcType=GRM3C (main) || 88aa || [Q21A51] || stone

CRN84_18065 Budvicia FDAARGOS_387 (Proteobacteria) || bmcType=GRM3B (main) || 88aa || [A0A2C6DQM6] 4I7A' RruA0912' || stone

C0081_12315 Cohaesibacter H1304 (Proteobacteria) || bmcType=GRM3C (main) || 91aa || [A0A2N5XQW8] || stone

SAMN05877831_107116 Rhodobacter JA276 (Proteobacteria) || bmcType=GRM3C (main) || 93aa || [A0A285SMT7] || stone

BA894_08850 Vibrio CCUG 16373 (Proteobacteria) || bmcType=GRM3B (main) || 87aa || [A0A1B1ED34] || stone

AYO04_14035 Raoultella INSali127 (AYO04) (Proteobacteria) || bmcType=GRM3B (main) || 90aa || [A0A1A0EFV0] || stone

HMPREF0682_0234 Propionibacterium F0233 (Actinobacteria) || bmcType=PDU1D (main) || 90aa || [U2RFR8] || stone

CSA64_00150 Pseudopropionibacterium (CSA64) (Actinobacteria) || bmcType=PDU1D (main) || 90aa || [A0A2G6JGY0] || stone

HMPREF1531_00718 Propionibacterium F0372 (Actinobacteria) || bmcType=PDU1D (main) || 89aa || [S3YC96] || stone

SAMEA3545325_02738 Clostridium (SAMEA3545325) (Firmicutes) || bmcType=PDU1D (main) || 89aa || [A0A1C5WQW5] || stone

FRIFI_1257 Romboutsia FRIFI (Firmicutes) || bmcType=PDU1D (main) || 88aa || [A0A2P2BR07] || stone

A4U99_10750 Flavonifractor 2789STDY5834932 (A4U99) (Firmicutes) || bmcType=PDU1D (main) || 88aa || [A0A174IB89] || stone

OBV_17640 Oscillibacter DSM 18026 (Firmicutes) || bmcType=GRM3A (main) || 87aa || [G4L0D4] || stone

BWY60_00004 unclassified-Actinobacteria ADurb.Bin346 (Actinobacteria) || bmcType=MIC4 (main) || 103aa || [A0A1V5Q1U4] || stone

SAMN02745975_01642 Geosporobacter DSM 17957 (Firmicutes) || bmcType=PDU1D (main) || 89aa || [A0A1M6HU86] || murkyGreen

NCTC10786_03002 Citrobacter L168 (NCTC10786) (Proteobacteria) || bmcType=PDU1 (main) (omitted) || 85aa || [A0A2X2VVE4] || murkyGreen

HMPREF1504_1743 Veillonella ICM51a (Firmicutes) || bmcType=GRM3A (main) || 87aa || [X8HBV6] || murkyGreen

HMPREF1143_2166 Peptoanaerobacter CM5 (HMPREF1143) (Firmicutes) || bmcType=GRM3A (main) || 87aa || [J5WPP6] || murkyGreen

CINTURNW_0716 Clostridium URNW (Firmicutes) || bmcType=GRM3A (main) || 87aa || [U2NSD1] || murkyGreen

SAMN02910262_00050 Lachnoclostridium F (SAMN02910262) (Firmicutes) || bmcType=GRM3A (main) || 90aa || [A0A1I6I911] || murkyGreen

DW677_10180 Clostridium AM25-23AC (Firmicutes) || bmcType=GRM3A (main) || 87aa || [A0A373BNP1] || murkyGreen

A7N85_12385 Listeria FSIS11810476 (A7N85) (Firmicutes) || bmcType=PDU1E (main) (omitted) || 87aa || [A0A2A6A1A1] || murkyGreen

FD35_GL002168 Lactobacillus DSM 15814 (Firmicutes) || bmcType=PDU1C (main) || 90aa || [A0A0R1RGI6] || murkyGreen

JG29_14730 Lactobacillus Hon2 (Firmicutes) || bmcType=EUT2A (main) || 90aa || [A0A0F4KP02] || murkyGreen

CUC10_08120 Lactobacillus 482_46 (CUC10) (Firmicutes) || bmcType=EUT2A (main) || 91aa || [A0A2G9IJ81] || murkyGreen

JG30_04660 Lactobacillus Bin4 (Firmicutes) || bmcType=PDU1C (main) || 93aa || [A0A0F4LXG8] || murkyGreen

FC16_GL001231 Lactobacillus DSM 20004 (FC16_GL) (Firmicutes) || bmcType=PDU1C (main) || 90aa || [A0A0R1KMB2] || murkyGreen

ABM34_00600 Lactobacillus EMML 3041 (Firmicutes) || bmcType=PDU1C (main) || 91aa || [A0A0H4QGQ6] || murkyGreen

CG419_00725 Lactobacillus MRS6 (CG419) (Firmicutes) || bmcType=PDU1C (main) || 91aa || [A0A1X7QLV5] || murkyGreen

A5875_000335 Enterococcus 3H8_DIV0648 (Firmicutes) || bmcType=PDU1E (main) || 87aa || [A0A242D9A1] || murkyGreen

BN814_02390 Veillonella MGS:933 (Firmicutes) || bmcType=PDU1E (main) || 90aa || [R5BS60] || murkyGreen

A2W25_08510 Ca.Zixibacteria RBG_16_53_22 (candidate division Zixibacteria) || bmcType=fragmented (sat) (omitted) || 87aa || [A0A1F4YQX5] || murkyGreen

HMPREF1521_0851 Veillonella AS16 (Firmicutes) || bmcType=PDU1E (main) || 88aa || [W3Y1N3] || murkyGreen

HLUCCA11_16425 Phormidesmis Ana (Cyanobacteria) || bmcType=CsomeBCy (main) || 100aa || [A0A0P7ZUP0] ccmL || electricGreen1

Oscil6304_2004 Oscillatoria PCC 6304 (Cyanobacteria) || bmcType=CsomeBCy (main) || 102aa || [K9TGY5] ccmL || electricGreen1

AN489_08685 Anabaena 39858 (Cyanobacteria) || bmcType=CsomeBCy (main) || 101aa || [A0A1W5CL57] 4N8X ccmL || electricGreen1

A4S05_17570 Nostoc KVJ20 (Cyanobacteria) || bmcType=CsomeBCy (main) || 100aa || [A0A1E2WFC5] ccmL || electricGreen1

B0A82_24160 Alkalinema CACIAM 70d (Cyanobacteria) || bmcType=CsomeBCy (main) || 99aa || [A0A251W8R3] ccmL || electricGreen1

Syn6312_1759 Synechococcus PCC 6312 (Cyanobacteria) || bmcType=CsomeBCy (main) || 100aa || [K9RTX8] ccmL || electricGreen1

QP59_28115 Aphanocapsa BDHKU210001 (Cyanobacteria) || bmcType=CsomeBCy (main) || 100aa || [A0A0C1SUF5] ccmL || electricGreen1

PROH_02095 Prochlorothrix PCC 9006 (Cyanobacteria) || bmcType=CsomeBCy (main) || 99aa || [A0A0M2Q2J4] ccmL || electricGreen1

CYB_1795 Synechococcus JA-2-3Ba(2-13) (Cyanobacteria) || bmcType=CsomeBCy (main) || 99aa || [Q2JKM9] ccmL || electricGreen1

AM1_5382 Acaryochloris MBIC 11017 (Cyanobacteria) || bmcType=CsomeBCy (main) || 95aa || [B0CBT8] ccmL || electricGreen1

GlitD10_1676 Gloeomargarita D10 (Cyanobacteria) || bmcType=CsomeBCy (main) || 101aa || [A0A1J0ADK4] ccmL || electricGreen1

AMR42_09830 Limnothrix PR1529 (Cyanobacteria) || bmcType=CsomeBCy (main) || 111aa || [A0A2G5J390] ccmL || electricGreen1

DCZ88_11815 Pseudanabaena (DCZ88) (Cyanobacteria) || bmcType=CsomeBCy (main) || 102aa || [A0A352JFR5] ccmL || electricGreen1

A19Y_1118 Planktothrix NIVA-CYA 126/8 (Cyanobacteria) || bmcType=CsomeBCy (main) || 100aa || [A0A073CD30] ccmL || electricGreen1

B9S53_22360 Arthrospira O9.13F (Cyanobacteria) || bmcType=CsomeBCy (main) || 102aa || [A0A328UZB0] ccmL || electricGreen1

KR51_00019910 Rubidibacter KORDI 51-2 (Cyanobacteria) || bmcType=CsomeBCy (main) || 99aa || [U5DKI2] ccmL || electricGreen1

BEN50_02165 Halothece PCC 7418 (BEN50) (Cyanobacteria) || bmcType=CsomeBCy (main) || 96aa || [A0A2K2ZWX1] ccmL || electricGreen1

AY600_10875 Phormidium BDU 130791 (Cyanobacteria) || bmcType=CsomeBCy (main) || 99aa || [A0A166SVX2] ccmL || electricGreen1

C1752_02050 Acaryochloris RCC1774 (Cyanobacteria) || bmcType=CsomeBCy (main) || 97aa || [A0A2W1JYR8] ccmL || electricGreen1

C7B67_07065 unclassified-Cyanobacteria Phorm 6 (Cyanobacteria) || bmcType=CsomeBCy (main) || 101aa || [A0A2T1G5C2] ccmL || electricGreen1

C7B77_17595 Chamaesiphon CCALA 037 (Cyanobacteria) || bmcType=CsomeBCy (main) || 99aa || [A0A2T1GBC8] ccmL || electricGreen1

DD000_14225 unclassified-Cyanobacteria UBA11166 (Cyanobacteria) || bmcType=CsomeBCy (main) || 100aa || [A0A354ZT22] ccmL || electricGreen1

C7B62_05960 Pleurocapsa CCALA 161 (Cyanobacteria) || bmcType=CsomeBCy (main) || 102aa || [A0A2T1CSZ0] ccmL || electricGreen1

B1L04_25570 Microcystis KW (Cyanobacteria) || bmcType=CsomeBCy (main) || 103aa || [A0A1V4BNT8] ccmL || electricGreen1

CSQ80_11760 Cyanobacterium B-1201 (Cyanobacteria) || bmcType=CsomeBCy (main) || 102aa || [A0A2G3P8W0] ccmL || electricGreen1

SAMN00808754_0356 Thermanaeromonas ToBE (Firmicutes) || bmcType=MUF3 (main) || 82aa || [A0A1W1VDC0] || blueBlue

MOHU_18410 Moorella DSM 23265 (Firmicutes) || bmcType=MUF3 (main) || 92aa || [A0A2T0ANE5] || blueBlue

KL86APRO_10077 unclassified-Alphaproteobacteria (KL86APRO) (Proteobacteria) || bmcType=PDU1D (main) || 90aa || [A0A212IV39] || blueBlue

SAMN02745216_04832 Desulfatibacillum DSM 16219 (Proteobacteria) || bmcType=PDU1D (main) || 89aa || [A0A1M6YTA0] || blueBlue

SAMN05660297_01825 Natronincola DSM 18979 (Firmicutes) || bmcType=UA (main) (omitted) || 91aa || [A0A1I0CZ12] || darkishBlue

BFT35_06885 Thermoanaerobacterium GSU5 (BFT35) (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 92aa || [A0A2G1CLM1] || darkishBlue

C7383_1084 Murimonas DSM 26524 (Firmicutes) || bmcType=GRM5like (main) || 92aa || [A0A316C8X3] || darkishBlue

BN803_02507 unclassified-Firmicutes CAG:882 (Firmicutes) || bmcType=GRM5 (main) || 90aa || [R7BL39] || darkishBlue

DD391_01545 unclassified-Clostridiales R-7 (DD391) (Firmicutes) || bmcType=GRM5 (main) || 89aa || [A0A355JBU0] || darkishBlue

SAMN02745207_01093 Clostridium DSM 8605 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 92aa || [A0A1M5SXG5] || darkishBlue

SAMN02745912_02014 Paramaledivibacter DSM 15212 (Firmicutes) || bmcType=PVMlike (main) || 78aa || [A0A1M6P4L2] || darkishBlue

CVU95_09895 unclassified-Firmicutes HGW-Firmicutes-2 (Firmicutes) || bmcType=PVMlike (main) || 79aa || [A0A2N2C954] || darkishBlue

CS063_01190 unclassified-Lachnospiraceae (CS063) (Firmicutes) || bmcType=GRM5like (main) || 88aa || [A0A2G3Q278] || darkishBlue

DBX61_09765 unclassified-Clostridiales R-7 (DBX61) (Firmicutes) || bmcType=GRM5 (main) || 91aa || [A0A2V2FUN1] || darkishBlue

DCW47_09920 unclassified-Lachnospiraceae (DCW47) (Firmicutes) || bmcType=GRM5like (main) || 87aa || [A0A349ZVC4] || darkishBlue

GCWU000342_00642 Shuttleworthia DSM 14600 (Firmicutes) || bmcType=GRM5 (main) || 87aa || [C4G9I9] || darkishBlue

CSX02_00585 Agathobacter JK623 (Firmicutes) || bmcType=GRM5 (main) || 89aa || [A0A2G3E6S1] || darkishBlue

DCZ40_10400 unclassified-Lachnospiraceae (DCZ40) (Firmicutes) || bmcType=GRM5 (main) || 90aa || [A0A351VC17] || darkishBlue

DCX82_10260 unclassified-Lachnospiraceae (DCX82) (Firmicutes) || bmcType=GRM5 (main) || 89aa || [A0A350VBY3] || darkishBlue

NCTC13765_01759 Streptococcus NCTC13765 (Firmicutes) || bmcType=GRM3A (main) || 91aa || [A0A380L0A1] || darkishBlue

SAMEA4530647_00799 Clostridium NLAE-zl-C224 (Firmicutes) || bmcType=PDU1D (main) || 90aa || [A0A239ZPG5] || clearBlue

VR72_15845 unclassified-Clostridiaceae BRH_c20a (Firmicutes) || bmcType=PDU1D (main) || 91aa || [A0A0F2Q3I3] || clearBlue

ERS852471_03181 Clostridium 2789STDY5834855 (Firmicutes) || bmcType=GRM5like (main) || 80aa || [A0A174LDU4] || clearBlue

BS101_05500 Clostridium JZZ (Firmicutes) || bmcType=ETU (main) || 93aa || [A0A1L5F5J6] || clearBlue

WY13_03242 Clostridium ERI-2 (Firmicutes) || bmcType=fragmented (sat) (omitted) || 91aa || [A0A162KSQ7] || clearBlue

DP68_09900 Clostridium HMP27 (Firmicutes) || bmcType=PDU1D (main) || 92aa || [A0A099S665] || clearBlue

CLCOL_07290 Clostridium DSM 13634 (Firmicutes) || bmcType=GRM6 (main) || 93aa || [A0A151APE3] || clearBlue

NT01CX_0487 Clostridium NT (Firmicutes) || bmcType=GRM6 (main) || 92aa || [A0Q2V6] || clearBlue

CI949_3705 Halanaerobium (CI949) (Firmicutes) || bmcType=PDU1D (main) (omitted) || 91aa || [A0A315QPP0] || clearBlue

HSACCH_00263 Halanaerobium DSM 6643 (Firmicutes) || bmcType=PDU1D (main) || 91aa || [M5DY78] || clearBlue

HMPREF1633_15235 Tissierellia S5-A11 (Firmicutes) || bmcType=PDU1D (main) || 88aa || [A0A095XCE0] || clearBlue

CVV01_03095 unclassified-Firmicutes HGW-Firmicutes-6 (Firmicutes) || bmcType=fragmented (sat) (omitted) || 92aa || [A0A2N2AS10] || clearBlue

SAMEA3545303_01528 Clostridium (SAMEA3545303) (Firmicutes) || bmcType=GRM3A (main) || 96aa || [A0A1C5PZ61] || clearBlue

BJL90_15480 Clostridium ATCC 27076 (BJL90) (Firmicutes) || bmcType=GRM6 (main) || 88aa || [A0A1D9FPF0] || clearBlue

B9T62_20515 Paenibacillus KCTC 13049 (Firmicutes) || bmcType=GRM6 (main) || 95aa || [A0A2Z2KID7] || clearBlue

A6A30_04900 Klebsiella FDAARGOS_66 (A6A30) (Proteobacteria) || bmcType=GRM2 (main) || 85aa || [A0A341EC64] 6QN1' cmcD || clearBlue

SAMN02745133_02872 Desulfotomaculum DSM 12395 (Firmicutes) || bmcType=GRM6 (main) || 88aa || [A0A1M5CBM6] || clearBlue

SAMN02745170_02586 Propionispora DSM 15287 (Firmicutes) || bmcType=GRM6 (main) || 87aa || [A0A1M6JFR5] || clearBlue

Toce_0558 Thermosediminibacter DSM 16646 (Firmicutes) || bmcType=PDU1D (main) || 94aa || [D9S1Q4] || richBlue

Thert_01981 Thermoanaerobacterium GSU5 (Thert) (Firmicutes) || bmcType=PDU1D (main) || 108aa || [A0A223HZR7] || richBlue

BEN18_02275 Epulopiscium Nuni2H_MBin001 (Firmicutes) || bmcType=PVMlike (sat) (omitted) || 78aa || [A0A1V2YJV5] || richBlue

SAMN05216390_11570 unclassified-Lachnospiraceae KH1T2 (Firmicutes) || bmcType=UA (main) (omitted) || 83aa || [A0A1I4G3G0] || richBlue

FC89_GL001185 Lactobacillus DSM 18630 (Firmicutes) || bmcType=GRM3A (main) || 94aa || [A0A0R1VKI2] || richBlue

SAMN05421736_101640 Bacillus SP (Firmicutes) || bmcType=UA (main) (omitted) || 87aa || [A0A1H3HYU6] || richBlue

AFK71_09985 Virgibacillus DSM 26 (Firmicutes) || bmcType=GRM6 (main) || 87aa || [A0A0L0QK00] || richBlue

S03H2_16136 unclassified-marine-sediment (S03H2) (unclassified_metagenomic) || bmcType=UA (sat) (omitted) || 78aa || [X1G138] || richBlue

A2Y13_11330 unclassified-Planctomycetes GWC2_45_44 (Planctomycetes) || bmcType=UA (main) (omitted) || 100aa || [A0A1G2X9J4] || richBlue

APF77_15235 unclassified-Clostridia BRH_c25 (Firmicutes) || bmcType=BUF3 (main) || 88aa || [A0A117SG53] || richBlue

HMPREF0980_00677 Dorea D27 (Firmicutes) || bmcType=BUF3 (main) || 90aa || [A0A0K9NEY8] || richBlue

Mahau_0826 Mahella DSM 15567 (Firmicutes) || bmcType=MUF3 (main) || 87aa || [F4A1J0] || richBlue

SAMN02746089_02769 Caldanaerobius DSM 17918 (Firmicutes) || bmcType=UA (main) (omitted) || 91aa || [A0A1M5FJU6] || richBlue

DFR80_10584 Halanaerobium ST460_2HS_T2 (Firmicutes) || bmcType=GRM5like (main) || 87aa || [A0A368WZG0] || richBlue

CO090_02520 unclassified-Acidobacteria CG_4_9_14_3_um_filter_49_7 (Acidobacteria) || bmcType=ACI (main) || 96aa || [A0A2M8D6B1] || richBlue

BAA02_05195 unclassified-Paenibacillaceae ZCTH02-B3 (Firmicutes) || bmcType=PVMlike (main) || 88aa || [A0A1Y3QNJ6] pvmP || ocean

BXY41_115108 Bacteroides xylanolyticus (Bacteroidetes) || bmcType=PVMlike (main) || 86aa || [A0A2S6HLR2] pvmP || ocean

SAMN05661086_02271 Lachnoclostridium 743A (Firmicutes) || bmcType=PVMlike (main) || 86aa || [A0A1I6K824] pvmP || ocean

CGS50_013905 Faecalibacterium 2789STDY5834970 (Firmicutes) || bmcType=PVMlike (main) || 86aa || [A0A2A6ZCT1] pvmP || ocean

AMS60_10335 Bacillus FJAT-21945 (Firmicutes) || bmcType=PVMlike (main) || 94aa || [A0A0M0X9Z5] pvmP || ocean

CathTA2_2113 Caldalkalibacillus TA2.A1 (Firmicutes) || bmcType=PVMlike (main) || 99aa || [F5L8G1] pvmP || ocean

DFR57_105113 Saliterribacillus DSM 27696 (Firmicutes) || bmcType=PVMlike (main) || 83aa || [A0A368XWS6] pvmP || ocean

CLHOM_28720 Clostridium DSM 5847 (Firmicutes) || bmcType=PVMlike (main) || 84aa || [A0A0L6Z6X3] pvmP || ocean

NCTC11027_00671 Paenibacillus BO5 (NCTC11027) (Firmicutes) || bmcType=PVMlike (main) || 92aa || [A0A378XA65] pvmP || ocean

KP77_28060 Jeotgalibacillus YKJ-13 (Firmicutes) || bmcType=PVMlike (main) || 99aa || [A0A0C2RY20] pvmP || ocean

SAMN04488053_10850 Bacillus CGMCC 1.10369 (Firmicutes) || bmcType=PVMlike (main) || 88aa || [A0A1H0HCE9] pvmP || ocean

Bsel_3110 Bacillus ATCC 700615 (Firmicutes) || bmcType=PVMlike (main) || 87aa || [D6Y0M4] pvmP || ocean

Tph_c07020 Thermacetogenium DSM 12270 (Firmicutes) || bmcType=EUT2B (main) || 100aa || [K4LS65] || waterBlue1

CLOST_0680 Acetoanaerobium ATCC 12662 (Firmicutes) || bmcType=PVMlike (main) || 85aa || [E3PWJ1] pvmP || waterBlue1

B1H13_00915 unclassified-Desulfobacteraceae 4484_190.3 (Proteobacteria) || bmcType=MIC6 (main) || 92aa || [A0A1V4SDV1] || waterBlue1

BIV60_06790 Bacillus MUM 116 (Firmicutes) || bmcType=EUT2E (main) || 93aa || [A0A1S2RBN4] || waterBlue1

A8F95_20300 Bacillus FJAT-27215 (Firmicutes) || bmcType=EUT2E (main) || 89aa || [A0A1B9B6M8] || waterBlue1

A0V43_07735 Geobacillus JS12 (Firmicutes) || bmcType=EUT2E (main) || 89aa || [A0A142D1A3] || waterBlue1

BVG16_05945 Paenibacillus ES3-24 (Firmicutes) || bmcType=EUT2E (main) || 103aa || [A0A1T2XKC9] || waterBlue1

D478_02747 Brevibacillus BAB-2500 (Firmicutes) || bmcType=EUT2E (main) || 95aa || [L5MZC9] || waterBlue1

BC351_30280 Paenibacillus CY1 (Firmicutes) || bmcType=EUT2E (main) || 102aa || [A0A1V4HIK1] || waterBlue1

SAMN05518855_1008228 Paenibacillus CF384 (Firmicutes) || bmcType=EUT2E (main) || 97aa || [A0A1H2YVM0] || waterBlue1

BWX66_01071 unclassified-Deltaproteobacteria ADurb.Bin058 (Proteobacteria) || bmcType=HO (sat) || 143aa || [A0A1V6HP60] || waterBlue2

BWX66_01576 unclassified-Deltaproteobacteria ADurb.Bin058 (Proteobacteria) || bmcType=HO (sat) || 102aa || [A0A1V6HBK9] || waterBlue2

CMJ86_01700 unclassified-Planctomycetes (CMJ86) (Planctomycetes) || bmcType=MIC3 (main) || 127aa || [A0A2D5XLM9] || waterBlue2

CMO84_11990 Ca.Woesearchaeota (CMO84) (Candidatus Woesearchaeota) || bmcType=MIC3 (main) || 113aa || [A0A2D6QGC5] || waterBlue2

CMJ87_01495 unclassified-Planctomycetes (CMJ87) (Planctomycetes) || bmcType=MIC3 (main) || 110aa || [A0A2D5W5L9] || waterBlue2

DMF67_07605 unclassified-Acidobacteria (DMF67) (Acidobacteria) || bmcType=ACI (main) || 111aa || [A0A2V8R940] || waterBlue2

CME06_16125 unclassified-Gemmatimonadetes (CME06) (Gemmatimonadetes) || bmcType=FRAG8 (main) || 111aa || [A0A2D5ZS33] || waterBlue2

Cabys_2141 Caldithrix LF13 (Calditrichaeota) || bmcType=fragmented (sat) (omitted) || 97aa || [H1XV20] || waterBlue2

AUJ47_07965 Ca.Marinimicrobia CG1_02_48_14 (Candidatus Marinimicrobia) || bmcType=FRAG4 (sat) || 107aa || [A0A1J4XMT7] || waterBlue2

CMJ86_01695 unclassified-Planctomycetes (CMJ86) (Planctomycetes) || bmcType=MIC3 (main) || 102aa || [A0A2D5XLP1] || waterBlue2

CMJ98_06040 unclassified-Planctomycetes (CMJ98) (Planctomycetes) || bmcType=MIC3 (main) || 105aa || [A0A2E6D743] || waterBlue2

CMJ84_00860 unclassified-Planctomycetes (CMJ84) (Planctomycetes) || bmcType=MIC3 (main) || 109aa || [A0A2D6HAJ4] || waterBlue2

CMJ89_02240 unclassified-Planctomycetes (CMJ89) (Planctomycetes) || bmcType=MIC3 (main) || 99aa || [A0A2D5ASJ1] || waterBlue2

AC623_07195 Bacillus FJAT-27231 (Firmicutes) || bmcType=EUT2C (main) || 85aa || [A0A0K9H4B2] || pastelBlue

M670_01595 Bacillus MEV2011 (Firmicutes) || bmcType=EUT2x (main) || 87aa || [A0A072NNH4] || pastelBlue

PMI08_04599 Brevibacillus CF112 (Firmicutes) || bmcType=EUT2x (main) || 91aa || [J2QK61] || pastelBlue

CKW00_12790 Salimicrobium WN024 (Firmicutes) || bmcType=EUT2C (main) || 90aa || [A0A2A3A4U3] || pastelBlue

HM131_05490 Halobacillus KTB 131 (Firmicutes) || bmcType=EUT2C (main) || 94aa || [A0A1W5ZST8] || pastelBlue

A6D91_11765 unclassified-Bacillaceae G1 (Firmicutes) || bmcType=UA (main) (omitted) || 100aa || [A0A1L8I3V5] || pastelBlue

DCC39_02480 Pueribacillus T8 (Firmicutes) || bmcType=EUT2x (main) || 92aa || [A0A2U1K669] || pastelBlue

HMPREF1013_03590 Bacillus 2_A_57_CT2 (Firmicutes) || bmcType=EUT2C (main) || 90aa || [E5WMA5] || pastelBlue

BHE18_03855 Bacillus SAMM (Firmicutes) || bmcType=EUT2C (main) || 94aa || [A0A1J6X0Y5] || pastelBlue

CU633_06005 Bacillus V3-13 (Firmicutes) || bmcType=EUT2x (main) || 94aa || [A0A2N5GCD4] || pastelBlue

ASE51_05895 Bacillus Root147 (Firmicutes) || bmcType=EUT2C (main) || 94aa || [A0A0Q9GEV2] || pastelBlue

CSV68_05525 Sporosarcina P29 (Firmicutes) || bmcType=EUT2x (main) || 90aa || [A0A2G5ZGS9] || pastelBlue

OXB_1767 Bacillus OxB-1 (Firmicutes) || bmcType=EUT2x (main) || 93aa || [A0A0A8JHI0] || pastelBlue

CVV65_12970 Kyrpidia EA-1 (Firmicutes) || bmcType=EUT2C (main) || 88aa || [A0A2K8N8R9] || pastelBlue

DFR56_102189 Pseudogracilibacillus DSM 28556 (Firmicutes) || bmcType=EUT2x (main) || 91aa || [A0A2V3W5M4] || pastelBlue

C8P63_102134 Melghirimyces DSM 45787 (Firmicutes) || bmcType=EUT2C (main) || 93aa || [A0A2T6C8K6] || pastelBlue

AF333_13835 Aneurinibacillus nagano (AF333) (Firmicutes) || bmcType=EUT2C (main) || 90aa || [A0A0D1XNJ4] || pastelBlue

A3781_15775 Bacillus MTCC 1458 (A3781) (Firmicutes) || bmcType=EUT2C (main) || 90aa || [A0A0C2YAP3] || pastelBlue

AK833_19745 Lysinibacillus F5 (Firmicutes) || bmcType=EUT2H (main) || 94aa || [A0A0W7Y2A0] || pastelBlue

BFZC1_11487 Lysinibacillus ZC1 (Firmicutes) || bmcType=EUT2x (main) || 89aa || [D7WSG2] || pastelBlue

F3D3_0480 Fusibacter 3D3 (Firmicutes) || bmcType=EUT2B (main) || 94aa || [A0A1B6B848] || cloudyBlue

CVU98_05445 unclassified-Firmicutes HGW-Firmicutes-3 (Firmicutes) || bmcType=EUT2B (main) || 87aa || [A0A2N2BHX4] || cloudyBlue

SAMN02745883_01923 Caminicella DSM 14501 (Firmicutes) || bmcType=EUT2B (main) || 92aa || [A0A1M6S0Y4] || cloudyBlue

SAMN02194393_03632 Maledivibacter M1 (Firmicutes) || bmcType=EUT2B (main) || 93aa || [A0A1T5M0K7] || cloudyBlue

CUESP1_1990 Clostridium Esp (Firmicutes) || bmcType=EUT2B (main) || 95aa || [M1ZIY7] || cloudyBlue

B6I31_05160 unclassified-Desulfobacteraceae 4572_19 (Proteobacteria) || bmcType=fragmented (sat) (omitted) || 91aa || [A0A1W9TQW3] || cloudyBlue

SAMN05192551_10250 Tindallia Z-7934 (Firmicutes) || bmcType=EUT2B (main) || 93aa || [A0A1I3BV58] || cloudyBlue

SAMN04488695_10134 Proteiniclasticum ML2 (SAMN04488695) (Firmicutes) || bmcType=EUT2B (main) || 93aa || [A0A1I4XJX3] || cloudyBlue

HMP0721_1625 Pseudoramibacter ATCC 23263 (Firmicutes) || bmcType=EUT2B (main) || 104aa || [E6MI92] || cloudyBlue

SAMN04488579_12024 Eubacterium VPI 5359 (Firmicutes) || bmcType=EUT2B (main) || 93aa || [A0A1H3HZQ2] || cloudyBlue

HMPREF1141_2891 Clostridium MSTE9 (Firmicutes) || bmcType=GRM3A (main) || 93aa || [J1H3L5] || cloudyBlue

KL86CLO1_13364 unclassified-Clostridiales (KL86CLO1) (Firmicutes) || bmcType=EUT2B (main) || 94aa || [A0A212KJ48] || cloudyBlue

C8E03_102385 Lachnotalea CCRI-19302 (C8E03) (Firmicutes) || bmcType=EUT2B (main) || 105aa || [A0A255I3W5] || cloudyBlue

HMPREF1548_05046 Clostridium KLE 1755 (Firmicutes) || bmcType=EUT2B (main) || 90aa || [U2AMX2] || cloudyBlue

BED41_04180 Cloacibacillus CL-84 (Synergistetes) || bmcType=EUT2B (main) || 94aa || [A0A1B2I315] || cloudyBlue

BWZ04_03210 unclassified-Firmicutes ADurb.BinA205 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 93aa || [A0A1V5G8H0] || cloudyBlue

SAMN05216249_11748 Acetitomaculum DSM 5522 (Firmicutes) || bmcType=EUT2B (main) || 94aa || [A0A1I0ZT57] || cloudyBlue

Gferi_15905 Geosporobacter IRF9 (Firmicutes) || bmcType=EUT2B (main) || 90aa || [A0A1D8GJ25] || azul0

SAMN04488499_101846 Sporomusa Mol (Firmicutes) || bmcType=EUT2D (main) || 104aa || [A0A1G7EP40] || azul0

DEF42_20270 Desulfosporosinus (DEF42) (Firmicutes) || bmcType=EUT2D (main) || 97aa || [A0A358Q6E9] || azul0

AT727_00715 Desulfitobacterium DH (AT727) (Firmicutes) || bmcType=EUT2K (main) || 97aa || [A0A098B9T0] || azul0

SAMN02745176_01992 Lutispora DSM 19022 (Firmicutes) || bmcType=EUT2B (main) || 93aa || [A0A1M6FJA3] || azul0

SAMN05660297_02569 Natronincola DSM 18979 (Firmicutes) || bmcType=EUT2B (main) || 90aa || [A0A1I0EVH4] || azul0

WX73_02432 Clostridium PTA-10522 (Firmicutes) || bmcType=EUT2B (main) || 93aa || [A0A166U9T1] || azul0

ABG79_01703 Caloramator VF08 (Firmicutes) || bmcType=EUT2B (main) || 94aa || [A0A0R3JSL8] || azul0

COA82_06945 Alkaliphilus (COA82) (Firmicutes) || bmcType=EUT2B (main) || 94aa || [A0A2G2MIB9] || azul0

HMPREF9130_0489 Peptoniphilus F0436 (Firmicutes) || bmcType=EUT2B (main) || 90aa || [F9MRY1] || azul0

B9W14_11230 Clostridium SL1 (Firmicutes) || bmcType=EUT2I (main) || 93aa || [A0A2U8DRH2] || azul0

C7380_103132 Oceanotoga DSM 24906 (Thermotogae) || bmcType=EUT2I (main) || 90aa || [A0A316D0G7] || azul0

N784_13380 Pontibacillus JSM 072002 (Firmicutes) || bmcType=EUT2I (main) || 94aa || [A0A0A5G0A9] || azul0

CHF27_10905 Romboutsia CCRI-22766 (Firmicutes) || bmcType=EUT2I (main) (omitted) || 90aa || [A0A255I274] || azul1

BS637_02855 Clostridium PE (Firmicutes) || bmcType=EUT2I (main) || 90aa || [A0A1S9HZC4] || azul1

IM33_10420 Clostridioides VRECD0012 (IM33) (Firmicutes) || bmcType=EUT2I (main) || 90aa || [A0A0N1HMJ0] || azul1

DC000_11920 unclassified-Clostridiales R-7 (DC000) (Firmicutes) || bmcType=EUT2I (main) || 90aa || [A0A352A8Z4] || azul1

SAMN04488528_100838 Clostridium DSM 12271 (Firmicutes) || bmcType=EUT2_GRM1 (main) (omitted) || 90aa || [A0A1I0XDF3] || azul1

DCW51_00090 Clostridium (DCW51) (Firmicutes) || bmcType=EUT2I (main) || 90aa || [A0A351QRS1] || azul1

SAMN04487885_102203 Clostridium NLAE-zl-G419 (Firmicutes) || bmcType=EUT2I (main) || 90aa || [A0A1I2JKQ7] || azul1

HMPREF3222_01500 Clostridium 11 (HMPREF3222) (Firmicutes) || bmcType=EUT2I (main) || 90aa || [A0A0N7BVI6] || azul1

SAMN02745158_01177 Lactonifactor DSM 17459 (Firmicutes) || bmcType=EUT2I (main) || 98aa || [A0A1M4VDQ2] || azul1

RHS_4926 Robinsoniella RHS (Firmicutes) || bmcType=EUT2I (main) || 102aa || [A0A0J1G0Z5] || azul1

Cphy_2637 Lachnoclostridium ATCC 700394 (Firmicutes) || bmcType=EUT2I (main) || 91aa || [A9KMY7] || azul1

SAMN02746066_03002 Anaerosporobacter DSM 15930 (Firmicutes) || bmcType=EUT2I (main) || 90aa || [A0A1M7L1B2] || azul1

Clole_4083 Cellulosilyticum ATCC 49066 (Firmicutes) || bmcType=EUT2I (main) || 91aa || [F2JLX9] || azul1

BEN19_06595 Epulopiscium Nuni2H_MBin003 (Firmicutes) || bmcType=UA (main) (omitted) || 96aa || [A0A1V2YKP7] || azul1

Hprae_0287 Halanaerobium DSM 2228 (Firmicutes) || bmcType=EUT2B (main) || 95aa || [E3DN38] || azul2

SAMN02745116_00101 Pilibacter ATCC BAA-1030 (Firmicutes) || bmcType=EUT2A (main) || 87aa || [A0A1T4K5R6] || azul2

C2W64_00384 Brevibacillus LAK 1210 (C2W64) (Firmicutes) || bmcType=EUT2I (main) || 96aa || [A0A328RL69] || azul2

SAMN03080606_03793 Alkaliphilus DSM 18978 (Firmicutes) || bmcType=EUT2B (main) || 89aa || [A0A1G5KUX4] || azul2

Lebu_0071 Leptotrichia ATCC 14201 (Fusobacteria) || bmcType=EUT2B (main) || 89aa || [C7NCT4] || azul2

SAMN02745248_00419 Hathewaya DSM 3090 (Firmicutes) || bmcType=EUT2I (main) || 90aa || [A0A1M6KCL6] || azul2

C3495_02320 unclassified-Clostridiaceae 14S0207 (Firmicutes) || bmcType=EUT2I (main) || 93aa || [A0A2Z4W7W0] || azul2

SAMN04488529_11545 Clostridium DSM 12272 (Firmicutes) || bmcType=EUT2I (main) || 90aa || [A0A1H0VBC1] || azul2

COD67_17825 Bacillus AFS018489 (COD67) (Firmicutes) || bmcType=EUT2I (main) || 90aa || [A0A2C1RZA6] || azul2

CHH80_17125 Bacillus 2046851 (Firmicutes) || bmcType=EUT2I (main) || 88aa || [A0A268IB33] || azul2

DOE73_22960 Paenibacillus PV3-16 (DOE73) (Firmicutes) || bmcType=EUT2I (main) || 92aa || [A0A2W4GJM4] || azul2

BWY99_00005 unclassified-Synergistetes ADurb.BinA166 (Synergistetes) || bmcType=EUT2B (main) || 91aa || [A0A1V5IBF9] || azul2

D822_03609 Streptococcus FA-1 (Firmicutes) || bmcType=EUT2A (main) || 89aa || [J3F9F0] || azul2

Sp14A_19450 Streptococcus TH11417 (Firmicutes) || bmcType=EUT2A (main) || 90aa || [A0A345VM80] || azul2

M918_02675 Clostridium BL8 (Firmicutes) || bmcType=EUT2I (main) || 90aa || [T0NBY6] || azul2

NCTC539_02105 Clostridium ATCC 453 (NCTC539) (Firmicutes) || bmcType=EUT2I (main) || 89aa || [A0A381JXL5] || azul2

BW727_100374 Jeotgalibaca EX-07 (Firmicutes) || bmcType=EUT2A (main) || 91aa || [A0A1S6IMJ0] || azul2

CL176_08800 unclassified-Aerococcaceae ZY16052 (Firmicutes) || bmcType=EUT2A (main) || 89aa || [A0A347WLY3] || azul2

HMPREF8577_0389 Streptococcus ATCC 903 (Firmicutes) || bmcType=EUT2A (main) || 92aa || [E8K4A4] || azul2

FM121_09005 Vagococcus bH819 (Firmicutes) || bmcType=EUT2A (main) || 89aa || [A0A1X6WPJ9] || azul2

SAMEA44515918_01214 Listeria FSIS11810476 (SAMEA44515918) (Firmicutes) || bmcType=incomplete (main) (omitted) || 89aa || [A0A239TAV7] || azul2

A5821_001331 Enterococcus 7F3_DIV0205 (Firmicutes) || bmcType=EUT2A (main) || 87aa || [A0A242AWV5] || azul2

BG261_09675 Floricoccus DF1 (Firmicutes) || bmcType=EUT2A (main) || 89aa || [A0A1E8GNR2] || azul2

BN814_02277 Veillonella MGS:933 (Firmicutes) || bmcType=EUT2A (main) || 89aa || [R5BV88] || azul2

BH745_03905 Enterococcus NCTC12360 (BH745) (Firmicutes) || bmcType=EUT2A (main) || 87aa || [A0A1V8Z6F9] || azul2

BTH160X_50363 Brochothrix Bth-7818 (BTH160X) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 89aa || [A0A2P9B4V4] || azul2

BN138_47 unclassified-termite-gut (BN138) (unclassified_metagenomic) || bmcType=UA (main) (omitted) || 99aa || [S0DDS7] || peacockBlue2

BN553_01969 unclassified-Firmicutes MGS:238 (Firmicutes) || bmcType=EUT2B (main) || 92aa || [R6E3U4] || peacockBlue1

EBI_24064 Enterocytozoon H348 (Microsporidia) || bmcType=incomplete (sat) (omitted) || 92aa || [B7XR48] || peacockBlue1

BWY11_02242 unclassified-Firmicutes ADurb.Bin182 (Firmicutes) || bmcType=EUT2B (main) || 91aa || [A0A1V5XYQ0] || peacockBlue1

HMPREF1020_02371 Clostridium 7_3_54FAA (Firmicutes) || bmcType=EUT2B (main) || 92aa || [G5FD25] || peacockBlue1

C814_01592 Anaerotruncus G3(2012) (Firmicutes) || bmcType=EUT2B (main) || 93aa || [R9LSB0] || peacockBlue1

C7256_00650 Lachnoclostridium NLAE-zl-G277 (C7256) (Firmicutes) || bmcType=EUT2B (main) || 92aa || [A0A1I0GDS1] || peacockBlue1

DBX66_08145 unclassified-Clostridiales R-7 (DBX66) (Firmicutes) || bmcType=EUT2B (main) || 89aa || [A0A2V2DEU2] || peacockBlue1

C8D89_103349 Actinomycetospora DSM 45771 (Actinobacteria) || bmcType=ARO (main) || 81aa || [A0A2U1FIM0] || iris

ABS81_07745 Pseudonocardia SCN 72-86 (Actinobacteria) || bmcType=ARO (main) || 84aa || [A0A1E4I7B7] || iris

SAMN05661093_10177 Kibdelosporangium DSM 43828 (Actinobacteria) || bmcType=ARO (main) || 82aa || [A0A1Y5Y6U1] || iris

AWW66_10305 Micromonospora DSM 803 (Actinobacteria) || bmcType=ARO (main) || 85aa || [A0A136PUH6] || iris

SAMN02745751_01002 Dethiosulfatibacter DSM 17477 (Firmicutes) || bmcType=EUT2B (main) || 90aa || [A0A1M6DQA9] || peacockBlue2

ATZ99_21780 Thermovenabulum R270 (Firmicutes) || bmcType=EUT2B (main) || 87aa || [A0A162M5Y3] || peacockBlue2

TSYNT_192 Tepidanaerobacter JL (Firmicutes) || bmcType=EUT2B (main) || 90aa || [A0A0U9HDC7] || peacockBlue2

COA36_05795 Desulfotalea (COA36) (Proteobacteria) || bmcType=GRM1B (main) || 87aa || [A0A2G2DVM2] || peacockBlue2

SAMN06295933_2794 Desulfovibrio K3S (Proteobacteria) || bmcType=GRM1B (main) || 103aa || [A0A1X7E8U9] || peacockBlue2

SAMN05216233_105268 Desulfoluna AA1 (Proteobacteria) || bmcType=EUT2_GRM1 (main) (omitted) || 91aa || [A0A1G5EBI3] || peacockBlue2

SAMN05660420_01717 Desulfuromusa DSM 7343 (Proteobacteria) || bmcType=EUT2B (main) || 91aa || [A0A1H3ZXH2] || peacockBlue2

KM92DES2_10373 Desulfovibrio (KM92DES2) (Proteobacteria) || bmcType=GRM1B (main) || 95aa || [A0A212J1E8] || peacockBlue2

SAMN02745220_04759 Desulfopila DSM 18488 (Proteobacteria) || bmcType=GRM1B (main) || 93aa || [A0A1M7YJI3] || peacockBlue2

MORIYA_2252 Moritella DB21MT 5 (Proteobacteria) || bmcType=GRM1B (main) || 88aa || [A0A330LPC3] || peacockBlue2

Dred_1301 Desulfotomaculum MI-1 (Firmicutes) || bmcType=EUT2D (main) || 96aa || [A4J432] || neonBlue

AKG39_06010 Acetobacterium DSM 8239 (Firmicutes) || bmcType=EUT2B (main) || 95aa || [A0A0L6U1U4] || neonBlue

AB840_05600 Megasphaera DSM 20462 (AB840) (Firmicutes) || bmcType=GRM1A (main) || 87aa || [A0A0J6WYE7] || neonBlue

DesyoDRAFT_4531 Desulfosporosinus DSM 17734 (Firmicutes) || bmcType=GRMguf (main) || 96aa || [H5XXY2] || neonBlue

CVU89_07490 unclassified-Firmicutes HGW-Firmicutes-14 (Firmicutes) || bmcType=EUT2D (main) || 92aa || [A0A2N2DHA0] || neonBlue

SAMN02745174_01154 Cetobacterium ATCC 700028 (Fusobacteria) || bmcType=EUT2F (main) || 82aa || [A0A1T4MCR2] || neonBlue

HMPREF0202_01043 Cetobacterium ATCC BAA-474 (Fusobacteria) || bmcType=EUT2F (main) || 83aa || [U7VC30] || neonBlue

FV113G1_32170 Fusobacterium TM07-10 (FV113G1) (Fusobacteria) || bmcType=EUT2F (main) || 82aa || [A0A250LY58] || neonBlue

DV867_09835 Psychrilyobacter S5 (Fusobacteria) || bmcType=EUT2F (main) || 87aa || [A0A369XY78] || neonBlue

BN466_01047 unclassified-Firmicutes MGS:110 (Firmicutes) || bmcType=EUT2G (main) || 77aa || [R5EHE9] || neonBlue

BHW33_01980 unclassified-Firmicutes CAG:137_57_8 (Firmicutes) || bmcType=EUT2G (main) || 83aa || [A0A1Q6QN78] || neonBlue

BIV18_06925 Peptoniphilus 12936 (Firmicutes) || bmcType=GRM1A (main) || 88aa || [A0A1U7M0U9] || neonBlue

B0D91_15025 unclassified-Oceanospirillales LUC14_002_19_P2 (Proteobacteria) || bmcType=fragmented (sat) (omitted) || 89aa || [A0A1Y1R0X9] || neonBlue

DC094_15125 unclassified-Flavobacteriaceae Hp12 (Bacteroidetes) || bmcType=incomplete (main) (omitted) || 88aa || [A0A2V1GSR8] || neonBlue

B5G40_14255 Flavonifractor An9 (Firmicutes) || bmcType=EUT2G (main) || 76aa || [A0A1Y3RC38] || neonBlue

SAMEA3545396_02049 Flavonifractor (SAMEA3545396) (Firmicutes) || bmcType=EUT2G (main) || 77aa || [A0A1C6FPC8] || neonBlue

ERS852518_03205 Flavonifractor 2789STDY5834932 (ERS852518) (Firmicutes) || bmcType=EUT2G (main) || 82aa || [A0A174UK76] || neonBlue

AXF16_03980 Fusobacterium W7671 (Fusobacteria) || bmcType=EUT2F (main) || 82aa || [A0A223AWA4] || neonBlue

FC24_GL001569 Lactobacillus DSM 20253 (Firmicutes) || bmcType=EUT2A (main) || 92aa || [A0A0R2CZX0] || neonBlue

CNR29_11435 Lactobacillus D7 (CNR29) (Firmicutes) || bmcType=EUT2A (main) || 91aa || [A0A2A3TZQ4] || neonBlue

RHA1_ro10417 Rhodococcus RHA1 (Actinobacteria) || bmcType=RMM1 (main) || 88aa || [Q0RVS4] rmmP || cobaltBlue

BVC93_24800 Mycobacterium MS1601 (Actinobacteria) || bmcType=RMM1 (main) || 93aa || [A0A1P8XFG4] rmmP || cobaltBlue

B0E49_10545 Polaromonas C04 (Proteobacteria) || bmcType=RMM1 (main) || 79aa || [A0A1S8FU34] rmmP || cobaltBlue

SAMN02982931_04343 Bauldia ATCC 35022 (Proteobacteria) || bmcType=RMM1 (main) || 91aa || [A0A1G6EBN6] rmmP || cobaltBlue

B9Z38_07310 Limnohabitans MMS-10A-160 (Proteobacteria) || bmcType=RMM1 (main) || 89aa || [A0A315BYJ3] rmmP || cobaltBlue

DQ384_37315 Sphaerisporangium CCTCC AA 208026 (Actinobacteria) || bmcType=RMM1 (main) || 82aa || [A0A367EQC3] rmmP || cobaltBlue

EB72_06590 Mycobacterium SWH-M1 (Actinobacteria) || bmcType=RMM1 (main) || 81aa || [A0A1Q4SX91] 5L37' rmmP || cobaltBlue

AZ468_15405 Vibrio PP-638 (Proteobacteria) || bmcType=RMM1 (main) || 80aa || [A0A178J4T3] rmmP || cobaltBlue

VTAP4600_A1714 Vibrio tapetis (Proteobacteria) || bmcType=RMM1 (main) || 81aa || [A0A2N8ZCT4] rmmP || cobaltBlue

PEL8287_02589 Pelagicola CECT 8287 (Proteobacteria) || bmcType=RMM2 (main) || 78aa || [A0A1Y5SW08] rmmP || cobaltBlue

DCS45_09845 Roseovarius nubinhibens (Proteobacteria) || bmcType=RMM2 (main) || 81aa || [A0A348WCA0] rmmP || cobaltBlue

DIU65_11505 unclassified-Proteobacteria (DIU65) (Proteobacteria) || bmcType=RMM2 (main) || 93aa || [A0A2W4NV15] rmmP || cobaltBlue

Veis_0663 Verminephrobacter EF01-2 (Proteobacteria) || bmcType=RMM2 (main) || 94aa || [A1WFN9] rmmP || cobaltBlue

B0537_00270 Desulfotomaculum GSS09 (Firmicutes) || bmcType=GRM1A (main) || 86aa || [A0A1S6ISF5] || paleCyan

ACT01_04845 Megasphaera MH (Firmicutes) || bmcType=GRM1A (main) || 86aa || [A0A344MI77] || paleCyan

B0673_07265 Clostridium 1275_DC (Firmicutes) || bmcType=GRM1A (main) || 87aa || [A0A1T1F3G8] || paleCyan

A5865_001119 Enterococcus 12E11_DIV0728 (Firmicutes) || bmcType=GRM1A (main) || 86aa || [A0A242HPR9] || paleCyan

Amet_3829 Alkaliphilus QYMF (Firmicutes) || bmcType=GRM1A (main) || 87aa || [A6TUS8] || paleCyan

BKM67_04915 Streptococcus 01ZN-TG187 (BKM67) (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A0Z8CJ00] || paleCyan

BCR24_02695 Enterococcus LMG 26676 (Firmicutes) || bmcType=GRM1A (main) || 87aa || [A0A1E5HDP4] || paleCyan

Clos_2392 Alkaliphilus OhILAs (Firmicutes) || bmcType=GRM1A (main) || 86aa || [A8MJE2] || paleCyan

SAMN02745174_01575 Cetobacterium ATCC 700028 (Fusobacteria) || bmcType=GRM1A (main) || 88aa || [A0A1T4NLP2] || paleCyan

C7122_00980 unclassified-Lachnospiraceae F0428 (Firmicutes) || bmcType=GRM1A (main) || 91aa || [A0A2T4TBT7] || paleCyan

SAMN02194393_04908 Maledivibacter M1 (Firmicutes) || bmcType=GRM1A (main) || 86aa || [A0A1T5MJZ7] || paleCyan

SAMN05660830_01912 Desulfovibrio DSM 7057 (SAMN05660830) (Proteobacteria) || bmcType=GRM1A (main) || 91aa || [A0A1M6HQN0] || paleCyan

PAV_7c02610 Paenibacillus ATCC 6344 (PAV_7c) (Firmicutes) || bmcType=GRM1A (main) || 87aa || [K4ZIU4] || paleCyan

SAMEA3545284_01697 Eubacterium (SAMEA3545284) (Firmicutes) || bmcType=GRM1A (main) || 88aa || [A0A1C5SRK0] || paleCyan

AXF21_00820 Eubacterium ATCC 700079 (Firmicutes) || bmcType=EUT2B (main) || 88aa || [A0A223B068] || paleCyan

SAMN05421767_10247 Granulicatella DSM 15827 (Firmicutes) || bmcType=GRM1A (main) || 88aa || [A0A1H9HAT3] || paleCyan

CLJU_c39780 Clostridium ATCC 55383 (Firmicutes) || bmcType=GRM1A (main) || 88aa || [D8GIC8] || paleCyan

SAMN04489866_103126 Peptococcus DSM 20475 (Firmicutes) || bmcType=GRM1A (main) || 89aa || [A0A1G6URH0] || paleCyan

BHK98_03045 Eubacterium 24907 (Firmicutes) || bmcType=GRM1A (main) || 87aa || [A0A1Q9JG49] || paleCyan

C817_05356 Dorea 43953 (Firmicutes) || bmcType=GRM1A (main) || 88aa || [R9MNK6] || paleCyan

BN589_00988 Collinsella CAG:289 (Actinobacteria) || bmcType=GRM1A (main) || 89aa || [R7D756] || paleCyan

HMPREF1316_0468 Olsenella F0195 (Actinobacteria) || bmcType=GRM1A (main) || 89aa || [U2TJZ8] || paleCyan

A2Y21_11015 unclassified-Clostridiales GWC2_40_7 (Firmicutes) || bmcType=UA (main) (omitted) || 102aa || [A0A1F8UCD9] || heather0

BTR25_19515 Bacillus MRMR6 (Firmicutes) || bmcType=SPU4 (main) || 99aa || [A0A1Q9PMP7] || heather1

DFR56_11023 Pseudogracilibacillus DSM 28556 (Firmicutes) || bmcType=SPU4 (main) || 97aa || [A0A2V3VX56] || heather1

C6I21_05255 Bacillus BZ-SZ-XJ18 (Firmicutes) || bmcType=SPU4 (main) || 100aa || [A0A2P6MIV0] || heather1

DEB31_06370 unclassified-Clostridiales R-7 (DEB31) (Firmicutes) || bmcType=SPU4 (main) || 120aa || [A0A358ASE8] || heather1

DBX46_00420 unclassified-Clostridiales R-7 (DBX46) (Firmicutes) || bmcType=SPU4 (main) || 100aa || [A0A2V2DVH8] || heather1

DBX46_00425 unclassified-Clostridiales R-7 (DBX46) (Firmicutes) || bmcType=SPU4 (main) || 106aa || [A0A2V2DVR8] || heather1

ANACOL_01083 Anaerotruncus DSM 17241 (Firmicutes) || bmcType=SPU4 (main) || 102aa || [B0P8J4] || heather1

CVV04_00755 unclassified-Firmicutes HGW-Firmicutes-9 (Firmicutes) || bmcType=SPU4 (main) || 100aa || [A0A2N2A5M8] || heather1

CVV04_01485 unclassified-Firmicutes HGW-Firmicutes-9 (Firmicutes) || bmcType=SPU4 (main) || 101aa || [A0A2N2A606] || heather1

A2Z04_02170 unclassified-Chloroflexi RBG_16_57_9 (Chloroflexi) || bmcType=UA (main) (omitted) || 96aa || [A0A1F8R810] || heather2x

B6D57_01390 Ca.Coatesbacteria 4484_99 (Candidatus Coatesbacteria) || bmcType=fragmented (sat) (omitted) || 131aa || [A0A1W9S2B8] || heather2x

DC013_01690 unclassified-Ruminococcaceae (DC013) (Firmicutes) || bmcType=SPUx (main) (omitted) || 103aa || [A0A352I3R9] || heather2

CEE45_05310 Ca.Heimdallarchaeota B3-JM-08 (Candidatus Heimdallarchaeota) || bmcType=SPUx (main) (omitted) || 96aa || [A0A2U3CHX3] || heather2

HMPREF0980_02492 Dorea D27 (Firmicutes) || bmcType=SPU4 (main) || 105aa || [A0A0K9NAL5] || heather2

KQ78_01066 Ca.Izimaplasma HR2 (Tenericutes) || bmcType=SPU4 (main) || 101aa || [A0A094KWY9] || heather2

CVU65_04430 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-22 (Proteobacteria) || bmcType=SPU4 (main) || 96aa || [A0A2N2H2E0] || heather2

BWY26_01137 unclassified-Elusimicrobia ADurb.Bin231 (Elusimicrobia) || bmcType=SPU1 (main) || 99aa || [A0A1V5VJ73] || heather2

COZ15_03510 unclassified-Elusimicrobia CG_4_10_14_3_um_filter_49_12_50_7 (Elusimicrobia) || bmcType=SPU1 (main) || 96aa || [A0A2M7NX12] || heather2

AUJ18_08195 Ca.Hydrogenedentes CG1_02_42_14 (Candidatus Hydrogenedentes) || bmcType=FRAG7 (sat) || 99aa || [A0A1J4V2S8] || heather2

BWY64_03192 unclassified-bacterium ADurb.Bin363 (unclassified Bacteria) || bmcType=fragmented (sat) (omitted) || 102aa || [A0A1V5PA99] || heather2

SBA5_100021 Ca.Sulfotelmatomonas gaucii (Acidobacteria) || bmcType=PVM (main) || 98aa || [A0A2N9L316] pvmH || dirtyPink1x

CMP26_00190 Roseibacillus (CMP26) (Verrucomicrobia) || bmcType=PVM (main) || 102aa || [A0A2D6DS51] pvmH || dirtyPink1

CAK88_05495 unclassified-Verrucomicrobiae AMD-G2 (Verrucomicrobia) || bmcType=PVM (main) || 102aa || [A0A2A2YCR3] pvmH || dirtyPink1

B9S27_05295 unclassified-Opitutae Tous-C8FEB (Verrucomicrobia) || bmcType=PVM (main) || 103aa || [A0A2A2RCL6] pvmH || dirtyPink1

AW736_22405 unclassified-Opitutaceae TSB47 (Verrucomicrobia) || bmcType=PVM (main) || 99aa || [A0A178IEV7] pvmH || dirtyPink1

BHW65_08310 unclassified-Verrucomicrobia CAG:312_58_20 (Verrucomicrobia) || bmcType=PVM (main) || 102aa || [A0A1Q6UIE5] pvmH || dirtyPink1

CML13_03595 unclassified-Puniceicoccaceae (CML13) (Verrucomicrobia) || bmcType=PVM (main) || 104aa || [A0A2E9INL2] pvmH || dirtyPink1

CBC62_03130 unclassified-Opitutae TMED102 (Verrucomicrobia) || bmcType=PVM (main) || 107aa || [A0A1Z9C9W5] pvmH || dirtyPink1

A2107_13765 unclassified-Verrucomicrobia GWF2_62_7 (Verrucomicrobia) || bmcType=PVM (main) || 103aa || [A0A1G3ZDW0] pvmH || dirtyPink1

B9S32_08655 unclassified-Verrucomicrobia Tous-C9LFEB (Verrucomicrobia) || bmcType=PVM (main) || 102aa || [A0A2A2R4R4] pvmH || dirtyPink1

DB354_06185 Opitutus ER46 (Verrucomicrobia) || bmcType=PVM (main) || 102aa || [A0A2T6D608] pvmH || dirtyPink1

CAK85_00830 unclassified-Spartobacteria AMD-G5 (Verrucomicrobia) || bmcType=PVM (main) || 102aa || [A0A2A2Y0Y5] pvmH || dirtyPink1

CMJ18_01100 unclassified-Phycisphaeraceae (CMJ18) (Planctomycetes) || bmcType=PVM (main) || 109aa || [A0A2D5Z0Y6] pvmH || dirtyPink2x

CMJ19_11480 unclassified-Phycisphaeraceae (CMJ19) (Planctomycetes) || bmcType=PVM (main) || 109aa || [A0A2E2B1G3] pvmH || dirtyPink2x

CME13_09825 unclassified-Gemmatimonadetes (CME13) (Gemmatimonadetes) || bmcType=MUF2 (main) || 104aa || [A0A2E9MEW8] || dirtyPink2

CME04_14185 unclassified-Gemmatimonadaceae (CME04) (Gemmatimonadetes) || bmcType=MUF2 (main) || 105aa || [A0A2E8H510] || dirtyPink2

CME04_14155 unclassified-Gemmatimonadaceae (CME04) (Gemmatimonadetes) || bmcType=MUF2 (main) || 102aa || [A0A2E8H4Y5] || dirtyPink2

CME13_09795 unclassified-Gemmatimonadetes (CME13) (Gemmatimonadetes) || bmcType=MUF2 (main) || 99aa || [A0A2E3YG35] || dirtyPink2

CME20_01480 unclassified-Gemmatimonadetes (CME20) (Gemmatimonadetes) || bmcType=MUF2 (main) || 100aa || [A0A2E7JHY0] || dirtyPink2

CME10_03360 unclassified-Gemmatimonadetes (CME10) (Gemmatimonadetes) || bmcType=MUF2 (main) || 99aa || [A0A2D8U915] || dirtyPink2

CME28_01165 unclassified-Gemmatimonadetes (CME28) (Gemmatimonadetes) || bmcType=MUF2 (sat) || 101aa || [A0A2E6CDL1] || dirtyPink2

CME10_03385 unclassified-Gemmatimonadetes (CME10) (Gemmatimonadetes) || bmcType=MUF2 (main) || 101aa || [A0A2D8U940] || dirtyPink2

BSF38_04541 Paludisphaera borealis (Planctomycetes) || bmcType=PVM (main) || 105aa || [A0A1U7CVS5] pvmH || dirtyPink3

CK551_01340 unclassified-Planctomycetaceae (CK551) (Planctomycetes) || bmcType=PVM (main) || 106aa || [A0A2G4FRK0] pvmH || dirtyPink3

RJ45_06680 Photobacterium AD005a (Proteobacteria) || bmcType=UA (main) (omitted) || 89aa || [A0A0B9G6W8] || dirtyPink3

HRbin36_00870 unclassified-bacterium HR36 (unclassified Bacteria) || bmcType=PVM (main) || 103aa || [A0A2H6ACS1] pvmH || dirtyPink3

CMJ58_17880 unclassified-Planctomycetaceae (CMJ58) (Planctomycetes) || bmcType=PVM (main) || 103aa || [A0A2E0X5V9] pvmH || dirtyPink3

A2V98_10095 unclassified-Planctomycetes RBG_16_64_12 (Planctomycetes) || bmcType=PVM (main) || 107aa || [A0A1G3APH3] pvmH || dirtyPink3

DD670_12405 unclassified-Planctomycetaceae (DD670) (Planctomycetes) || bmcType=PVM (main) || 105aa || [A0A356ER25] pvmH || dirtyPink3

BWX88_00263 unclassified-Planctomycetes ADurb.Bin126 (Planctomycetes) || bmcType=PVM (main) || 103aa || [A0A1V6DDX4] pvmH || dirtyPink3

LCGC14_0304000 unclassified-marine-sediment (LCGC14) (unclassified_metagenomic) || bmcType=PVM (main) || 103aa || [A0A0F9TPJ8] pvmH || dirtyPink3

RRSWK_05732 Rhodopirellula SWK7 (Planctomycetes) || bmcType=PVM (main) || 105aa || [M5SY38] pvmH || dirtyPink3

DCW57_02540 unclassified-Planctomycetaceae (DCW57) (Planctomycetes) || bmcType=PVM (main) || 109aa || [A0A349VHB9] pvmH || dirtyPink3

CMJ73_07620 unclassified-Planctomycetaceae (CMJ73) (Planctomycetes) || bmcType=PVM (main) || 107aa || [A0A2E2Y592] pvmH || dirtyPink3

CMJ70_00615 unclassified-Planctomycetaceae (CMJ70) (Planctomycetes) || bmcType=PVM (main) || 104aa || [A0A2E7L132] pvmH || dirtyPink3

COA78_07875 Blastopirellula (COA78) (Planctomycetes) || bmcType=PVM (main) || 119aa || [A0A2G2KQ48] pvmH || dirtyPink3

CMJ65_07955 unclassified-Planctomycetaceae (CMJ65) (Planctomycetes) || bmcType=PVM (main) || 103aa || [A0A2E8FGH1] pvmH || dirtyPink3

Plabr_4076 Rubinisphaera ATCC 49424 (Planctomycetes) || bmcType=PVM (main) || 105aa || [F0SGP8] pvmH || dirtyPink3

CME33_00985 Gimesia (CME33) (Planctomycetes) || bmcType=PVM (main) || 103aa || [A0A2E2BWA5] pvmH || dirtyPink3

A6X21_19880 Planctopirus JC280 (Planctomycetes) || bmcType=PVM (main) || 120aa || [A0A1C3EHA1] pvmH || dirtyPink3

SAMN05421753_103237 Planctomicrobium piriforme (Planctomycetes) || bmcType=PVM (main) || 102aa || [A0A1I3DHN5] pvmH || dirtyPink3

VT03_30190 Planctomyces SH-PL14 (Planctomycetes) || bmcType=PVM (main) || 102aa || [A0A142X5A2] pvmH || dirtyPink3

B7Z55_07000 unclassified-Planctomycetales 12-60-4 (Planctomycetes) || bmcType=incomplete (sat) (omitted) || 106aa || [A0A257WF26] || dirtyPink3

A3G34_10820 Ca.Lindowbacteria RIFCSPLOWO2_12_FULL_62_27 (Candidatus Lindowbacteria) || bmcType=fragmented (sat) (omitted) || 103aa || [A0A1F6LMU2] || dirtyPink3

SAMN05920897_11156 Alkalispirochaeta ASpG1 (Spirochaetes) || bmcType=EUT3 (main) || 96aa || [A0A1N6U076] || bordeaux

BWY10_01122 unclassified-Chloroflexi ADurb.Bin180 (Chloroflexi) || bmcType=UA (main) (omitted) || 98aa || [A0A1V5YIS0] || bordeaux

BWY25_00839 unclassified-Chloroflexi ADurb.Bin222 (Chloroflexi) || bmcType=EUT3 (main) || 96aa || [A0A1V5WEL9] || bordeaux

CVV51_04225 unclassified-Spirochaetes HGW-Spirochaetae-7 (Spirochaetes) || bmcType=BUF3 (main) || 100aa || [A0A2N1R7R5] || bordeaux

ANT_07150 Anaerolinea DSM 14523 (Chloroflexi) || bmcType=EUT3 (main) || 96aa || [E8N2E3] || bordeaux

DEH22_11500 unclassified-Chloroflexi (DEH22) (Chloroflexi) || bmcType=UA (main) (omitted) || 96aa || [A0A359HMA3] || bordeaux

Noca_4036 Nocardioides JS614 (Actinobacteria) || bmcType=EUT3 (main) || 96aa || [A1SNZ8] || bordeaux

BJN44_00600 Tessaracoccus ZS01 (Actinobacteria) || bmcType=EUT3 (main) || 97aa || [A0A1R1IJ80] || bordeaux

BKM78_13805 Tessaracoccus T2.5-30 (Actinobacteria) || bmcType=EUT3 (main) || 96aa || [A0A1S6WKT0] || bordeaux

KILIM_086_00040 Kineosphaera NBRC 100340 (Actinobacteria) || bmcType=EUT3 (main) || 96aa || [K6VNU9] || purpleBlue0

A2Y64_07625 Ca.Coatesbacteria RBG_13_66_14 (Candidatus Coatesbacteria) || bmcType=incomplete (sat) (omitted) || 103aa || [A0A1F5EWD0] || purpleBlue0

A2X23_10745 unclassified-Chloroflexi GWC2_73_18 (Chloroflexi) || bmcType=UA (main) (omitted) || 96aa || [A0A1F8L413] || purpleBlue0

GA0070617_2826 Micromonospora DSM 45577 (Actinobacteria) || bmcType=BUF2 (main) || 95aa || [A0A1C6ULQ1] || purpleBlue

Cabys_2352 Caldithrix LF13 (Calditrichaeota) || bmcType=fragmented (sat) (omitted) || 105aa || [H1XWR0] || purpleBlue

DFR50_10626 Roseiarcus DSM 24875 (Proteobacteria) || bmcType=MIC1 (main) || 98aa || [A0A366FQR3] || purpleBlue

AS156_18415 Bradyrhizobium BR 10303 (Proteobacteria) || bmcType=MIC1 (main) || 99aa || [A0A109JGI2] || purpleBlue

BGO13_10285 unclassified-Burkholderiales 66-5 (Proteobacteria) || bmcType=MIC1 (main) || 104aa || [A0A1M3BZ27] || purpleBlue

Y695_00291 Hydrogenophaga T4 (Proteobacteria) || bmcType=MIC1 (main) || 103aa || [W7XD09] || purpleBlue

X551_03197 Methylibium T29 (Proteobacteria) || bmcType=MIC1 (main) || 103aa || [W7VWC5] || purpleBlue

C8D89_10463 Actinomycetospora DSM 45771 (Actinobacteria) || bmcType=MIC1 (main) || 94aa || [A0A2U1FFA9] || purpleBlue

ABT15_21870 Pseudonocardia SCN 73-27 (Actinobacteria) || bmcType=MIC1 (main) || 97aa || [A0A1E4P6H3] || purpleBlue

Namu_2346 Nakamurella DSM 44233 (Actinobacteria) || bmcType=MIC1 (main) || 100aa || [C8XKG0] || purpleBlue

EP51_05290 Rhodococcus 04-OD7 (EP51) (Actinobacteria) || bmcType=MIC1 (main) || 96aa || [A0A076EKT9] || purpleBlue

B1964_28930 Gordonia i37 (Actinobacteria) || bmcType=MIC1 (main) || 97aa || [A0A1V4PGH5] || purpleBlue

SAMN05445060_0716 Williamsia CPCC 203464 (Actinobacteria) || bmcType=MIC1 (main) || 98aa || [A0A1N7DKW6] || purpleBlue

Y71_28525 Kosakonia D5/23 (Proteobacteria) || bmcType=GRM4 (main) || 92aa || [A0A1V0LMR5] || babyPink

SAMN05880558_101436 Aeromonas RU39B (Proteobacteria) || bmcType=PDU1AB (main) || 98aa || [A0A1N6P490] || babyPink

DIU77_04565 Thermocrispum agreste (Actinobacteria) || bmcType=MIC2 (main) || 111aa || [A0A2W4JLJ7] || babyPink

SAMN04488136_13845 Vibrio CGMCC 1.10228 (Proteobacteria) || bmcType=PDU1AB (main) || 96aa || [A0A1G8GL40] || babyPink

VIM7927_03948 Vibrio CECT 7927 (Proteobacteria) || bmcType=PDU1AB (main) || 93aa || [A0A1Y6IY80] || babyPink

BWY38_02224 unclassified-Ignavibacteriae ADurb.Bin266 (Ignavibacteriae) || bmcType=UA (main) (omitted) || 101aa || [A0A1V5THK0] || lightViolet0

ATG98_4184 Marinobacter LV10R520-4 (Proteobacteria) || bmcType=EUT1 (main) || 101aa || [A0A2A9FU17] eutN || lightViolet

C942_00048 Photobacterium AK15 (Proteobacteria) || bmcType=EUT1 (main) || 99aa || [L8JFX6] eutN || lightViolet

C666_02605 Thauera DSM 12138 (Proteobacteria) || bmcType=EUT1 (main) || 94aa || [N6Z6W3] eutN || lightViolet

A3F78_03380 unclassified-Burkholderiales RIFCSPLOWO2_12_FULL_61_40 (Proteobacteria) || bmcType=EUT1 (main) || 94aa || [A0A1F4K0Y1] eutN || lightViolet

CEK28_06115 Xenophilus AP218F (Proteobacteria) || bmcType=EUT1 (main) || 94aa || [A0A254VMG6] eutN || lightViolet

CSQ88_09200 Iodobacter BJB302 (Proteobacteria) || bmcType=EUT1 (main) || 94aa || [A0A2G3JBT1] eutN || lightViolet

A9C11_26750 Pseudomonas SJTE-3 (A9C11) (Proteobacteria) || bmcType=EUT1 (main) || 95aa || [A0A127N076] eutN || lightViolet

DKL61_02095 unclassified-Gammaproteobacteria ESL0073 (Proteobacteria) || bmcType=EUT1 (main) || 97aa || [A0A2Z3HSP4] eutN || lightViolet

DC083_08545 Ignatzschineria KCTC 22644 (Proteobacteria) || bmcType=EUT1 (main) || 98aa || [A0A2U2ACH0] eutN || lightViolet

A1UO_02561 Escherichia KTE76 (Proteobacteria) || bmcType=EUT1 (main) || 95aa || [L3QF93] eutN || lightViolet

NCTC11694_06237 Klebsiella 2880STDY5682456 (NCTC11694) (Proteobacteria) || bmcType=EUT1 (main) || 83aa || [A0A377V0X6] eutN || lightViolet

NCTC9177_06378 Klebsiella PB39 (NCTC9177) (Proteobacteria) || bmcType=EUT1 (main) || 77aa || [A0A377UMJ9] eutN || lightViolet

NCTC13443_05569 Klebsiella PB39 (NCTC13443) (Proteobacteria) || bmcType=EUT1 (main) || 95aa || [A0A377V5X5] eutN || lightViolet

SAMN02745206_03555 Desulfacinum DSM 9756 (Proteobacteria) || bmcType=GRMguf (main) || 94aa || [A0A1M5IBY0] || raspberry

CVU73_12650 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-8 (Proteobacteria) || bmcType=GRMguf (main) || 94aa || [A0A2N2FHC6] || raspberry

SP90_09700 Halodesulfovibrio JC271 (Proteobacteria) || bmcType=GRMguf (main) || 94aa || [A0A1B7XCA1] || raspberry

DP3040 Desulfotalea DSM 12343 (Proteobacteria) || bmcType=GRMguf (main) || 102aa || [Q6AIR1] || raspberry

DP3029 Desulfotalea DSM 12343 (Proteobacteria) || bmcType=GRMguf (main) || 96aa || [Q6AIS2] || raspberry

HMPREF0178_02112 Bilophila 4_1_30 (Proteobacteria) || bmcType=GRMguf (main) || 98aa || [G1V3L5] || raspberry

BBta_2645 Bradyrhizobium BTAi1 (Proteobacteria) || bmcType=CsomeACh (main) || 96aa || [A5EF44] csoS4A || neonPurple1

SAMN04515678_106177 Roseivivax sediminis (Proteobacteria) || bmcType=CsomeACh (main) || 90aa || [A0A1I1XXT0] csoS4A || neonPurple1

THIARS_70946 Thiomonas DSM 16361 (Proteobacteria) || bmcType=CsomeACh (main) || 93aa || [A0A238D7P2] csoS4A || neonPurple1

SAMN02745225_01948 Ferrithrix DSM 19514 (Actinobacteria) || bmcType=CsomeACh (main) || 82aa || [A0A1M4X9X3] csoS4A || neonPurple1

AVO42_11760 Thiomicrospira XS5 (Proteobacteria) || bmcType=CsomeACh (main) || 90aa || [A0A0X3TCH6] csoS4A || neonPurple1

AMJ55_00225 unclassified-Gammaproteobacteria SG8_15 (Proteobacteria) || bmcType=CsomeACh (main) || 85aa || [A0A0S8ACL3] csoS4A || neonPurple1

SAMN05443662_0212 Sulfurivirga DSM 17737 (Proteobacteria) || bmcType=CsomeACh (main) || 90aa || [A0A1N6DK53] csoS4A || neonPurple1

TOK_4358 Pseudonocardia N23 (Actinobacteria) || bmcType=CsomeACh (main) || 86aa || [A0A292Z139] csoS4B || neonPurple2

ATO5_12495 Loktanella 22II-4b (Proteobacteria) || bmcType=CsomeACh (main) || 92aa || [A0A219AUD1] csoS4B || neonPurple2

BBta_2646 Bradyrhizobium BTAi1 (Proteobacteria) || bmcType=CsomeACh (main) || 86aa || [A5EF45] csoS4B || neonPurple2

C8R32_101265 Nitrosospira Nsp5 (Proteobacteria) || bmcType=CsomeACh (main) || 84aa || [A0A2T5JRY3] csoS4B || neonPurple2

SAMN05421693_12260 Ectothiorhodospira B7-7 (Proteobacteria) || bmcType=CsomeACh (main) || 82aa || [A0A1H9ER71] csoS4B || neonPurple2

CMQ88_04265 unclassified-Gammaproteobacteria (CMQ88) (Proteobacteria) || bmcType=CsomeACh (main) || 106aa || [A0A2E1ICM3] csoS4B || neonPurple2

CMQ84_07970 unclassified-Gammaproteobacteria (CMQ84) (Proteobacteria) || bmcType=CsomeACh (main) || 86aa || [A0A2E1SXX3] csoS4B || neonPurple2

COB33_04250 unclassified-Thiotrichaceae (COB33) (Proteobacteria) || bmcType=CsomeACh (main) || 85aa || [A0A2A4W509] csoS4B || neonPurple3b

Tel_03320 Ca.Tenderia electrophaga (Proteobacteria) || bmcType=CsomeACh (main) || 84aa || [A0A0S2TAU5] csoS4B || neonPurple3b

COC09_09630 unclassified-Gammaproteobacteria (COC09) (Proteobacteria) || bmcType=CsomeACh (main) (omitted) || 90aa || [A0A2A4MPB0] csoS4B || neonPurple3b

CMN93_08195 Synechococcus CPC35 (Cyanobacteria) || bmcType=CsomeACy (main) || 83aa || [A0A2D4YYW3] csoS4B || neonPurple3a

CMK47_01545 Prochlorococcus MED105 (Cyanobacteria) || bmcType=CsomeACy (main) || 82aa || [A0A2D7TIQ7] csoS4B || neonPurple3a

BO98_02345 Synechococcus LMB bulk10D (Cyanobacteria) || bmcType=CsomeACy (main) || 83aa || [A0A1T1D537] csoS4B || neonPurple3a

DDY14_14630 unclassified-Chromatiaceae (DDY14) (Proteobacteria) || bmcType=CsomeACh (main) || 113aa || [A0A353UR81] csoS4B || neonPurple3b

EI16_06325 Hydrogenovibrio MH-110 (Proteobacteria) || bmcType=CsomeACh (main) || 83aa || [Q75W35] csoS4B || neonPurple3b

Thicy_1560 Thiomicrospira DSM 14477 (Proteobacteria) || bmcType=CsomeACh (main) || 86aa || [F6DAY5] csoS4B || neonPurple3b

AMJ55_00230 unclassified-Gammaproteobacteria SG8_15 (Proteobacteria) || bmcType=CsomeACh (main) || 80aa || [A0A0S8AD12] csoS4B || neonPurple4

D779_1744 Imhoffiella AK35 (Proteobacteria) || bmcType=CsomeACh (main) || 79aa || [W9VXP3] csoS4B || neonPurple4

COA54_10050 unclassified-Thiotrichaceae (COA54) (Proteobacteria) || bmcType=CsomeACh (main) || 85aa || [A0A2A5G0V7] csoS4B || neonPurple4

Alvin_2745 Allochromatium ATCC 17899 (Proteobacteria) || bmcType=CsomeACh (main) || 87aa || [D3RQ43] csoS4B || neonPurple4

Tgr7_3198 Thioalkalivibrio HL-EbGR7 (Proteobacteria) || bmcType=CsomeACh (main) || 107aa || [B8GQP3] csoS4B || neonPurple5

TK90_0863 Thioalkalivibrio K90mix (Proteobacteria) || bmcType=CsomeACh (main) || 110aa || [D3SFZ8] csoS4B || neonPurple5

B1A74_07345 Thioalkalivibrio HL17 (Proteobacteria) || bmcType=CsomeACh (main) || 111aa || [A0A1V2ZYC8] csoS4B || neonPurple5

DD979_04375 unclassified-Gammaproteobacteria (DD979) (Proteobacteria) || bmcType=CsomeACh (main) || 86aa || [A0A357I867] csoS4B || neonPurple5

B2M20_09225 Nitrobacter Ab1 (Proteobacteria) || bmcType=CsomeACh (main) || 82aa || [A0A1V4HZ18] csoS4B || neonPurple5

Thpro_022345 Acidihalobacter V6 (Thpro) (Proteobacteria) || bmcType=CsomeACh (main) || 86aa || [A0A1A6C0L1] csoS4B || neonPurple5

SRAA_2312 Serpentinomonas A1 (Proteobacteria) || bmcType=CsomeACh (main) || 83aa || [A0A060NIZ0] csoS4B || neonPurple5

A2X71_05065 Thiobacillus GWE1_62_9 (Proteobacteria) || bmcType=CsomeACh (main) || 96aa || [A0A1G3XX51] csoS4B || neonPurple5

B7X87_12185 unclassified-Hydrogenophilales 17-64-34 (Proteobacteria) || bmcType=CsomeACh (main) || 81aa || [A0A259FEW9] csoS4B || neonPurple5

FERRO_08280 Ferrovum JA12 (Proteobacteria) || bmcType=CsomeACh (main) || 85aa || [A0A0R0LSY5] csoS4B || neonPurple5

B7X29_09060 Halothiobacillus 13-55-115 (Proteobacteria) || bmcType=CsomeACh (main) || 81aa || [A0A259RU80] csoS4B || neonPurple5

E1O_14070 unclassified-Burkholderiales GJ-E10 (Proteobacteria) || bmcType=CsomeACh (main) || 85aa || [A0A0A1H2I6] csoS4B || neonPurple5

FEMY_02310 Ferrovum Z-31 (Proteobacteria) || bmcType=CsomeACh (main) || 88aa || [A0A149W232] csoS4B || neonPurple5

AUR63_04750 Halothiobacillus XI15 (Proteobacteria) || bmcType=CsomeACh (main) || 82aa || [A0A0W1RR79] csoS4B || neonPurple5

B7X52_03815 unclassified-Thiotrichales 34-46-19 (Proteobacteria) || bmcType=CsomeACh (main) || 81aa || [A0A259KBI6] csoS4B || neonPurple5

SAMN02745225_01947 Ferrithrix DSM 19514 (Actinobacteria) || bmcType=CsomeACh (main) || 84aa || [A0A1M4XA15] csoS4B || neonPurple5

DKW60_00850 Leucothrix JCM 18388 (Proteobacteria) || bmcType=CsomeACh (main) || 85aa || [A0A317CQC6] csoS4B || neonPurple5

DD435_11695 unclassified-Cyanobacteria UBA8530 (Cyanobacteria) || bmcType=SPU3 (main) || 92aa || [A0A355UT20] || charcoal

BWY32_00440 unclassified-bacterium ADurb.Bin243 (unclassified Bacteria) || bmcType=SPUx (main) (omitted) || 95aa || [A0A1V5UQL9] || charcoal

BSK56_20965 Paenibacillus DSM 13188 (BSK56) (Firmicutes) || bmcType=UA (main) (omitted) || 92aa || [A0A1R0YC11] || charcoal

LY28_00115 Ruminiclostridium DSM 19573 (Firmicutes) || bmcType=incomplete (main) (omitted) || 91aa || [A0A318XQ86] || charcoal

CL478_05460 unclassified-Acidobacteria (CL478) (Acidobacteria) || bmcType=ACI (main) || 90aa || [A0A2E7AP00] || charcoal

OZSIB_0620 Ca.Ozemobacter sibiricus (Candidatus Riflebacteria) || bmcType=SPU7 (sat) || 106aa || [A0A367ZTV7] || charcoal

BWY66_02418 unclassified-bacterium ADurb.Bin374 (unclassified Bacteria) || bmcType=incomplete (sat) (omitted) || 102aa || [A0A1V5NJG8] || charcoal

BWY02_01351 unclassified-bacterium ADurb.Bin157 (unclassified Bacteria) || bmcType=SPU7 (sat) || 102aa || [A0A1V6AAT8] || charcoal

A2W80_10370 Ca.Riflebacteria GWC2_50_8 (Candidatus Riflebacteria) || bmcType=fragmented (sat) (omitted) || 102aa || [A0A1F7FLU3] || charcoal

Cabys_2350 Caldithrix LF13 (Calditrichaeota) || bmcType=fragmented (sat) (omitted) || 91aa || [H1XWQ8] || coolGrey0

A2W25_16365 Ca.Zixibacteria RBG_16_53_22 (candidate division Zixibacteria) || bmcType=fragmented (sat) (omitted) || 91aa || [A0A1F4YKX0] || coolGrey

CMJ90_15360 unclassified-Planctomycetes (CMJ90) (Planctomycetes) || bmcType=FRAG8 (sat) || 96aa || [A0A2D5BTR4] || coolGrey

CMJ83_13195 unclassified-Planctomycetes (CMJ83) (Planctomycetes) || bmcType=incomplete (sat) (omitted) || 130aa || [A0A2D6PWD3] || coolGrey

A2583_10275 unclassified-Bdellovibrionales RIFOXYD1_FULL_53_11 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 97aa || [A0A1F3XYZ8] || coolGrey

C0601_11695 unclassified-bacterium BM706 (unclassified Bacteria) || bmcType=SPU1 (main) || 95aa || [A0A2N5ZBI3] || coolGrey

A2008_00355 Ca.Wallbacteria GWC2_49_35 (Candidatus Wallbacteria) || bmcType=SPUx (main) (omitted) || 98aa || [A0A1F7WI40] || coolGrey

CMJ89_01435 unclassified-Planctomycetes (CMJ89) (Planctomycetes) || bmcType=MIC3 (sat) || 89aa || [A0A2D5AS25] || coolGrey

CMJ84_06190 unclassified-Planctomycetes (CMJ84) (Planctomycetes) || bmcType=MIC3 (sat) || 113aa || [A0A2D6HDH5] || coolGrey

CMJ87_09240 unclassified-Planctomycetes (CMJ87) (Planctomycetes) || bmcType=MIC3 (sat) || 108aa || [A0A2D5W9P3] || coolGrey

CMJ61_04885 unclassified-Planctomycetaceae (CMJ61) (Planctomycetes) || bmcType=MIC3 (sat) (omitted) || 100aa || [A0A2E9WNE6] || coolGrey

CMJ86_07330 unclassified-Planctomycetes (CMJ86) (Planctomycetes) || bmcType=MIC3 (sat) || 102aa || [A0A2D5XPS5] || coolGrey

A2Y64_07635 Ca.Coatesbacteria RBG_13_66_14 (Candidatus Coatesbacteria) || bmcType=incomplete (sat) (omitted) || 85aa || [A0A1F5EWH8] || coolGrey

AMJ46_05350 Ca.Latescibacteria DG_63 (Candidatus Latescibacteria) || bmcType=MIC7 (sat) || 99aa || [A0A0S7XDX1] || coolGrey

A2W00_06460 Ca.Eisenbacteria RBG_16_71_46 (Candidatus Eisenbacteria) || bmcType=MIC7 (main) || 89aa || [A0A1F5RLG6] || coolGrey

ABS52_13130 unclassified-Gemmatimonadetes SCN 70-22 (Gemmatimonadetes) || bmcType=FRAG8 (sat) || 98aa || [A0A1E4B6W7] || coolGrey

B6D57_01405 Ca.Coatesbacteria 4484_99 (Candidatus Coatesbacteria) || bmcType=fragmented (sat) (omitted) || 92aa || [A0A1W9S2A3] || coolGrey

AUJ18_08185 Ca.Hydrogenedentes CG1_02_42_14 (Candidatus Hydrogenedentes) || bmcType=FRAG7 (sat) || 98aa || [A0A1J4V5P4] || coolGrey

COS68_00290 unclassified-Elusimicrobia CG06_land_8_20_14_3_00_38_11 (Elusimicrobia) || bmcType=SPU1 (sat) || 99aa || [A0A2M7B2G6] || coolGrey

BWY64_03194 unclassified-bacterium ADurb.Bin363 (unclassified Bacteria) || bmcType=fragmented (sat) (omitted) || 98aa || [A0A1V5P9V8] || coolGrey

A3A86_01795 unclassified-Elusimicrobia RIFCSPLOWO2_01_FULL_60_11 (Elusimicrobia) || bmcType=SPU1 (main) || 98aa || [A0A1F9U861] || coolGrey

A3G85_08715 unclassified-Elusimicrobia RIFCSPLOWO2_12_FULL_39_28 (Elusimicrobia) || bmcType=SPU1 (main) || 98aa || [A0A1F9VD55] || coolGrey

A2636_01145 unclassified-Elusimicrobia RIFCSPHIGHO2_01_FULL_64_10 (Elusimicrobia) || bmcType=SPU1 (main) || 98aa || [A0A1F9TV92] || coolGrey

A3G41_02775 unclassified-Elusimicrobia RIFCSPLOWO2_12_FULL_59_9 (Elusimicrobia) || bmcType=SPU1 (main) || 97aa || [A0A1F9VG40] || coolGrey

CVU77_03385 unclassified-Elusimicrobia HGW-Elusimicrobia-1 (Elusimicrobia) || bmcType=SPU1 (main) || 98aa || [A0A2N2F1A1] || coolGrey

COZ15_04300 unclassified-Elusimicrobia CG_4_10_14_3_um_filter_49_12_50_7 (Elusimicrobia) || bmcType=SPU1 (main) || 97aa || [A0A2M7NX15] || coolGrey

DEB40_13850 unclassified-Elusimicrobia (DEB40) (Elusimicrobia) || bmcType=SPU1 (main) || 98aa || [A0A357WRK5] || coolGrey

A2506_02485 unclassified-Elusimicrobia RIFOXYD12_FULL_66_9 (Elusimicrobia) || bmcType=SPU1 (main) || 98aa || [A0A1F9YM63] || coolGrey

AUJ52_15130 unclassified-Elusimicrobia CG1_02_63_36 (Elusimicrobia) || bmcType=SPU1 (main) || 98aa || [A0A1J4SZ37] || coolGrey

COT17_01400 unclassified-Elusimicrobia CG08_land_8_20_14_0_20_51_18 (Elusimicrobia) || bmcType=SPU1 (sat) || 99aa || [A0A2H0ZB09] || coolGrey

A3J79_03125 unclassified-Elusimicrobia RIFOXYB2_FULL_62_6 (Elusimicrobia) || bmcType=SPU1 (main) || 98aa || [A0A1F9ZV96] || coolGrey

A2234_06370 unclassified-Elusimicrobia RIFOXYA2_FULL_58_8 (Elusimicrobia) || bmcType=SPU1 (main) || 95aa || [A0A1F9WQM0] || coolGrey

A2089_06600 unclassified-Elusimicrobia GWD2_63_28 (Elusimicrobia) || bmcType=SPU1 (main) || 94aa || [A0A1F9T201] || coolGrey

AMJ93_01205 unclassified-Anaerolineae SM23_84 (Chloroflexi) || bmcType=SPU3 (main) || 105aa || [A0A0S8KV46] || greenGrey

BWY10_01123 unclassified-Chloroflexi ADurb.Bin180 (Chloroflexi) || bmcType=UA (main) (omitted) || 106aa || [A0A1V5YII0] || greenGrey

CL610_13910 unclassified-Anaerolineaceae (CL610) (Chloroflexi) || bmcType=SPUx (sat) (omitted) || 92aa || [A0A2E0L1V4] || greenGrey

DDG58_11265 Ardenticatenia Nak82 (Chloroflexi) || bmcType=SPU3 (sat) || 91aa || [A0A2U2SB95] || greenGrey

CL608_17300 unclassified-Anaerolineaceae (CL608) (Chloroflexi) || bmcType=SPU3 (main) || 89aa || [A0A2E0ZEP9] || greenGrey

AUK03_09360 unclassified-Anaerolineae CG2_30_64_16 (Chloroflexi) || bmcType=SPU3 (sat) || 109aa || [A0A1J5ACP3] || greenGrey

A2Z37_05660 unclassified-Chloroflexi RBG_19FT_COMBO_62_14 (Chloroflexi) || bmcType=SPU3 (main) || 90aa || [A0A1F8TDW7] || greenGrey

A2135_04060 unclassified-Actinobacteria RBG_16_67_15 (Actinobacteria) || bmcType=SPU3 (main) || 98aa || [A0A1F2X662] || greenGrey

A2Y55_07455 unclassified-Actinobacteria RBG_16_68_12 (Actinobacteria) || bmcType=SPU3 (main) || 97aa || [A0A1F2Y1S3] || greenGrey

BMS3Bbin01_02820 unclassified-bacterium BMS3Bbin01 (unclassified Bacteria) || bmcType=SPU3 (main) || 94aa || [A0A2H6HB08] || greenGrey

A7982_04325 Minicystis DSM 24000 (Proteobacteria) || bmcType=SPU3 (main) || 92aa || [A0A1L6LB86] || greenGrey

CSA66_00950 unclassified-Proteobacteria (CSA66) (Proteobacteria) || bmcType=SPU3 (main) || 91aa || [A0A2G6J9Z9] || greenGrey

CVU56_13715 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-14 (Proteobacteria) || bmcType=SPU3 (main) || 91aa || [A0A2N2JIC6] || greenGrey

B7486_05375 unclassified-Cyanobacteria TDX16 (Cyanobacteria) || bmcType=SPU3 (main) || 91aa || [A0A254WV08] || greenGrey

BMS3Abin05_02086 unclassified-bacterium BMS3Abin05 (unclassified Bacteria) || bmcType=SPU3 (main) || 104aa || [A0A2H6EY99] || greenGrey

B6I21_07610 Ca.KSB1 4572_119 (candidate division KSB1) || bmcType=SPU3 (sat) || 90aa || [A0A1W9SDZ1] || greenGrey

CO151_13495 unclassified-bacterium CG_4_9_14_3_um_filter_65_15 (unclassified Bacteria) || bmcType=SPU3 (main) || 90aa || [A0A2M7YQB0] || greenGrey

DCZ95_09140 unclassified-Verrucomicrobia (DCZ95) (Verrucomicrobia) || bmcType=SPU3 (main) || 96aa || [A0A351WIG1] || greenGrey

BWY59_00578 unclassified-Verrucomicrobia ADurb.Bin345 (Verrucomicrobia) || bmcType=incomplete (sat) (omitted) || 88aa || [A0A1V5QHU5] || greenGrey

BWX54_01122 unclassified-Verrucomicrobia ADurb.Bin018 (Verrucomicrobia) || bmcType=SPU3 (main) || 91aa || [A0A1V6J4X0] || greenGrey

DMF56_26170 unclassified-Acidobacteria (DMF56) (Acidobacteria) || bmcType=SPU3 (main) || 83aa || [A0A2V7VWU7] || greenGrey

B7Z61_06610 unclassified-Acidobacteria 37-71-11 (Acidobacteria) || bmcType=SPU3 (main) || 88aa || [A0A257V7Y7] || greenGrey

BWX68_02292 unclassified-Verrucomicrobia ADurb.Bin063 (Verrucomicrobia) || bmcType=SPU3 (main) || 101aa || [A0A1V6GEQ4] || greenGrey

MROS_0096 Melioribacter JCM 17771 (Ignavibacteriae) || bmcType=MIC4 (main) || 93aa || [I6Z2G5] || greyBlue

A2X66_04860 unclassified-Ignavibacteriae GWA2_54_16 (Ignavibacteriae) || bmcType=MIC4 (sat) (omitted) || 92aa || [A0A1G0NS48] || greyBlue

B6D60_04895 Ca.KSB1 4484_87 (candidate division KSB1) || bmcType=MIC4 (main) || 92aa || [A0A1W9RRP3] || greyBlue

CMK16_17400 Ca.Poribacteria (CMK16) (Candidatus Poribacteria) || bmcType=FRAG2 (sat) || 93aa || [A0A2D9QYV4] || greyBlue

CMK14_15295 Ca.Poribacteria (CMK14) (Candidatus Poribacteria) || bmcType=FRAG2 (sat) || 101aa || [A0A2E0XKM5] || greyBlue

CMK11_10390 Ca.Poribacteria (CMK11) (Candidatus Poribacteria) || bmcType=FRAG2 (sat) || 91aa || [A0A2D6CY55] || greyBlue

BWZ10_02338 Ca.Sumerlaeota ADurb.BinA364 (Candidatus Sumerlaeota) || bmcType=FRAG6 (sat) || 113aa || [A0A1V5FSZ5] || greyBlue

BRCON_2540 Ca.Sumerlaea BY40 (Candidatus Sumerlaeota) || bmcType=FRAG6 (sat) || 109aa || [A0A2Z4Y9F5] || greyBlue

BWY12_01248 Ca.Sumerlaeota ADurb.Bin183 (Candidatus Sumerlaeota) || bmcType=FRAG6 (sat) || 99aa || [A0A1V5Y1Z1] || greyBlue

CVV27_03575 Ca.Melainabacteria HGW-Melainabacteria-1 (Candidatus Melainabacteria) || bmcType=SPU2 (main) || 93aa || [A0A2N1V1C6] || grey1

U27_02028 Ca.Vecturithrix UASB270 (Candidatus Modulibacteria) || bmcType=SPU2 (main) || 89aa || [A0A0S6W9S3] || grey1

CSB45_11125 Ca.Modulibacteria DOLZORAL124_49_17 (Candidatus Modulibacteria) || bmcType=SPU2 (main) || 92aa || [A0A2G6E454] || grey1

B0D92_03555 Spirochaeta LUC14_002_19_P3 (Spirochaetes) || bmcType=SPU2 (main) || 91aa || [A0A1W9N8X0] || grey1

A2Y31_00755 unclassified-Spirochaetes GWC2_52_13 (Spirochaetes) || bmcType=SPU2 (main) || 90aa || [A0A1G3MS76] || grey1

C0596_03000 unclassified-Marinilabiliales (C0596) (Bacteroidetes) || bmcType=SPU2 (main) || 87aa || [A0A2N5YZG0] || grey1

A2033_14470 unclassified-Bacteroidetes GWA2_31_9 (Bacteroidetes) || bmcType=SPU2 (main) || 92aa || [A0A1F3BUR9] || grey1

COX07_07185 unclassified-Bacteroidetes CG23_combo_of_CG06-09_8_20_14_all_32_9 (Bacteroidetes) || bmcType=SPU2 (sat) || 89aa || [A0A2H0B8V4] || grey1

CVT99_08205 unclassified-Bacteroidetes HGW-Bacteroidetes-16 (Bacteroidetes) || bmcType=SPU2 (main) || 89aa || [A0A2N2YN09] || grey1

CVU14_10245 unclassified-Bacteroidetes HGW-Bacteroidetes-9 (Bacteroidetes) || bmcType=SPU2 (main) || 90aa || [A0A2N2W0B4] || grey1

CVU65_04410 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-22 (Proteobacteria) || bmcType=SPU4 (main) || 103aa || [A0A2N2H2F5] || grey0

BWY41_01991 Ca.Atribacteria ADurb.Bin276 (Candidatus Atribacteria) || bmcType=SPU2 (main) || 94aa || [A0A1V5SJ53] || grey0

AMS17_12350 unclassified-Spirochaetes DG_61 (Spirochaetes) || bmcType=SPU2 (sat) || 92aa || [A0A0S7ZHF3] || grey0

A3I09_03780 unclassified-Deltaproteobacteria RIFCSPLOWO2_02_FULL_47_10 (Proteobacteria) || bmcType=SPU5 (main) || 92aa || [A0A1F9HXN6] || grey2

CL930_11985 unclassified-Deltaproteobacteria (CL930) (Proteobacteria) || bmcType=HO (main) || 97aa || [A0A2E2NT30] || grey2

CL916_04140 unclassified-Deltaproteobacteria (CL916) (Proteobacteria) || bmcType=HO (main) || 96aa || [A0A2D4SMM2] || grey2

CL928_09270 unclassified-Deltaproteobacteria (CL928) (Proteobacteria) || bmcType=HO (main) || 130aa || [A0A2E7MAE8] || grey2

A2X86_14115 unclassified-Bdellovibrionales GWA2_49_15 (Proteobacteria) || bmcType=SPU5 (main) || 95aa || [A0A1F3SRF8] || grey2

ACD_62C00094G0002 unclassified-metagenomic (ACD_62C00094G) (unclassified_metagenomic) || bmcType=incomplete (sat) (omitted) || 89aa || [K1ZSZ3] || grey2

A2284_13770 unclassified-Deltaproteobacteria RIFOXYA12_FULL_61_11 (Proteobacteria) || bmcType=HO (main) || 90aa || [A0A1F9M0P6] || grey2

S01H1_11070 unclassified-marine-sediment (S01H1) (unclassified_metagenomic) || bmcType=fragmented (sat) (omitted) || 88aa || [X0S689] || grey2

A2161_09210 Ca.Schekmanbacteria RBG_13_48_7 (Schekmanbacteria) || bmcType=incomplete (sat) (omitted) || 98aa || [A0A1F7RN39] || grey2

COB02_13545 Ca.Cloacimonetes (COB02) (Candidatus Cloacimonetes) || bmcType=SPU7 (sat) || 93aa || [A0A2A5ADP7] || grey2

CIB95_01725 Bacillus SA5d-4 (Firmicutes) || bmcType=SPU4 (main) || 89aa || [A0A263BX68] || grey2

BTR25_19550 Bacillus MRMR6 (Firmicutes) || bmcType=SPU4 (main) || 87aa || [A0A1Q9PMK1] || grey2

CR205_12320 Bacillus YSP-3 (Firmicutes) || bmcType=SPU4 (main) || 88aa || [A0A2W0H5W0] || grey2

CEE45_05345 Ca.Heimdallarchaeota B3-JM-08 (Candidatus Heimdallarchaeota) || bmcType=SPUx (main) (omitted) || 95aa || [A0A2U3CHY0] || grey2

C6I21_05220 Bacillus BZ-SZ-XJ18 (Firmicutes) || bmcType=SPU4 (main) || 88aa || [A0A2P6MIU7] || grey2

SD71_05095 Cohnella kolymensis (Firmicutes) || bmcType=SPU4 (main) || 88aa || [A0A0C2UX50] || grey2

CHK_3039 Catabacter ABBA15k (Firmicutes) || bmcType=SPU4 (main) || 95aa || [A0A0M2NER3] || grey2

ANACOL_01077 Anaerotruncus DSM 17241 (Firmicutes) || bmcType=SPU4 (main) || 95aa || [B0P8I8] || grey2

DBX46_00385 unclassified-Clostridiales R-7 (DBX46) (Firmicutes) || bmcType=SPU4 (main) || 102aa || [A0A2V2DW54] || grey2

DCY10_06250 unclassified-Clostridiales R-7 (DCY10) (Firmicutes) || bmcType=SPU4 (main) || 128aa || [A0A350UD38] || grey2

CVV04_01520 unclassified-Firmicutes HGW-Firmicutes-9 (Firmicutes) || bmcType=SPU4 (main) || 96aa || [A0A2N2A646] || grey2

DEB31_06350 unclassified-Clostridiales R-7 (DEB31) (Firmicutes) || bmcType=SPU4 (main) || 96aa || [A0A358ASA1] || grey2

BGO78_11125 unclassified-Chloroflexi 44-23 (Chloroflexi) || bmcType=SPU6 (main) || 89aa || [A0A1M3KEC7] || silver1

CVU45_06660 unclassified-Chloroflexi HGW-Chloroflexi-7 (Chloroflexi) || bmcType=SPU6 (sat) || 89aa || [A0A2N2M6N7] || silver1

Pelsub_P0758 Pelolinea DSM 23923 (Pelsub_P) (Chloroflexi) || bmcType=SPU6 (main) || 90aa || [A0A347ZQF0] || silver1

CVU43_00480 unclassified-Chloroflexi HGW-Chloroflexi-5 (Chloroflexi) || bmcType=SPU6 (main) || 93aa || [A0A2N2NC87] || silver1

CL609_24840 unclassified-Anaerolineaceae (CL609) (Chloroflexi) || bmcType=SPU6 (main) || 92aa || [A0A2E0V2A1] || silver1

A3B70_07195 unclassified-Deltaproteobacteria RIFCSPHIGHO2_02_FULL_40_11 (Proteobacteria) || bmcType=HO (main) || 87aa || [A0A1F9F3M3] || silver1

A3D19_03180 unclassified-Deltaproteobacteria RIFCSPHIGHO2_02_FULL_38_15 (Proteobacteria) || bmcType=HO (main) || 95aa || [A0A1F9E5M2] || silver1

DC049_01135 unclassified-Spirochaetia (DC049) (Spirochaetes) || bmcType=FRAG2 (sat) || 89aa || [A0A352VU69] || silver1

CSB49_03935 unclassified-Proteobacteria (CSB49) (Proteobacteria) || bmcType=HO (sat) || 101aa || [A0A2G6CMI2] || silver2

DI536_10275 Archangium gephyra (Proteobacteria) || bmcType=HO (sat) || 93aa || [A0A2W5TSX8] || silver2

BWX66_01707 unclassified-Deltaproteobacteria ADurb.Bin058 (Proteobacteria) || bmcType=HO (sat) || 97aa || [A0A1V6HAC3] || silver2

AUK47_13095 unclassified-Deltaproteobacteria CG2_30_63_29 (Proteobacteria) || bmcType=HO (sat) || 98aa || [A0A1J5E1A5] || silver2

CMH54_07155 unclassified-Myxococcales (CMH54) (Proteobacteria) || bmcType=HO (sat) || 91aa || [A0A2E8RYS6] || silver2

CMH53_01300 unclassified-Myxococcales (CMH53) (Proteobacteria) || bmcType=HO (sat) || 94aa || [A0A2E7ZQ98] || silver2

Hoch_4426 Haliangium DSM 14365 (Proteobacteria) || bmcType=HO (sat) || 127aa || [D0LNL5] HO-P2 || silver2

A2289_27220 unclassified-Deltaproteobacteria RIFOXYA12_FULL_58_15 (Proteobacteria) || bmcType=HO (sat) || 93aa || [A0A1F9KVR3] || silver2

CMH58_02640 unclassified-Myxococcales (CMH58) (Proteobacteria) || bmcType=HO (sat) || 83aa || [A0A2E4WZ47] || silver2

A2Z04_02200 unclassified-Chloroflexi RBG_16_57_9 (Chloroflexi) || bmcType=UA (main) (omitted) || 92aa || [A0A1F8R8I8] || silver3

CMH56_08950 unclassified-Myxococcales (CMH56) (Proteobacteria) || bmcType=HO (sat) || 140aa || [A0A2E6VTN7] || silver3

COW36_14680 Ca.Blackallbacteria CG17_big_fil_post_rev_8_21_14_2_50_48_46 (Candidatus Blackallbacteria) || bmcType=FRAG2 (sat) || 95aa || [A0A2M7G2D1] || silver3

A3F84_05280 Ca.Handelsmanbacteria RIFCSPLOWO2_12_FULL_64_10 (Candidatus Handelsmanbacteria) || bmcType=MUF2 (main) || 91aa || [A0A1F6CB48] || silver3

AUJ96_09375 unclassified-Armatimonadetes CG2_30_66_41 (Armatimonadetes) || bmcType=MUF2 (main) || 113aa || [A0A1J5B6I4] || silver3

B1H02_00585 Ca.Latescibacteria 4484_107 (Candidatus Latescibacteria) || bmcType=FRAG2 (sat) || 94aa || [A0A1V4R2E7] || silver3

BWY83_02749 unclassified-bacterium ADurb.Bin478 (unclassified Bacteria) || bmcType=fragmented (sat) (omitted) || 99aa || [A0A1V5KEZ6] || silver3

BWY06_01660 Ca.Latescibacteria ADurb.Bin168 (Candidatus Latescibacteria) || bmcType=fragmented (main) (omitted) || 99aa || [A0A1V5ZH77] || silver3

CME26_03700 unclassified-Gemmatimonadetes (CME26) (Gemmatimonadetes) || bmcType=MUF2 (main) || 90aa || [A0A2E6HY41] || silver3

CME21_06815 unclassified-Gemmatimonadetes (CME21) (Gemmatimonadetes) || bmcType=MUF2 (main) || 116aa || [A0A2E4MUJ2] || silver3

CME25_02805 unclassified-Gemmatimonadetes (CME25) (Gemmatimonadetes) || bmcType=MUF2 (main) || 95aa || [A0A2E3IX99] || silver3

CME04_14160 unclassified-Gemmatimonadaceae (CME04) (Gemmatimonadetes) || bmcType=MUF2 (main) || 103aa || [A0A2E8H6I6] || silver3

CME20_01475 unclassified-Gemmatimonadetes (CME20) (Gemmatimonadetes) || bmcType=MUF2 (main) || 85aa || [A0A2E7JHM7] || silver3

CME13_09800 unclassified-Gemmatimonadetes (CME13) (Gemmatimonadetes) || bmcType=MUF2 (main) || 92aa || [A0A2E9MEW3] || silver3

CME10_03380 unclassified-Gemmatimonadetes (CME10) (Gemmatimonadetes) || bmcType=MUF2 (main) || 79aa || [A0A2D8U925] || silver3

B7X11_02410 unclassified-Acidobacteria 37-65-4 (Acidobacteria) || bmcType=ACI (sat) || 100aa || [A0A257V655] || reddishGrey1

DMF61_13190 unclassified-Blastocatellia AA13 (Acidobacteria) || bmcType=ACI (sat) || 93aa || [A0A321LGP9] || reddishGrey1

DMF63_02850 unclassified-Acidobacteria (DMF63) (Acidobacteria) || bmcType=ACI (main) || 90aa || [A0A2V8SZ89] || reddishGrey1

DMF67_11895 unclassified-Acidobacteria (DMF67) (Acidobacteria) || bmcType=ACI (main) || 139aa || [A0A2V8RD39] || reddishGrey1

DMF76_23620 unclassified-Acidobacteria (DMF76) (Acidobacteria) || bmcType=ACI (main) || 134aa || [A0A2V8P2Q8] || reddishGrey1

HMPREF0980_02494 Dorea D27 (Firmicutes) || bmcType=SPU4 (main) || 98aa || [A0A0K9NCC4] || reddishGrey1

CMN58_00900 unclassified-Solibacterales (CMN58) (Acidobacteria) || bmcType=ACI (main) || 119aa || [A0A2E5FJ38] || reddishGrey1

DMG15_19960 unclassified-Acidobacteria (DMG15) (Acidobacteria) || bmcType=ACI (main) || 96aa || [A0A2V8KC85] || reddishGrey1

DEH78_16980 unclassified-Solibacterales (DEH78) (Acidobacteria) || bmcType=ACI (main) || 91aa || [A0A359LY55] || reddishGrey1

DMG27_07860 unclassified-Acidobacteria (DMG27) (Acidobacteria) || bmcType=ACI (main) || 90aa || [A0A2V9L0I9] || reddishGrey1

DMG06_03685 unclassified-Acidobacteria (DMG06) (Acidobacteria) || bmcType=ACI (main) || 102aa || [A0A2V9MTV6] || reddishGrey1

A3J29_00990 unclassified-Acidobacteria RIFCSPLOWO2_12_FULL_67_14b (Acidobacteria) || bmcType=ACI (main) || 90aa || [A0A1F2UTX4] || reddishGrey2

CL484_07700 unclassified-Acidobacteria (CL484) (Acidobacteria) || bmcType=ACI (main) || 92aa || [A0A2E7BK03] || reddishGrey2

CL489_07820 unclassified-Acidobacteria (CL489) (Acidobacteria) || bmcType=ACI (main) || 89aa || [A0A2E4W756] || reddishGrey2

CL486_06980 unclassified-Acidobacteria (CL486) (Acidobacteria) || bmcType=ACI (main) || 88aa || [A0A2E6NJ57] || reddishGrey2

DMF90_16185 unclassified-Acidobacteria (DMF90) (Acidobacteria) || bmcType=ACI (main) || 94aa || [A0A2V8E436] || reddishGrey2

LuPra_00622 Luteitalea DSM 100886 (Acidobacteria) || bmcType=ACI (main) || 93aa || [A0A143PI43] || reddishGrey2

ABS36_03095 unclassified-Acidobacteria SCN 69-37 (Acidobacteria) || bmcType=ACI (main) || 139aa || [A0A1E3YN84] || reddishGrey2

A3G21_04975 unclassified-Acidobacteria RIFCSPLOWO2_12_FULL_66_21 (Acidobacteria) || bmcType=ACI (main) || 102aa || [A0A1F2TCV5] || reddishGrey2

DMF77_03610 unclassified-Acidobacteria (DMF77) (Acidobacteria) || bmcType=ACI (main) || 90aa || [A0A2V7XDP4] || reddishGrey2

DMF80_15865 unclassified-Acidobacteria (DMF80) (Acidobacteria) || bmcType=ACI (main) || 90aa || [A0A2V7UT99] || reddishGrey2

C5Y83_26305 Blastopirellula Hex-1 MGV (C5Y83) (Planctomycetes) || bmcType=PVM (main) || 86aa || [A0A2S8FBN0] pvmK || slate1

CMJ73_07610 unclassified-Planctomycetaceae (CMJ73) (Planctomycetes) || bmcType=PVM (main) || 86aa || [A0A2E2Y573] pvmK || slate1

CMJ79_11200 unclassified-Planctomycetaceae (CMJ79) (Planctomycetes) || bmcType=PVM (main) || 85aa || [A0A2E6MZ53] pvmK || slate1

A2W31_16540 unclassified-Planctomycetes RBG_16_64_10 (Planctomycetes) || bmcType=PVM (main) || 85aa || [A0A1G2ZY68] pvmK || slate1

CMJ77_20395 unclassified-Planctomycetaceae (CMJ77) (Planctomycetes) || bmcType=PVM (main) || 88aa || [A0A2E7ER66] pvmK || slate1

CMJ80_09185 unclassified-Planctomycetaceae (CMJ80) (Planctomycetes) || bmcType=PVM (main) || 91aa || [A0A2E6AHG2] pvmK || slate1

CMJ70_00605 unclassified-Planctomycetaceae (CMJ70) (Planctomycetes) || bmcType=PVM (main) || 85aa || [A0A2E7L0N6] pvmK || slate1

CMM04_15065 Rhodopirellula (CMM04) (Planctomycetes) || bmcType=PVM (main) || 86aa || [A0A2E4MB31] pvmK || slate1

CKO51_30790 Rhodopirellula SM50 (Planctomycetes) || bmcType=PVM (main) || 88aa || [A0A2A2W3Y1] pvmK || slate1

CBD74_11240 unclassified-Saprospirales TMED214 (Bacteroidetes) || bmcType=PVM (main) || 84aa || [A0A1Z9NES2] pvmK || slate1

RSSM_03142 Rhodopirellula SM41 (Planctomycetes) || bmcType=PVM (sat) || 84aa || [M5UC28] pvmK || slate1

RBSWK_03756 Rhodopirellula SWK14 (Planctomycetes) || bmcType=PVM (main) || 123aa || [L7CGX5] pvmK || slate1

CMJ65_07945 unclassified-Planctomycetaceae (CMJ65) (Planctomycetes) || bmcType=PVM (main) || 85aa || [A0A2E8FGM3] pvmK || slate1

CMJ69_15520 unclassified-Planctomycetaceae (CMJ69) (Planctomycetes) || bmcType=PVM (main) || 85aa || [A0A2E7S0W7] pvmK || slate1

CMJ64_06820 unclassified-Planctomycetaceae (CMJ64) (Planctomycetes) || bmcType=PVM (main) || 84aa || [A0A2E8CZB0] pvmK || slate1

Psta_3285 Pirellula ATCC 27377 (Planctomycetes) || bmcType=PVM (main) || 85aa || [D2QXA9] pvmK || slate1

BWX88_00261 unclassified-Planctomycetes ADurb.Bin126 (Planctomycetes) || bmcType=PVM (main) || 84aa || [A0A1V6DDT8] pvmK || slate1

LCGC14_0303980 unclassified-marine-sediment (LCGC14) (unclassified_metagenomic) || bmcType=PVM (main) || 86aa || [A0A0F9WVL7] pvmK || slate1

DD670_17660 unclassified-Planctomycetaceae (DD670) (Planctomycetes) || bmcType=PVM (sat) || 89aa || [A0A356ETY7] pvmK || slate0

A2V70_10820 unclassified-Planctomycetes RBG_13_63_9 (Planctomycetes) || bmcType=PVM (main) || 85aa || [A0A1G2ZEF9] pvmK || slate0

VN12_07460 Pirellula SH-Sr6A (Planctomycetes) || bmcType=PVM (main) || 86aa || [A0A142XYU8] pvmK || slate0

VT03_30175 Planctomyces SH-PL14 (Planctomycetes) || bmcType=PVM (main) || 85aa || [A0A142X723] pvmK || slate2

DC048_09290 unclassified-Planctomycetaceae (DC048) (Planctomycetes) || bmcType=PVM (main) || 86aa || [A0A352DWP7] pvmK || slate2

CK530_09205 unclassified-Planctomycetaceae (CK530) (Planctomycetes) || bmcType=PVM (main) || 88aa || [A0A2G4ITG9] pvmK || slate2

CMJ66_05245 unclassified-Planctomycetaceae (CMJ66) (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A2E8KJU2] pvmK || slate2

B7Z55_08395 unclassified-Planctomycetales 12-60-4 (Planctomycetes) || bmcType=incomplete (sat) (omitted) || 84aa || [A0A257WC03] || slate2

Plim_1750 Planctopirus ATCC 43296 (Planctomycetes) || bmcType=PVM (main) || 85aa || [D5SXL3] pvmK || slate2

HRbin36_00872 unclassified-bacterium HR36 (unclassified Bacteria) || bmcType=PVM (main) || 84aa || [A0A2H6ACT4] pvmK || slate2

CMJ78_25620 unclassified-Planctomycetaceae (CMJ78) (Planctomycetes) || bmcType=PVM (main) || 85aa || [A0A2E7DAJ6] pvmK || slate2

SAMN05421753_103233 Planctomicrobium piriforme (Planctomycetes) || bmcType=PVM (main) || 86aa || [A0A1I3DH51] pvmK || slate2

CME21_21905 unclassified-Gemmatimonadetes (CME21) (Gemmatimonadetes) || bmcType=PVM (main) || 85aa || [A0A2E4N2Z4] pvmK || slate2

CMJ20_08910 unclassified-Phycisphaeraceae (CMJ20) (Planctomycetes) || bmcType=PVM (main) || 85aa || [A0A2E5G5D3] pvmK || slate2

CMJ19_11490 unclassified-Phycisphaeraceae (CMJ19) (Planctomycetes) || bmcType=PVM (main) || 84aa || [A0A2E2B2J2] pvmK || slate2

CME32_29115 Gimesia (CME32) (Planctomycetes) || bmcType=PVM (main) || 94aa || [A0A2E7KKL2] pvmK || slate2

CMJ58_17870 unclassified-Planctomycetaceae (CMJ58) (Planctomycetes) || bmcType=PVM (main) || 85aa || [A0A2E0X606] pvmK || slate2

Fuma_03488 Fuerstia marisgermanicae (Planctomycetes) || bmcType=PVM (main) || 85aa || [A0A1P8WII3] pvmK || slate2

DCX79_21000 unclassified-Planctomycetaceae (DCX79) (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A352L177] pvmK || slate2

DDY91_04370 unclassified-Planctomycetaceae (DDY91) (Planctomycetes) || bmcType=PVM (main) || 85aa || [A0A353Z773] pvmK || slate2

Plabr_4080 Rubinisphaera ATCC 49424 (Planctomycetes) || bmcType=PVM (main) || 84aa || [F0SGQ2] pvmK || slate2

DDY78_11165 unclassified-Planctomycetales (DDY78) (Planctomycetes) || bmcType=PVM (main) || 85aa || [A0A354GQW1] pvmK || slate2

CK551_01350 unclassified-Planctomycetaceae (CK551) (Planctomycetes) || bmcType=PVM (main) || 84aa || [A0A2G4FRX5] pvmK || slate2

CBB70_13165 unclassified-Planctomycetaceae TMED10 (Planctomycetes) || bmcType=PVM (main) || 86aa || [A0A1Z8MRH0] pvmK || slate2

Isop_1631 Isosphaera ATCC 43644 (Planctomycetes) || bmcType=PVM (main) || 101aa || [E8R088] pvmK || slate2

BGO49_00275 unclassified-Planctomycetales 26207 (Planctomycetes) || bmcType=PVM (main) || 85aa || [A0A1U7GHD1] pvmK || slate2

BSF38_04539 Paludisphaera borealis (Planctomycetes) || bmcType=PVM (main) || 85aa || [A0A1U7CVM9] pvmK || slate2

DB354_06195 Opitutus ER46 (Verrucomicrobia) || bmcType=PVM (main) || 91aa || [A0A2T6D606] pvmK || slate3

B9S32_08645 unclassified-Verrucomicrobia Tous-C9LFEB (Verrucomicrobia) || bmcType=PVM (main) || 89aa || [A0A2A2R4R3] pvmK || slate3

CAK85_00845 unclassified-Spartobacteria AMD-G5 (Verrucomicrobia) || bmcType=PVM (main) || 87aa || [A0A2A2Y135] pvmK || slate3

B9S33_13735 Pedosphaera Tous-C6FEB (Verrucomicrobia) || bmcType=PVM (main) || 92aa || [A0A2A2RKK0] pvmK || slate3

SBA5_100023 Ca.Sulfotelmatomonas gaucii (Acidobacteria) || bmcType=PVM (main) || 108aa || [A0A2N9L271] pvmK || slate3

CMO43_12080 unclassified-Verrucomicrobiales (CMO43) (Verrucomicrobia) || bmcType=PVM (main) || 92aa || [A0A2D5WIN4] pvmK || slate3

CMI64_02380 Pedosphaera (CMI64) (Verrucomicrobia) || bmcType=PVM (main) || 92aa || [A0A2D5VWS1] pvmK || slate3

BHW65_08300 unclassified-Verrucomicrobia CAG:312_58_20 (Verrucomicrobia) || bmcType=PVM (main) || 86aa || [A0A1Q6UHW7] pvmK || slate3

CMN02_03400 Roseibacillus (CMN02) (Verrucomicrobia) || bmcType=PVM (main) || 86aa || [A0A2E3N6C8] pvmK || slate3

CAK88_05510 unclassified-Verrucomicrobiae AMD-G2 (Verrucomicrobia) || bmcType=PVM (main) || 104aa || [A0A2A2YCD7] pvmK || slate3

CK548_03905 unclassified-Opitutae (CK548) (Verrucomicrobia) || bmcType=PVM (main) || 89aa || [A0A2G4GER3] pvmK || slate3

DEA16_05405 unclassified-Opitutae (DEA16) (Verrucomicrobia) || bmcType=PVM (sat) || 84aa || [A0A357FVL3] pvmK || slate3

VDG1235_4401 unclassified-Verrucomicrobiae DG1235 (Verrucomicrobia) || bmcType=PVM (main) || 86aa || [B5JM34] pvmK || slate3

GALL_97330 unclassified-mine-drainage (GALL) (unclassified_metagenomic) || bmcType=PVM (main) || 88aa || [A0A1J5SW25] pvmK || slate3

Ga0100231_13425 unclassified-Opitutaceae TAV4 (Verrucomicrobia) || bmcType=PVM (main) (omitted) || 88aa || [A0A1B7GI61] || slate3

AW736_22395 unclassified-Opitutaceae TSB47 (Verrucomicrobia) || bmcType=PVM (main) || 91aa || [A0A178IC10] pvmK || slate3

CKA38_05710 Ereboglobus luteus (Verrucomicrobia) || bmcType=PVM (main) || 90aa || [A0A2U8E1S6] pvmK || slate3

BWY92_01239 unclassified-Firmicutes ADurb.BinA052 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 96aa || [A0A1V5J045] || battleshipGrey

DFR58_106176 Anaerobacterium DSM 27016 (Firmicutes) || bmcType=SPU4 (main) || 90aa || [A0A369BC20] || battleshipGrey

CVV64_18010 Ca.Wallbacteria HGW-Wallbacteria-1 (Candidatus Wallbacteria) || bmcType=SPU7 (main) || 94aa || [A0A2N1PJX0] || battleshipGrey

KQ78_01069 Ca.Izimaplasma HR2 (Tenericutes) || bmcType=SPU4 (main) || 98aa || [A0A094J2L4] || battleshipGrey

DC013_01680 unclassified-Ruminococcaceae (DC013) (Firmicutes) || bmcType=SPUx (main) (omitted) || 88aa || [A0A352I3R7] || battleshipGrey

A2W25_16375 Ca.Zixibacteria RBG_16_53_22 (candidate division Zixibacteria) || bmcType=fragmented (sat) (omitted) || 103aa || [A0A1F4YIW0] || battleshipGrey

A3G34_10835 Ca.Lindowbacteria RIFCSPLOWO2_12_FULL_62_27 (Candidatus Lindowbacteria) || bmcType=fragmented (sat) (omitted) || 122aa || [A0A1F6LMI5] || battleshipGrey

DDW14_00485 unclassified-Spirochaetaceae (DDW14) (Spirochaetes) || bmcType=SPU6 (main) || 96aa || [A0A352ZA41] || battleshipGrey

AC812_11635 Bellilinea GOMI-1 (Chloroflexi) || bmcType=incomplete (sat) (omitted) || 97aa || [A0A0P6XGP9] || battleshipGrey

A2Y54_00160 unclassified-Chloroflexi RBG_16_51_16 (Chloroflexi) || bmcType=SPU6 (main) || 96aa || [A0A1F8PJ08] || battleshipGrey

COS37_03860 unclassified-Anaerolineae CG03_land_8_20_14_0_80_58_20 (Chloroflexi) || bmcType=SPU6 (sat) || 96aa || [A0A2M7CMV1] || battleshipGrey

AUJ47_05695 Ca.Marinimicrobia CG1_02_48_14 (Candidatus Marinimicrobia) || bmcType=FRAG4 (sat) || 95aa || [A0A1J4XQA0] || battleshipGrey

CME06_08580 unclassified-Gemmatimonadetes (CME06) (Gemmatimonadetes) || bmcType=FRAG8 (sat) || 100aa || [A0A2D5ZMW1] || battleshipGrey

A3G43_11355 unclassified-Ignavibacteria RIFCSPLOWO2_12_FULL_56_21 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 93aa || [A0A1G0SSI5] || battleshipGrey

AUI33_18245 unclassified-Ignavibacteria 13_1_40CM_2_61_4 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 91aa || [A0A1Q7R1X8] || battleshipGrey

JGI2_00424 Ca.Kryptobacter (JGI2) (Candidatus Kryptonia) || bmcType=incomplete (sat) (omitted) || 93aa || [A0A0S4NF65] || battleshipGrey

CL946_10180 unclassified-Ectothiorhodospiraceae (CL946) (Proteobacteria) || bmcType=FRAG1 (sat) || 101aa || [A0A2E0UL82] || battleshipGrey

HY22_03740 Chlorobium GBChlB (Chlorobi) || bmcType=FRAG1 (sat) || 94aa || [A0A081SI61] || battleshipGrey

Ctha_1538 Chloroherpeton ATCC 35110 (Chlorobi) || bmcType=FRAG1 (sat) || 97aa || [B3QS52] || battleshipGrey

COV99_09000 unclassified-Bacteroidetes CG12_big_fil_rev_8_21_14_0_65_60_17 (Bacteroidetes) || bmcType=FRAG1 (sat) || 117aa || [A0A2H0JRJ5] || battleshipGrey

BSZ36_02660 Rubricoccus SG-29 (Rhodothermaeota) || bmcType=FRAG1 (sat) || 103aa || [A0A259TWA0] || battleshipGrey

BSZ37_11770 Rubrivirga SAORIC-28 (Rhodothermaeota) || bmcType=FRAG1 (sat) || 102aa || [A0A271J2X3] || battleshipGrey

CMF23_08920 unclassified-Ignavibacteriae (CMF23) (Ignavibacteriae) || bmcType=FRAG1 (sat) || 93aa || [A0A2E0W2W5] || battleshipGrey

CR986_08955 unclassified-Ignavibacteriae (CR986) (Ignavibacteriae) || bmcType=FRAG1 (sat) || 94aa || [A0A2G6E5U3] || battleshipGrey

A2V66_01045 unclassified-Ignavibacteria RBG_13_36_8 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 92aa || [A0A1G0R322] || battleshipGrey

ASZ90_003691 unclassified-metagenomic (ASZ90) (unclassified_metagenomic) || bmcType=FRAG1 (sat) || 95aa || [A0A0W8FZY2] || battleshipGrey

A2299_13100 unclassified-Ignavibacteria RIFOXYB2_FULL_37_11 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 92aa || [A0A1G0VGS4] || battleshipGrey

APF79_06190 unclassified-bacterium BRH_c32 (unclassified Bacteria) || bmcType=FRAG1 (sat) || 91aa || [A0A101VQ16] || battleshipGrey

MROS_1787 Melioribacter JCM 17771 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 95aa || [I7A566] || battleshipGrey

CVV23_00035 unclassified-Ignavibacteriae HGW-Ignavibacteriae-2 (Ignavibacteriae) || bmcType=UA (sat) (omitted) || 103aa || [A0A2N1W0M7] || battleshipGrey

COW08_00215 unclassified-Ignavibacteriales CG12_big_fil_rev_8_21_14_0_65_30_8 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 91aa || [A0A2M7I581] || battleshipGrey

AUJ54_12445 unclassified-Ignavibacteria CG1_02_37_35 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 94aa || [A0A1J4TUW2] || battleshipGrey

DD435_11700 unclassified-Cyanobacteria UBA8530 (Cyanobacteria) || bmcType=SPU3 (main) || 93aa || [A0A355UUD5] || dandelion0

C0601_11700 unclassified-bacterium BM706 (unclassified Bacteria) || bmcType=SPU1 (main) || 97aa || [A0A2N5ZBH2] || orange1a

AUJ47_03600 Ca.Marinimicrobia CG1_02_48_14 (Candidatus Marinimicrobia) || bmcType=FRAG4 (sat) || 96aa || [A0A1J4XUD5] || orange1a

COV99_05605 unclassified-Bacteroidetes CG12_big_fil_rev_8_21_14_0_65_60_17 (Bacteroidetes) || bmcType=FRAG1 (sat) || 92aa || [A0A2H0JUB9] || orange1a

BSZ36_14630 Rubricoccus SG-29 (Rhodothermaeota) || bmcType=FRAG1 (sat) || 91aa || [A0A259U2P3] || orange1a

Ctha_2618 Chloroherpeton ATCC 35110 (Chlorobi) || bmcType=FRAG1 (sat) || 97aa || [B3QYA1] || orange1a

HY22_07265 Chlorobium GBChlB (Chlorobi) || bmcType=FRAG1 (sat) || 100aa || [A0A081SGL2] || orange1a

B6D60_04900 Ca.KSB1 4484_87 (candidate division KSB1) || bmcType=MIC4 (main) || 87aa || [A0A1W9RR32] || orange1a

MROS_0097 Melioribacter JCM 17771 (Ignavibacteriae) || bmcType=MIC4 (main) || 85aa || [I7A034] || orange1a

A3G43_13160 unclassified-Ignavibacteria RIFCSPLOWO2_12_FULL_56_21 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 92aa || [A0A1G0SGG0] || orange1a

JGI20_00465 Ca.Kryptobacter (JGI20) (Candidatus Kryptonia) || bmcType=FRAG1 (sat) || 89aa || [A0A0P1L9Q7] || orange1a

CL946_04445 unclassified-Ectothiorhodospiraceae (CL946) (Proteobacteria) || bmcType=FRAG1 (sat) || 99aa || [A0A2E0UI01] || orange1a

A2057_13840 unclassified-Ignavibacteria GWA2_35_9 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 89aa || [A0A1G0P9C5] || orange1a

BMS3Abin04_01146 unclassified-bacterium BMS3Abin04 (unclassified Bacteria) || bmcType=FRAG1 (sat) || 90aa || [A0A2H6ELS7] || orange1a

CMJ90_15355 unclassified-Planctomycetes (CMJ90) (Planctomycetes) || bmcType=FRAG8 (sat) || 96aa || [A0A2D5BTQ2] || orange1a

CMJ83_13200 unclassified-Planctomycetes (CMJ83) (Planctomycetes) || bmcType=incomplete (sat) (omitted) || 100aa || [A0A2D6PWE4] || orange1a

BWY12_01249 Ca.Sumerlaeota ADurb.Bin183 (Candidatus Sumerlaeota) || bmcType=FRAG6 (sat) || 90aa || [A0A1V5Y1S6] || orange1a

BRCON_1041 Ca.Sumerlaea BY40 (Candidatus Sumerlaeota) || bmcType=FRAG6 (sat) || 91aa || [A0A2Z4Y4L4] || orange1a

BWZ10_02337 Ca.Sumerlaeota ADurb.BinA364 (Candidatus Sumerlaeota) || bmcType=FRAG6 (sat) || 115aa || [A0A1V5FSU7] || orange1a

CMK11_10395 Ca.Poribacteria (CMK11) (Candidatus Poribacteria) || bmcType=FRAG2 (sat) || 102aa || [A0A2D6CY53] || orange1a

CVU65_04390 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-22 (Proteobacteria) || bmcType=SPU4 (main) || 124aa || [A0A2N2H2B0] || orange1a

CMK10_09065 Ca.Poribacteria (CMK10) (Candidatus Poribacteria) || bmcType=FRAG2 (sat) || 94aa || [A0A2D6S3S4] || orange1a

CMK14_15290 Ca.Poribacteria (CMK14) (Candidatus Poribacteria) || bmcType=FRAG2 (sat) || 91aa || [A0A2E0XKP9] || orange1a

BWY10_01124 unclassified-Chloroflexi ADurb.Bin180 (Chloroflexi) || bmcType=UA (main) (omitted) || 101aa || [A0A1V5YIS4] || orange1b

DFR58_106175 Anaerobacterium DSM 27016 (Firmicutes) || bmcType=SPU4 (main) || 89aa || [A0A369BBQ8] || orange1b

KQ78_01068 Ca.Izimaplasma HR2 (Tenericutes) || bmcType=SPU4 (main) || 88aa || [A0A094IGA0] || orange1b

HMPREF0980_02493 Dorea D27 (Firmicutes) || bmcType=SPU4 (main) || 88aa || [A0A0K9NA31] || orange1b

DC013_01685 unclassified-Ruminococcaceae (DC013) (Firmicutes) || bmcType=SPUx (main) (omitted) || 88aa || [A0A352I3R8] || orange1b

AUJ96_09370 unclassified-Armatimonadetes CG2_30_66_41 (Armatimonadetes) || bmcType=MUF2 (main) || 96aa || [A0A1J5B6J2] || orange1b

BWK68_00300 unclassified-Elusimicrobia A5 (Elusimicrobia) || bmcType=incomplete (sat) (omitted) || 94aa || [A0A1W9LII3] || orange1b

AUJ18_08190 Ca.Hydrogenedentes CG1_02_42_14 (Candidatus Hydrogenedentes) || bmcType=FRAG7 (sat) || 94aa || [A0A1J4V0Y4] || orange1b

COS41_02155 unclassified-Elusimicrobia CG03_land_8_20_14_0_80_50_18 (Elusimicrobia) || bmcType=SPU1 (main) || 131aa || [A0A2M7C751] || orange1b

BWY64_03193 unclassified-bacterium ADurb.Bin363 (unclassified Bacteria) || bmcType=fragmented (sat) (omitted) || 89aa || [A0A1V5P9U4] || orange1b

A2636_01150 unclassified-Elusimicrobia RIFCSPHIGHO2_01_FULL_64_10 (Elusimicrobia) || bmcType=SPU1 (main) || 104aa || [A0A1F9TV90] || orange1b

A2X36_08560 unclassified-Elusimicrobia GWA2_69_24 (Elusimicrobia) || bmcType=SPU1 (main) || 94aa || [A0A1F9RSI2] || orange1b

A3G41_02780 unclassified-Elusimicrobia RIFCSPLOWO2_12_FULL_59_9 (Elusimicrobia) || bmcType=SPU1 (main) || 88aa || [A0A1F9VG71] || orange1b

DEB40_13845 unclassified-Elusimicrobia (DEB40) (Elusimicrobia) || bmcType=SPU1 (main) || 97aa || [A0A357WR66] || orange1b

A2081_01775 unclassified-Elusimicrobia GWC2_61_19 (Elusimicrobia) || bmcType=SPU1 (main) || 98aa || [A0A1F9SMK6] || orange1b

A3B70_07190 unclassified-Deltaproteobacteria RIFCSPHIGHO2_02_FULL_40_11 (Proteobacteria) || bmcType=HO (main) || 115aa || [A0A1F9F294] || orange2a

A3D19_03185 unclassified-Deltaproteobacteria RIFCSPHIGHO2_02_FULL_38_15 (Proteobacteria) || bmcType=HO (main) || 96aa || [A0A1F9E490] || orange2a

CME19_24995 unclassified-Gemmatimonadetes (CME19) (Gemmatimonadetes) || bmcType=MUF2 (main) || 88aa || [A0A2E8WMD5] || orange2a

CME26_03705 unclassified-Gemmatimonadetes (CME26) (Gemmatimonadetes) || bmcType=MUF2 (main) || 90aa || [A0A2E6HYE8] || orange2a

CME25_02800 unclassified-Gemmatimonadetes (CME25) (Gemmatimonadetes) || bmcType=MUF2 (main) || 87aa || [A0A2E3IXA6] || orange2a

A3I09_03775 unclassified-Deltaproteobacteria RIFCSPLOWO2_02_FULL_47_10 (Proteobacteria) || bmcType=SPU5 (main) || 101aa || [A0A1F9HYD6] || orange2a

A2X86_14120 unclassified-Bdellovibrionales GWA2_49_15 (Proteobacteria) || bmcType=SPU5 (main) || 102aa || [A0A1F3STH8] || orange2a

A2W25_16370 Ca.Zixibacteria RBG_16_53_22 (candidate division Zixibacteria) || bmcType=fragmented (sat) (omitted) || 86aa || [A0A1F4YJ06] || orange2a

CL889_00085 unclassified-Dehalococcoidia (CL889) (Chloroflexi) || bmcType=SPU5 (main) || 103aa || [A0A2E9F069] || orange2a

ACD_62C00094G0003 unclassified-metagenomic (ACD_62C00094G) (unclassified_metagenomic) || bmcType=incomplete (sat) (omitted) || 116aa || [K1ZR40] || orange2a

ACD_21C00205G0004 unclassified-metagenomic (ACD_21C00205G) (unclassified_metagenomic) || bmcType=incomplete (sat) (omitted) || 102aa || [K2DVL1] || orange2a

A3C55_04385 unclassified-Gammaproteobacteria RIFCSPHIGHO2_02_FULL_42_13 (Proteobacteria) || bmcType=SPU5 (main) || 100aa || [A0A1G0F776] || orange2a

A3F84_05285 Ca.Handelsmanbacteria RIFCSPLOWO2_12_FULL_64_10 (Candidatus Handelsmanbacteria) || bmcType=MUF2 (main) || 87aa || [A0A1F6CB54] || orange2x

SD71_05085 Cohnella kolymensis (Firmicutes) || bmcType=SPU4 (main) || 89aa || [A0A0C2R659] || orange2x

BAVI_09021 Bacillus LMG 21834 (Firmicutes) || bmcType=SPU4 (main) || 95aa || [W1SIG2] || orange2x

DFR56_11018 Pseudogracilibacillus DSM 28556 (Firmicutes) || bmcType=SPU4 (main) || 92aa || [A0A2V3W9T1] || orange2x

C6I21_05230 Bacillus BZ-SZ-XJ18 (Firmicutes) || bmcType=SPU4 (main) || 96aa || [A0A2P6MIW0] || orange2x

B6D57_01395 Ca.Coatesbacteria 4484_99 (Candidatus Coatesbacteria) || bmcType=fragmented (sat) (omitted) || 91aa || [A0A1W9S2C8] || orange2x

CSA66_00955 unclassified-Proteobacteria (CSA66) (Proteobacteria) || bmcType=SPU3 (main) || 96aa || [A0A2G6J9X2] || orange2x

CMH53_01305 unclassified-Myxococcales (CMH53) (Proteobacteria) || bmcType=HO (sat) || 108aa || [A0A2E7ZQF5] || orange2x

COW36_19335 Ca.Blackallbacteria CG17_big_fil_post_rev_8_21_14_2_50_48_46 (Candidatus Blackallbacteria) || bmcType=FRAG2 (main) || 90aa || [A0A2M7G0B7] || orange2x

A2161_09205 Ca.Schekmanbacteria RBG_13_48_7 (Schekmanbacteria) || bmcType=incomplete (sat) (omitted) || 92aa || [A0A1F7RMY6] || orange2b

DC049_01140 unclassified-Spirochaetia (DC049) (Spirochaetes) || bmcType=FRAG2 (sat) || 91aa || [A0A352VU70] || orange2b

C0596_03005 unclassified-Marinilabiliales (C0596) (Bacteroidetes) || bmcType=SPU2 (main) || 87aa || [A0A2N5YZF8] || orange2b

S06H3_39743 unclassified-marine-sediment (S06H3) (unclassified_metagenomic) || bmcType=fragmented (sat) (omitted) || 89aa || [X1QRU6] || orange2b

CO098_10775 unclassified-Bacteroidetes CG_4_9_14_3_um_filter_41_19 (Bacteroidetes) || bmcType=SPU2 (sat) || 91aa || [A0A2M8CFI2] || orange2b

A2W98_02425 unclassified-Bacteroidetes GWF2_33_38 (Bacteroidetes) || bmcType=SPU2 (main) || 95aa || [A0A1F3K3S7] || orange2b

A2033_14465 unclassified-Bacteroidetes GWA2_31_9 (Bacteroidetes) || bmcType=SPU2 (main) || 94aa || [A0A1F3BZS6] || orange2b

CSA56_08680 Ca.Modulibacteria DOLJORAL78_47_16 (Candidatus Modulibacteria) || bmcType=SPU2 (main) || 93aa || [A0A2G6KFN2] || orange2b

CSB45_11130 Ca.Modulibacteria DOLZORAL124_49_17 (Candidatus Modulibacteria) || bmcType=SPU2 (main) || 92aa || [A0A2G6E398] || orange2b

BWX81_00193 unclassified-Spirochaetes ADurb.Bin110 (Spirochaetes) || bmcType=SPU2 (main) || 92aa || [A0A1V6EBS0] || orange2b

A2Y31_00750 unclassified-Spirochaetes GWC2_52_13 (Spirochaetes) || bmcType=SPU2 (main) || 89aa || [A0A1G3MS83] || orange2b

B0D92_03560 Spirochaeta LUC14_002_19_P3 (Spirochaetes) || bmcType=SPU2 (main) || 85aa || [A0A1W9N905] || orange2b

BWY06_01659 Ca.Latescibacteria ADurb.Bin168 (Candidatus Latescibacteria) || bmcType=fragmented (main) (omitted) || 100aa || [A0A1V5ZH40] || orange3

A3K03_11275 unclassified-Bdellovibrionales RIFOXYD1_FULL_44_7 (Proteobacteria) || bmcType=HO (main) || 90aa || [A0A1F3XTZ4] || orange3

A2284_13765 unclassified-Deltaproteobacteria RIFOXYA12_FULL_61_11 (Proteobacteria) || bmcType=HO (main) || 91aa || [A0A1F9LY72] || orange3

CL928_09275 unclassified-Deltaproteobacteria (CL928) (Proteobacteria) || bmcType=HO (main) || 93aa || [A0A2E7MAL3] || orange3

CL916_04145 unclassified-Deltaproteobacteria (CL916) (Proteobacteria) || bmcType=HO (main) || 92aa || [A0A2D4SMT3] || orange3

CL930_11980 unclassified-Deltaproteobacteria (CL930) (Proteobacteria) || bmcType=HO (main) || 92aa || [A0A2E2NT65] || orange3

BWY60_00575 unclassified-Actinobacteria ADurb.Bin346 (Actinobacteria) || bmcType=MIC4 (sat) || 93aa || [A0A1V5PV97] || orange3

S01H1_04044 unclassified-marine-sediment (S01H1) (unclassified_metagenomic) || bmcType=fragmented (sat) (omitted) || 90aa || [X0SLV0] || orange3

S12H4_47578 unclassified-marine-sediment (S12H4) (unclassified_metagenomic) || bmcType=UA (sat) (omitted) || 88aa || [X1VCX8] || orange3

A2083_03490 unclassified-Gemmatimonadetes GWC2_71_9 (Gemmatimonadetes) || bmcType=FRAG8 (main) || 100aa || [A0A1G0L1G1] || orange3

ABS52_13125 unclassified-Gemmatimonadetes SCN 70-22 (Gemmatimonadetes) || bmcType=FRAG8 (sat) || 95aa || [A0A1E4B748] || orange3

CMJ87_09245 unclassified-Planctomycetes (CMJ87) (Planctomycetes) || bmcType=MIC3 (sat) || 104aa || [A0A2D5W9Q0] || orange3

CMJ89_01430 unclassified-Planctomycetes (CMJ89) (Planctomycetes) || bmcType=MIC3 (sat) || 93aa || [A0A2D5AS26] || orange3

CMJ86_07325 unclassified-Planctomycetes (CMJ86) (Planctomycetes) || bmcType=MIC3 (sat) || 101aa || [A0A2D5XPU8] || orange3

CMJ61_04880 unclassified-Planctomycetaceae (CMJ61) (Planctomycetes) || bmcType=incomplete (sat) (omitted) || 98aa || [A0A2E9WNG5] || orange3

DCY10_06260 unclassified-Clostridiales R-7 (DCY10) (Firmicutes) || bmcType=SPU4 (main) || 86aa || [A0A350UD40] || orange4

DBX46_00395 unclassified-Clostridiales R-7 (DBX46) (Firmicutes) || bmcType=SPU4 (main) || 88aa || [A0A2V2DV81] || orange4

DEB31_06345 unclassified-Clostridiales R-7 (DEB31) (Firmicutes) || bmcType=SPU4 (main) || 88aa || [A0A358ASA8] || orange4

CVV04_01510 unclassified-Firmicutes HGW-Firmicutes-9 (Firmicutes) || bmcType=SPU4 (main) || 88aa || [A0A2N2A623] || orange4

CHK_3037 Catabacter ABBA15k (Firmicutes) || bmcType=SPU4 (main) || 88aa || [A0A0M2NAD6] || orange4

B5F11_06210 Anaerotruncus An174 (B5F11) (Firmicutes) || bmcType=SPU4 (main) (omitted) || 93aa || [A0A1Y4MNE0] || orange4

AUK47_13100 unclassified-Deltaproteobacteria CG2_30_63_29 (Proteobacteria) || bmcType=HO (sat) || 91aa || [A0A1J5E4V1] || orange5

CSB49_03940 unclassified-Proteobacteria (CSB49) (Proteobacteria) || bmcType=HO (sat) || 100aa || [A0A2G6CMZ0] || orange5

CO151_13500 unclassified-bacterium CG_4_9_14_3_um_filter_65_15 (unclassified Bacteria) || bmcType=SPU3 (main) || 94aa || [A0A2M7YQE1] || orange5

BWX54_01121 unclassified-Verrucomicrobia ADurb.Bin018 (Verrucomicrobia) || bmcType=SPU3 (main) || 96aa || [A0A1V6J502] || orange5

B7486_05380 unclassified-Cyanobacteria TDX16 (Cyanobacteria) || bmcType=SPU3 (main) || 93aa || [A0A254WUI9] || orange5

B7Z61_06615 unclassified-Acidobacteria 37-71-11 (Acidobacteria) || bmcType=SPU3 (main) || 95aa || [A0A257V745] || orange5

BMS3Abin05_02087 unclassified-bacterium BMS3Abin05 (unclassified Bacteria) || bmcType=SPU3 (main) || 94aa || [A0A2H6EYA6] || orange5

B6I21_07605 Ca.KSB1 4572_119 (candidate division KSB1) || bmcType=SPU3 (sat) || 94aa || [A0A1W9SDW9] || orange5

BMS3Bbin01_02821 unclassified-bacterium BMS3Bbin01 (unclassified Bacteria) || bmcType=SPU3 (main) || 84aa || [A0A2H6HAZ9] || orange5

AMJ93_01210 unclassified-Anaerolineae SM23_84 (Chloroflexi) || bmcType=SPU3 (main) || 95aa || [A0A0S8KVF2] || orange5

DDG58_14850 Ardenticatenia Nak82 (Chloroflexi) || bmcType=SPU3 (main) || 112aa || [A0A2U2S494] || orange5

AUK03_09365 unclassified-Anaerolineae CG2_30_64_16 (Chloroflexi) || bmcType=SPU3 (sat) || 92aa || [A0A1J5A2B8] || orange5

A2Z37_05655 unclassified-Chloroflexi RBG_19FT_COMBO_62_14 (Chloroflexi) || bmcType=SPU3 (main) || 108aa || [A0A1F8TE94] || orange5

CL610_13915 unclassified-Anaerolineaceae (CL610) (Chloroflexi) || bmcType=SPUx (sat) (omitted) || 107aa || [A0A2E0L3A3] || orange5

CMH54_07150 unclassified-Myxococcales (CMH54) (Proteobacteria) || bmcType=HO (sat) || 95aa || [A0A2E8RYS7] || orange5

DB31_2655 Hyalangium DSM 14724 (Proteobacteria) || bmcType=HO (sat) || 87aa || [A0A085W774] || orange0

CMH56_08955 unclassified-Myxococcales (CMH56) (Proteobacteria) || bmcType=HO (sat) || 90aa || [A0A2E6VSF2] || squash1

EHSB41UT_02898 Parendozoicomonas haliclonae (Proteobacteria) || bmcType=EUT2 (main) (omitted) || 90aa || [A0A1X7ALI6] || squash1

A2Y64_07630 Ca.Coatesbacteria RBG_13_66_14 (Candidatus Coatesbacteria) || bmcType=incomplete (sat) (omitted) || 92aa || [A0A1F5EWE7] || squash1

CMH55_11110 unclassified-Myxococcales (CMH55) (Proteobacteria) || bmcType=HO (sat) || 91aa || [A0A2E7BWB9] || squash1

CME06_08585 unclassified-Gemmatimonadetes (CME06) (Gemmatimonadetes) || bmcType=FRAG8 (sat) || 95aa || [A0A2D5ZMV3] || squash1

COB02_12445 Ca.Cloacimonetes (COB02) (Candidatus Cloacimonetes) || bmcType=SPU7 (main) || 86aa || [A0A2A5AFL0] || squash1

A2W37_08640 unclassified-Chloroflexi RBG_16_63_12 (Chloroflexi) || bmcType=SPU6 (sat) || 104aa || [A0A1F8RC91] || squash1

A2X24_10940 unclassified-Chloroflexi GWB2_54_36 (Chloroflexi) || bmcType=SPU6 (main) || 111aa || [A0A1F8L5E6] || squash1

CVU42_14985 unclassified-Chloroflexi HGW-Chloroflexi-4 (Chloroflexi) || bmcType=SPU6 (main) || 106aa || [A0A2N2MUV2] || squash1

CVU46_12705 unclassified-Chloroflexi HGW-Chloroflexi-8 (Chloroflexi) || bmcType=SPU6 (main) || 106aa || [A0A2N2LTD9] || squash1

CVU39_26800 unclassified-Chloroflexi HGW-Chloroflexi-10 (Chloroflexi) || bmcType=SPU6 (main) || 106aa || [A0A2N2P0B3] || squash1

CVU42_00405 unclassified-Chloroflexi HGW-Chloroflexi-4 (Chloroflexi) || bmcType=SPU6 (main) || 106aa || [A0A2N2N530] || squash1

DI536_10270 Archangium gephyra (Proteobacteria) || bmcType=HO (sat) || 87aa || [A0A2W5VEB9] || squash1

A2289_27225 unclassified-Deltaproteobacteria RIFOXYA12_FULL_58_15 (Proteobacteria) || bmcType=HO (sat) || 91aa || [A0A1F9KTB5] HO-P3' || squash1

CME13_09805 unclassified-Gemmatimonadetes (CME13) (Gemmatimonadetes) || bmcType=MUF2 (main) || 97aa || [A0A2E9MEW6] || squash2

CME04_14165 unclassified-Gemmatimonadaceae (CME04) (Gemmatimonadetes) || bmcType=MUF2 (main) || 97aa || [A0A2E8H6K7] || squash2

CME20_01470 unclassified-Gemmatimonadetes (CME20) (Gemmatimonadetes) || bmcType=MUF2 (main) || 88aa || [A0A2E7JIY5] || squash2

CME10_03375 unclassified-Gemmatimonadetes (CME10) (Gemmatimonadetes) || bmcType=MUF2 (main) || 93aa || [A0A2D8U9I0] || squash2

CME28_01155 unclassified-Gemmatimonadetes (CME28) (Gemmatimonadetes) || bmcType=MUF2 (sat) || 87aa || [A0A2E6CDU7] || squash2

BWY92_01240 unclassified-Firmicutes ADurb.BinA052 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 94aa || [A0A1V5J047] || dandelion

AMJ46_09220 Ca.Latescibacteria DG_63 (Candidatus Latescibacteria) || bmcType=MIC7 (main) || 90aa || [A0A0S7XC04] || dandelion

A2W00_06465 Ca.Eisenbacteria RBG_16_71_46 (Candidatus Eisenbacteria) || bmcType=MIC7 (main) || 100aa || [A0A1F5RLC7] || dandelion

LuPra_00621 Luteitalea DSM 100886 (Acidobacteria) || bmcType=ACI (main) || 89aa || [A0A143PH95] || dandelion

A3G21_04970 unclassified-Acidobacteria RIFCSPLOWO2_12_FULL_66_21 (Acidobacteria) || bmcType=ACI (main) || 88aa || [A0A1F2TDI5] || dandelion

CL484_07695 unclassified-Acidobacteria (CL484) (Acidobacteria) || bmcType=ACI (main) || 94aa || [A0A2E7BK46] || dandelion

CL482_15230 unclassified-Acidobacteria (CL482) (Acidobacteria) || bmcType=ACI (main) || 112aa || [A0A2E4FRZ3] || dandelion

CL483_13700 unclassified-Acidobacteria (CL483) (Acidobacteria) || bmcType=ACI (main) || 109aa || [A0A2E6ZYA3] || dandelion

DMF77_03605 unclassified-Acidobacteria (DMF77) (Acidobacteria) || bmcType=ACI (main) || 88aa || [A0A2V7XFJ2] || dandelion

ABS36_03090 unclassified-Acidobacteria SCN 69-37 (Acidobacteria) || bmcType=ACI (main) || 98aa || [A0A1E3YN79] || dandelion

CK533_08290 Acidobacterium (CK533) (Acidobacteria) || bmcType=ACI (main) || 90aa || [A0A2G4JJ01] || dandelion

A3H97_05130 unclassified-Acidobacteria RIFCSPLOWO2_02_FULL_65_29 (Acidobacteria) || bmcType=ACI (main) || 88aa || [A0A1F2U668] || dandelion

DD460_07575 unclassified-Acidobacteria (DD460) (Acidobacteria) || bmcType=ACI (main) || 92aa || [A0A356IFB6] || dandelion

DMF61_13195 unclassified-Blastocatellia AA13 (Acidobacteria) || bmcType=ACI (sat) || 88aa || [A0A321LGM4] || dandelion

DMF72_16210 unclassified-Acidobacteria (DMF72) (Acidobacteria) || bmcType=ACI (main) || 91aa || [A0A2V8LKB6] || dandelion

DMF62_12065 unclassified-Acidobacteria (DMF62) (Acidobacteria) || bmcType=ACI (main) || 93aa || [A0A2V8RYV1] || dandelion

CL475_03060 unclassified-Acidobacteria (CL475) (Acidobacteria) || bmcType=ACI (main) || 88aa || [A0A2E9U7D0] || dandelion

BWY66_02419 unclassified-bacterium ADurb.Bin374 (unclassified Bacteria) || bmcType=incomplete (sat) (omitted) || 88aa || [A0A1V5NIZ2] || dandelion

AUK22_05300 unclassified-bacterium CG2_30_54_10 (unclassified Bacteria) || bmcType=SPU7 (sat) || 87aa || [A0A1J5DB37] || dandelion

A2W80_10365 Ca.Riflebacteria GWC2_50_8 (Candidatus Riflebacteria) || bmcType=fragmented (sat) (omitted) || 88aa || [A0A1F7FL90] || dandelion

BWY02_01350 unclassified-bacterium ADurb.Bin157 (unclassified Bacteria) || bmcType=SPU7 (sat) || 89aa || [A0A1V6AAT9] || dandelion

DMG29_08785 unclassified-Acidobacteria (DMG29) (Acidobacteria) || bmcType=ACI (main) || 92aa || [A0A2V9BYM9] || dandelion

DMG05_12175 unclassified-Acidobacteria (DMG05) (Acidobacteria) || bmcType=ACI (main) || 89aa || [A0A2V9RFI5] || dandelion

AUG12_02235 unclassified-Acidobacteria 13_1_20CM_2_57_8 (Acidobacteria) || bmcType=ACI (main) || 84aa || [A0A1Q8A2V4] || dandelion

A3B65_02055 unclassified-Acidobacteria RIFCSPHIGHO2_02_FULL_67_57 (Acidobacteria) || bmcType=ACI (main) || 97aa || [A0A1F2QKV6] || dandelion

DMG27_07865 unclassified-Acidobacteria (DMG27) (Acidobacteria) || bmcType=ACI (main) || 107aa || [A0A2V9L3D8] || dandelion

B7X34_03970 unclassified-Solibacteres 12-62-4 (Acidobacteria) || bmcType=incomplete (sat) (omitted) || 88aa || [A0A257VM24] || dandelion

DMG58_26895 unclassified-Acidobacteria (DMG58) (Acidobacteria) || bmcType=ACI (main) || 87aa || [A0A2V8UK66] || dandelion

Acid_0323 Ca.Solibacter Ellin6076 (Acidobacteria) || bmcType=ACI (main) || 111aa || [Q02C81] || dandelion

C5B51_12075 unclassified-Solibacteres (C5B51) (Acidobacteria) || bmcType=ACI (main) || 106aa || [A0A317J6P2] || dandelion

CMN58_00895 unclassified-Solibacterales (CMN58) (Acidobacteria) || bmcType=ACI (main) || 99aa || [A0A2E5FIZ7] || dandelion

Cabys_2351 Caldithrix LF13 (Calditrichaeota) || bmcType=fragmented (sat) (omitted) || 92aa || [H1XWQ9] || dandelion

BWY83_02748 unclassified-bacterium ADurb.Bin478 (unclassified Bacteria) || bmcType=fragmented (sat) (omitted) || 90aa || [A0A1V5KF46] || dandelion

A3G34_10830 Ca.Lindowbacteria RIFCSPLOWO2_12_FULL_62_27 (Candidatus Lindowbacteria) || bmcType=fragmented (sat) (omitted) || 93aa || [A0A1F6LML8] || dandelion

B7X11_02405 unclassified-Acidobacteria 37-65-4 (Acidobacteria) || bmcType=ACI (sat) || 100aa || [A0A257V6W5] || dandelion

CO090_02515 unclassified-Acidobacteria CG_4_9_14_3_um_filter_49_7 (Acidobacteria) || bmcType=ACI (main) || 87aa || [A0A2M8D6B3] || dandelion

BHW65_08295 unclassified-Verrucomicrobia CAG:312_58_20 (Verrucomicrobia) || bmcType=PVM (main) || 97aa || [A0A1Q6UI39] pvmM || adobe0

CMO40_01765 unclassified-Verrucomicrobiaceae (CMO40) (Verrucomicrobia) || bmcType=PVM (main) || 106aa || [A0A2E5XEU0] pvmM || adobe1

CAK88_05515 unclassified-Verrucomicrobiae AMD-G2 (Verrucomicrobia) || bmcType=PVM (main) || 102aa || [A0A2A2YCM5] pvmM || adobe1

DCY38_04575 unclassified-Opitutae (DCY38) (Verrucomicrobia) || bmcType=PVM (main) || 99aa || [A0A351HE21] pvmM || adobe1

DEA16_05410 unclassified-Opitutae (DEA16) (Verrucomicrobia) || bmcType=PVM (sat) || 100aa || [A0A357FUY3] pvmM || adobe1

CMO33_07610 unclassified-Verrucomicrobia (CMO33) (Verrucomicrobia) || bmcType=PVM (main) || 100aa || [A0A2D6UHG2] pvmM || adobe1

VDG1235_1787 unclassified-Verrucomicrobiae DG1235 (Verrucomicrobia) || bmcType=PVM (sat) || 96aa || [B5JM35] pvmM || adobe1

DCX06_06470 unclassified-Opitutae (DCX06) (Verrucomicrobia) || bmcType=PVM (sat) || 98aa || [A0A350ATK1] pvmM || adobe1

BWX48_02623 unclassified-Verrucomicrobia ADurb.Bin006 (Verrucomicrobia) || bmcType=PVM (main) || 100aa || [A0A1V6JRX2] pvmM || adobe1

CMI66_11690 Pedosphaera (CMI66) (Verrucomicrobia) || bmcType=PVM (main) || 102aa || [A0A2D7BA84] pvmM || adobe1

DME25_18825 unclassified-Verrucomicrobia (DME25) (Verrucomicrobia) || bmcType=PVM (main) || 100aa || [A0A2V5P4S1] pvmM || adobe1

B9S33_19920 Pedosphaera Tous-C6FEB (Verrucomicrobia) || bmcType=PVM (main) || 101aa || [A0A2A2R493] pvmM || adobe1

CMO68_05265 unclassified-Verrucomicrobiales (CMO68) (Verrucomicrobia) || bmcType=PVM (main) || 100aa || [A0A2E8Y681] pvmM || adobe1

CMO80_07045 unclassified-Verrucomicrobiales (CMO80) (Verrucomicrobia) || bmcType=PVM (main) || 100aa || [A0A2E5EIT4] pvmM || adobe1

B9S32_08640 unclassified-Verrucomicrobia Tous-C9LFEB (Verrucomicrobia) || bmcType=PVM (main) || 100aa || [A0A2A2R4N9] pvmM || adobe1

CAK85_00850 unclassified-Spartobacteria AMD-G5 (Verrucomicrobia) || bmcType=PVM (main) || 92aa || [A0A2A2Y0T8] pvmM || adobe1

B9S27_05310 unclassified-Opitutae Tous-C8FEB (Verrucomicrobia) || bmcType=PVM (main) || 98aa || [A0A2A2RD07] pvmM || adobe1

Oter_1297 Opitutus DSM 11246 (Verrucomicrobia) || bmcType=PVM (main) || 126aa || [B1ZR95] pvmM || adobe1

DB347_05170 unclassified-Opitutaceae EW11 (Verrucomicrobia) || bmcType=PVM (main) || 98aa || [A0A2T6DYY1] pvmM || adobe1

CKA38_05715 Ereboglobus luteus (Verrucomicrobia) || bmcType=PVM (main) || 107aa || [A0A2U8E1R1] pvmM || adobe1

AW736_22390 unclassified-Opitutaceae TSB47 (Verrucomicrobia) || bmcType=PVM (main) || 111aa || [A0A178IC02] pvmM || adobe1

SBA5_100024 Ca.Sulfotelmatomonas gaucii (Acidobacteria) || bmcType=PVM (main) || 95aa || [A0A2N9L270] pvmM || adobe1

OPIT5_04230 unclassified-Opitutaceae TAV5 (Verrucomicrobia) || bmcType=PVM (main) || 104aa || [W0IU19] pvmM || adobe1

AYO47_08525 Planctomyces SCGC AG-212-M04 (Planctomycetes) || bmcType=PVM (sat) (omitted) || 93aa || [A0A177RCJ7] || adobe1

CMJ19_11500 unclassified-Phycisphaeraceae (CMJ19) (Planctomycetes) || bmcType=PVM (main) || 119aa || [A0A2E2B1E1] pvmM || adobe1

CMJ18_01120 unclassified-Phycisphaeraceae (CMJ18) (Planctomycetes) || bmcType=PVM (main) || 104aa || [A0A2D5Z0Z9] pvmM || adobe1

CMJ20_08900 unclassified-Phycisphaeraceae (CMJ20) (Planctomycetes) || bmcType=PVM (main) || 103aa || [A0A2E5G5B3] pvmM || adobe1

CMJ49_11670 unclassified-Planctomycetaceae (CMJ49) (Planctomycetes) || bmcType=PVM (sat) || 108aa || [A0A2D5YYK0] pvmM || adobe1

LCGC14_0303960 unclassified-marine-sediment (LCGC14) (unclassified_metagenomic) || bmcType=PVM (main) || 100aa || [A0A0F9WB47] pvmM || adobe1

AMJ81_03445 unclassified-Phycisphaerae SM23_33 (Planctomycetes) || bmcType=incomplete (sat) (omitted) || 96aa || [A0A0S8HL17] || adobe1

BWX88_00259 unclassified-Planctomycetes ADurb.Bin126 (Planctomycetes) || bmcType=PVM (main) || 114aa || [A0A1V6DDY2] pvmM || adobe1

DB354_06200 Opitutus ER46 (Verrucomicrobia) || bmcType=PVM (main) || 98aa || [A0A2T6D605] pvmM || adobe0

CK530_09215 unclassified-Planctomycetaceae (CK530) (Planctomycetes) || bmcType=PVM (main) || 92aa || [A0A2G4ITI3] pvmM || adobe0

DD662_12210 unclassified-Planctomycetaceae (DD662) (Planctomycetes) || bmcType=PVM (main) || 97aa || [A0A356QTU2] pvmM || adobe0

DC048_02825 unclassified-Planctomycetaceae (DC048) (Planctomycetes) || bmcType=PVM (sat) || 111aa || [A0A352DT31] pvmM || adobe0

CBD74_11250 unclassified-Saprospirales TMED214 (Bacteroidetes) || bmcType=PVM (main) || 93aa || [A0A1Z9NEQ0] pvmM || adobe0

CEE69_29620 Rhodopirellula bahusiensis (Planctomycetes) || bmcType=PVM (main) || 100aa || [A0A2G1VY81] pvmM || adobe0

RRSWK_05728 Rhodopirellula SWK7 (Planctomycetes) || bmcType=PVM (main) || 96aa || [M5TDS7] pvmM || adobe0

CMJ58_17860 unclassified-Planctomycetaceae (CMJ58) (Planctomycetes) || bmcType=PVM (main) || 99aa || [A0A2E0X666] pvmM || adobe0

CMJ70_00595 unclassified-Planctomycetaceae (CMJ70) (Planctomycetes) || bmcType=PVM (main) || 101aa || [A0A2E7L0P3] pvmM || adobe2

CMJ64_06830 unclassified-Planctomycetaceae (CMJ64) (Planctomycetes) || bmcType=PVM (main) || 98aa || [A0A2E8CZ31] pvmM || adobe2

Psta_3287 Pirellula ATCC 27377 (Planctomycetes) || bmcType=PVM (main) || 94aa || [D2QXB1] pvmM || adobe2

VN12_07450 Pirellula SH-Sr6A (Planctomycetes) || bmcType=PVM (main) || 93aa || [A0A142XZM9] pvmM || adobe2

CL681_07675 Blastopirellula (CL681) (Planctomycetes) || bmcType=PVM (main) || 98aa || [A0A2E0ATJ6] pvmM || adobe2

CMJ73_07600 unclassified-Planctomycetaceae (CMJ73) (Planctomycetes) || bmcType=PVM (main) || 95aa || [A0A2E2Y576] pvmM || adobe2

CMM03_09960 Rhodopirellula (CMM03) (Planctomycetes) || bmcType=PVM (main) || 93aa || [A0A2D9Z7P7] pvmM || adobe2

C5Y83_26295 Blastopirellula Hex-1 MGV (C5Y83) (Planctomycetes) || bmcType=PVM (main) || 98aa || [A0A2S8FBN5] pvmM || adobe2

CMJ77_20385 unclassified-Planctomycetaceae (CMJ77) (Planctomycetes) || bmcType=PVM (main) || 94aa || [A0A2E7EQI6] pvmM || adobe2

CMJ80_09175 unclassified-Planctomycetaceae (CMJ80) (Planctomycetes) || bmcType=PVM (main) || 95aa || [A0A2E6AI79] pvmM || adobe2

DSM3645_04925 Blastopirellula DSM 3645 (Planctomycetes) || bmcType=PVM (main) || 96aa || [A4A2L8] pvmM || adobe2

CBB70_13175 unclassified-Planctomycetaceae TMED10 (Planctomycetes) || bmcType=PVM (main) || 96aa || [A0A1Z8MRF9] pvmM || adobe2

DDY78_11175 unclassified-Planctomycetales (DDY78) (Planctomycetes) || bmcType=PVM (main) || 93aa || [A0A354GQW3] pvmM || adobe2

CK551_01360 unclassified-Planctomycetaceae (CK551) (Planctomycetes) || bmcType=PVM (main) || 96aa || [A0A2G4FRI9] pvmM || adobe2

HRbin36_00873 unclassified-bacterium HR36 (unclassified Bacteria) || bmcType=PVM (main) || 102aa || [A0A2H6AD64] pvmM || adobe2

Sinac_1766 Singulisphaera ATCC BAA-1392 (Planctomycetes) || bmcType=PVM (main) || 92aa || [L0DA62] pvmM || adobe2

BGO49_00285 unclassified-Planctomycetales 26207 (Planctomycetes) || bmcType=PVM (main) || 92aa || [A0A1U7GHF7] pvmM || adobe2

Isop_1632 Isosphaera ATCC 43644 (Planctomycetes) || bmcType=PVM (main) || 100aa || [E8R089] pvmM || adobe2

DD670_17670 unclassified-Planctomycetaceae (DD670) (Planctomycetes) || bmcType=PVM (sat) || 95aa || [A0A356EU82] pvmM || adobe2

A2V98_10075 unclassified-Planctomycetes RBG_16_64_12 (Planctomycetes) || bmcType=PVM (main) || 102aa || [A0A1G3AN05] pvmM || adobe2

A2V70_10830 unclassified-Planctomycetes RBG_13_63_9 (Planctomycetes) || bmcType=PVM (main) || 112aa || [A0A1G2ZEW5] pvmM || adobe2

THTE_1324 Thermogutta terrifontis (Planctomycetes) || bmcType=PVM (main) || 104aa || [A0A286RD93] pvmM || adobe2

A2W31_16525 unclassified-Planctomycetes RBG_16_64_10 (Planctomycetes) || bmcType=PVM (main) || 112aa || [A0A1G2ZZ39] pvmM || adobe2

VT03_30165 Planctomyces SH-PL14 (Planctomycetes) || bmcType=PVM (main) || 93aa || [A0A142X5A5] pvmM || adobe2

CME21_21915 unclassified-Gemmatimonadetes (CME21) (Gemmatimonadetes) || bmcType=PVM (main) || 93aa || [A0A2E4N4J1] pvmM || adobe2

Plabr_4082 Rubinisphaera ATCC 49424 (Planctomycetes) || bmcType=PVM (main) || 95aa || [F0SHA4] pvmM || adobe2

CMN21_08920 Rubinisphaera (CMN21) (Planctomycetes) || bmcType=incomplete (sat) (omitted) || 94aa || [A0A2E9VNL8] || adobe2

SAMN05421753_103231 Planctomicrobium piriforme (Planctomycetes) || bmcType=PVM (main) || 94aa || [A0A1I3DGR6] pvmM || adobe2

DCX79_21010 unclassified-Planctomycetaceae (DCX79) (Planctomycetes) || bmcType=PVM (main) || 93aa || [A0A350CJM2] pvmM || adobe2

Fuma_03490 Fuerstia marisgermanicae (Planctomycetes) || bmcType=PVM (main) || 93aa || [A0A1P8WII5] pvmM || adobe2

CME32_29105 Gimesia (CME32) (Planctomycetes) || bmcType=PVM (main) || 93aa || [A0A2E7KKJ8] pvmM || adobe2

Plim_1748 Planctopirus ATCC 43296 (Planctomycetes) || bmcType=PVM (main) || 103aa || [D5SXL1] pvmM || adobe2

CMJ78_25610 unclassified-Planctomycetaceae (CMJ78) (Planctomycetes) || bmcType=PVM (main) || 93aa || [A0A2E7DAD6] pvmM || adobe2

CMJ65_07935 unclassified-Planctomycetaceae (CMJ65) (Planctomycetes) || bmcType=PVM (main) || 93aa || [A0A2E8FI96] pvmM || adobe2

CMJ69_15530 unclassified-Planctomycetaceae (CMJ69) (Planctomycetes) || bmcType=PVM (main) || 93aa || [A0A2E7S0V0] pvmM || adobe2

CMJ68_05595 unclassified-Planctomycetaceae (CMJ68) (Planctomycetes) || bmcType=PVM (main) || 93aa || [A0A2E7NL58] pvmM || adobe2

0.1

P



C8C78_13220 Halanaerobium WG6 (C8C78) (Firmicutes) || bmcType=GRM5like (main) || 92aa || [A0A1G6KH52] || outlier

DFR80_10586 Halanaerobium ST460_2HS_T2 (Firmicutes) || bmcType=GRM5like (main) || 90aa || [A0A368WZS4] || outlier

CEN44_04025 Fischerella CCMEE 5323 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [A0A2N6K7F4] ccmK2 || neonGreen1

CEN39_07090 Fischerella CCMEE 5201 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [A0A2N6N1S2] ccmK2 || neonGreen1

NIES593_01525 Hydrococcus NIES-593 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 100aa || [A0A1U7HT99] ccmK2 || neonGreen1

DCF12_10270 Snowella (DCF12) (Cyanobacteria) || bmcType=CsomeBCy (sat) || 101aa || [A0A2W7B8Z0] ccmK2 || neonGreen1

LYNGBM3L_26630 Moorea 3L (Cyanobacteria) || bmcType=CsomeBCy (main) || 161aa || [F4XSV7] ccmK1? || neonGreen1

MICAH_360024 Microcystis PCC 9809 (Cyanobacteria) || bmcType=CsomeBCy (main) || 133aa || [I4HUB3] ccmK1? || neonGreen1

GM3709_3505 Geminocystis NIES-3709 (Cyanobacteria) || bmcType=CsomeBCy (main) || 110aa || [A0A0D6AVU1] ccmK1? || neonGreen1

ABRG53_0229 Pseudanabaena ABRG5-3 (Cyanobacteria) || bmcType=CsomeBCy (main) || 102aa || [A0A2Z5WT95] ccmK2 || neonGreen1

RINTHH_21510 Richelia HH01 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 119aa || [M1X6N9] ccmK4 || peaSoup

C7B70_03720 Chlorogloea CCALA 695 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 115aa || [A0A2T1EPB8] ccmK4 || peaSoup

Cha6605_4358 Chamaesiphon PCC 6605 (Cyanobacteria) || bmcType=CsomeBCy (main) || 115aa || [K9UM93] ccmK4 || peaSoup

AMR41_16800 Hapalosiphon MRB220 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 116aa || [A0A0M0SLD3] ccmK4 || peaSoup

C7B79_24565 Chroococcidiopsis CCALA 043 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 111aa || [A0A2T1GRB9] ccmK4 || peaSoup

AMR42_08115 Limnothrix PR1529 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 113aa || [A0A2G5JB73] ccmK4 || peaSoup

DCF22_13435 Leptolyngbya 14 (DCF22) (Cyanobacteria) || bmcType=CsomeBCy (sat) || 112aa || [A0A2W7AC98] ccmK4 || peaSoup

DEF48_00345 Nostoc UBA8866 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 117aa || [A0A358TEX4] ccmK4 || peaSoup

PROH_20100 Prochlorothrix PCC 9006 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 106aa || [A0A0M2PUK5] ccmK4 || peaSoup

Synpcc7942_0285 Synechococcus PCC 7942 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 113aa || [Q31RK2] 4OX6 ccmK4 || peaSoup

DCF25_11115 Leptolyngbya foveolarum (Cyanobacteria) || bmcType=CsomeBCy (sat) || 119aa || [A0A2W4VYY3] ccmK4 || peaSoup

C7293_01525 unclassified-Cyanobacteria CCT1 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 115aa || [A0A2P8WA31] ccmK4 || peaSoup

QP59_41675 Aphanocapsa BDHKU210001 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 117aa || [A0A0C1WJR7] ccmK4 || peaSoup

XM38_009910 Halomicronema C2206 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 118aa || [A0A1Z3HID8] ccmK4 || peaSoup

AM1_0655 Acaryochloris MBIC 11017 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 108aa || [B0CE69] ccmK4 || peaSoup

B0A82_18690 Alkalinema CACIAM 70d (Cyanobacteria) || bmcType=CsomeBCy (sat) || 118aa || [A0A251WBU0] ccmK4 || peaSoup

AM1_3280 Acaryochloris MBIC 11017 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 108aa || [B0BYX4] ccmK4 || peaSoup

B0A82_18695 Alkalinema CACIAM 70d (Cyanobacteria) || bmcType=CsomeBCy (sat) || 111aa || [A0A251WBY6] ccmK4 || peaSoup

C1752_00412 Acaryochloris RCC1774 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 116aa || [A0A2W1K710] ccmK4 || peaSoup

O77CONTIG1_02536 Leptolyngbya O-77 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 118aa || [A0A120MWG8] ccmK4 || peaSoup

C7B64_13840 Merismopedia CCAP 1448/3 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 117aa || [A0A2T1C247] ccmK4 || peaSoup

ARTHRO_730012 Arthrospira PCC 8005 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 129aa || [H1WK06] ccmK4 || peaSoup

BRC41_06815 unclassified-Cyanobacteria QH_9_48_43 (Cyanobacteria) || bmcType=CsomeBCy (main) || 109aa || [A0A2T2RSY2] ccmK4 || peaSoup

Pse7367_0408 Pseudanabaena PCC 7367 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 116aa || [K9SG12] ccmK4 || peaSoup

AM228_08135 Planktothricoides SR001 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 119aa || [A0A0M1JV64] ccmK4 || peaSoup

C7B76_29290 unclassified-Cyanobacteria CCP2 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 116aa || [A0A2T1CEG3] ccmK4 || peaSoup

DD990_01640 unclassified-Cyanobacteria UBA11368 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 116aa || [A0A352Y721] ccmK4 || peaSoup

Syn7502_00396 Synechococcus PCC 7502 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 117aa || [K9SQY0] ccmK4 || peaSoup

Oscil6304_5281 Oscillatoria PCC 6304 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 120aa || [K9TRL7] ccmK4 || peaSoup

AM1_5778 Acaryochloris MBIC 11017 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 114aa || [B0BZH8] ccmK4 || peaSoup

KR51_00022750 Rubidibacter KORDI 51-2 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 118aa || [U5DKX2] ccmK4 || peaSoup

BRC33_00160 unclassified-Cyanobacteria SW_9_44_58 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 117aa || [A0A2T2RHL2] ccmK4 || peaSoup

BH720_05790 Desertifilum IPPAS B-1220 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 115aa || [A0A1E5QN13] ccmK4 || peaSoup

BJP37_17340 Moorea PNG5-198 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 118aa || [A0A1U7N3H9] ccmK4 || peaSoup

AY600_19715 Phormidium BDU 130791 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 118aa || [A0A168UFH9] ccmK4 || peaSoup

GM3709_2676 Geminocystis NIES-3709 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 115aa || [A0A0D6AT35] ccmK4 || peaSoup

AWQ21_11480 Synechococcus PCC 7003 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 111aa || [A0A1B1TRF9] ccmK4 || peaSoup

GLO73106DRAFT_00009920 Gloeocapsa PCC 73106 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 116aa || [L8LJY5] ccmK4 || peaSoup

MAE_55390 Microcystis NIES-843 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 115aa || [B0JGU5] ccmK4 || peaSoup

BEST7613_2244 Bacillus BEST7613 (Firmicutes) || bmcType=CsomeBCy (sat) || 112aa || [L8AHU2] ccmK4 || peaSoup

B0A82_18685 Alkalinema CACIAM 70d (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A251WCX6] ccmK3 || lime

C1752_00413 Acaryochloris RCC1774 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 104aa || [A0A2W1JQ50] ccmK3 || lime

AM1_0656 Acaryochloris MBIC 11017 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [B0CE70] ccmK3 || lime

Syn7502_00397 Synechococcus PCC 7502 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [K9SRF8] ccmK3 || lime

LYNGBM3L_24110 Moorea 3L (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [F4XNE5] ccmK3 || lime

DCY91_16230 unclassified-Cyanobacteria UBA11370 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A350Y895] ccmK3 || lime

MC7420_3099 Coleofasciculus PCC 7420 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [B4VJV5] ccmK3 || lime

DC064_13245 unclassified-Cyanobacteria UBA9273 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A352AGZ5] ccmK3 || lime

DD000_26525 unclassified-Cyanobacteria UBA11166 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A355A0S3] ccmK3 || lime

Mic7113_1593 Microcoleus PCC 7113 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [K9WAQ4] ccmK3 || lime

UH38_21655 Aliterella CENA595 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [A0A0D8ZM79] ccmK3 || lime

C7B70_03715 Chlorogloea CCALA 695 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [A0A2T1EPD6] ccmK3 || lime

Chro_1251 Chroococcidiopsis PCC 7203 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 138aa || [K9TVD6] ccmK3 || lime

C7B77_18980 Chamaesiphon CCALA 037 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 108aa || [A0A2T1GA86] ccmK3 || lime

DCF22_13440 Leptolyngbya 14 (DCF22) (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A2W7A8J2] ccmK3 || lime

OsccyDRAFT_2671 unclassified-Oscillatoriales JSC-12 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [K8GL03] ccmK3 || lime

XM38_009920 Halomicronema C2206 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 104aa || [A0A1Z3HIB8] ccmK3 || lime

C7293_01530 unclassified-Cyanobacteria CCT1 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A2P8WA66] ccmK3 || lime

S7335_2967 Synechococcus PCC 7335 (Cyanobacteria) || bmcType=fragmented (sat) (omitted) || 102aa || [B4WJ87] ccmK3 || lime

Lepto7375DRAFT_5450 Leptolyngbya PCC 7375 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [K9F1E1] ccmK3 || lime

NCWK1_3019 Nostoc WK-1 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A2H6LJ68] ccmK3 || lime

AMR41_16805 Hapalosiphon MRB220 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 105aa || [A0A0M0SLD1] ccmK3 || lime

BC008_09525 Mastigocoleus BC008 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A0V7ZD56] ccmK3 || lime

NIES267_00130 Calothrix NIES-267 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A1Z4LH52] ccmK3 || lime

RINTHH_21500 Richelia HH01 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [M1X3B9] ccmK3 || lime

RintRC_5186 Richelia RC01 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [X5JFU3] ccmK3 || lime

NIES4073_23700 Scytonema NIES-4073 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A1Z4PU03] ccmK3 || lime

DA73_0236490 Tolypothrix VB521301 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 104aa || [A0A0C1QMM2] ccmK3 || lime

CLI64_10815 Nostoc CENA543 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A2I8AG26] ccmK3 || lime

NIES4074_39470 Cylindrospermum NIES-4074 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A1Z4QMQ7] ccmK3 || lime

NIES4075_42470 Tolypothrix NIES-4075 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A218QN27] ccmK3 || lime

CUN59_12630 Cuspidothrix CHARLIE-1 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A2S6CT71] ccmK3 || lime

IJ00_05620 Calothrix 336/3 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A0T7BP46] ccmK3 || lime

NIES3974_35410 Calothrix NIES-3974 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A1Z4NMD5] ccmK3 || lime

CK510_06460 Calothrix CCALA 953 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A2A2TMF5] ccmK3 || lime

NIES2101_01795 Calothrix HK-06 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A1Q4S4M7] ccmK3 || lime

Cal6303_3260 Calothrix PCC 6303 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [K9V2W8] ccmK3 || lime

DD990_01635 unclassified-Cyanobacteria UBA11368 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 101aa || [A0A352Y720] ccmK3 || lime

AM228_08130 Planktothricoides SR001 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 101aa || [A0A0M1JW52] ccmK3 || lime

C7B64_13835 Merismopedia CCAP 1448/3 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 101aa || [A0A2T1C225] ccmK3 || lime

Synpcc7942_0284 Synechococcus PCC 7942 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [Q31RK3] ccmK3 || lime

PROH_12440 Prochlorothrix PCC 9006 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 106aa || [A0A0M2Q0G5] ccmK3 || lime

O77CONTIG1_02535 Leptolyngbya O-77 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 101aa || [A0A120MVQ0] ccmK3 || lime

BRC41_06820 unclassified-Cyanobacteria QH_9_48_43 (Cyanobacteria) || bmcType=CsomeBCy (main) || 102aa || [A0A2T2RSV7] ccmK3 || lime

C7B76_29295 unclassified-Cyanobacteria CCP2 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 104aa || [A0A2T1CEP1] ccmK3 || lime

Pse7367_0407 Pseudanabaena PCC 7367 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 108aa || [K9SEU7] ccmK3 || lime

BH720_05795 Desertifilum IPPAS B-1220 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [A0A1E5QN53] ccmK3 || lime

GEI7407_2092 Geitlerinema PCC 7407 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [K9S7H0] ccmK3 || lime

KR51_00022740 Rubidibacter KORDI 51-2 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [U5D9E2] ccmK3 || lime

BRC33_00155 unclassified-Cyanobacteria SW_9_44_58 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [A0A2T2RHT4] ccmK3 || lime

BEN50_09140 Halothece PCC 7418 (BEN50) (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [A0A2K3BF56] ccmK3 || lime

PCC7418_0348 Halothece PCC 7418 (PCC7418) (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [K9Y7V9] ccmK3 || lime

Oscil6304_5282 Oscillatoria PCC 6304 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 101aa || [K9TPM4] ccmK3 || lime

AmaxDRAFT_4417 Arthrospira CS-328 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [B5W6L8] ccmK3 || lime

PLAN60401 Planktothrix 7821 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [A0A1J1L9P3] ccmK3 || lime

L8106_08726 Lyngbya PCC8106 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [A0YYC2] ccmK3 || lime

D082_31030 Synechocystis PCC 6714 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 120aa || [A0A068MZY8] ccmK3 || lime

DCF12_07520 Snowella (DCF12) (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [A0A2W7B8M9] ccmK3 || lime

PCC7424_2158 Cyanothece PCC 7424 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 101aa || [B7KGB4] ccmK3 || lime

Cyan7822_1474 Cyanothece PCC 7822 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 101aa || [E0UJV9] ccmK3 || lime

B5D77_03650 Microcystis MC19 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [A0A2P1UCB4] ccmK3 || lime

NIES593_13300 Hydrococcus NIES-593 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [A0A1U7HEZ6] ccmK3 || lime

C7H19_00870 Aphanothece CCALA 016 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [A0A2T1M3F0] ccmK3 || lime

PCC8801_1859 Cyanothece PCC 8801 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [B7JXT8] ccmK3 || lime

CwatDRAFT_6374 Crocosphaera WH 8501 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 116aa || [Q4C9D6] ccmK3 || lime

Xen7305DRAFT_00041380 Xenococcus PCC 7305 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 104aa || [L8MA84] ccmK3 || lime

STA3757_17040 Stanieria NIES-3757 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 104aa || [A0A140K4Q5] ccmK3 || lime

NIES970_21930 Synechococcus NIES-970 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [A0A1Q2TZW0] ccmK3 || lime

Lepto7376_2637 Leptolyngbya PCC 7376 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [K9Q0M1] ccmK3 || lime

GLO73106DRAFT_00030990 Gloeocapsa PCC 73106 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [L8LVS2] ccmK3 || lime

Tery_4328 Trichodesmium IMS101 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 101aa || [Q10WQ3] ccmK3 || lime

AY600_19720 Phormidium BDU 130791 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 101aa || [A0A168UFJ2] ccmK3 || lime

NIES4102_08190 Chondrocystis NIES-4102 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 104aa || [A0A1Z4RMX8] ccmK3 || lime

C7B62_00440 Pleurocapsa CCALA 161 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 104aa || [A0A2T1CXA3] ccmK3 || lime

BI308_09015 Roseofilum AO1-A (Cyanobacteria) || bmcType=CsomeBCy (sat) || 101aa || [A0A1L9QTF1] ccmK3 || lime

A5482_04945 Cyanobacterium IPPAS B-1200 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [A0A1E5QSI8] ccmK3 || lime

AMR42_01460 Limnothrix PR1529 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 103aa || [A0A2G5JE76] ccmK3 || lime

GM3708_2664 Geminocystis NIES-3708 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [A0A0D6AHI0] ccmK3 || lime

CSQ80_05560 Cyanobacterium B-1201 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 104aa || [A0A2G3PC69] ccmK3 || lime

DD990_09915 unclassified-Cyanobacteria UBA11368 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 104aa || [A0A352YBI1] ccmK6 || neonGreen2a

Cyan7425_2386 Cyanothece PCC 7425 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 111aa || [B8HX53] ccmK6 || neonGreen2a

XM38_02115 Halomicronema C2206 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 106aa || [A0A1V8NQ00] ccmK6 || neonGreen2a

DC064_25060 unclassified-Cyanobacteria UBA9273 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 112aa || [A0A352AND3] ccmK6 || neonGreen2a

C7B80_17355 Cyanosarcina CCALA 770 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 113aa || [A0A2T1FK59] ccmK6 || neonGreen2a

DCY91_04525 unclassified-Cyanobacteria UBA11370 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 112aa || [A0A350Y1W9] ccmK6 || neonGreen2a

CEN41_03260 Fischerella CCMEE 5330 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 112aa || [A0A2N6MLE7] ccmK6 || neonGreen2a

A6770_18070 Nostoc NIES-26 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 112aa || [A0A367RD01] ccmK6 || neonGreen2a

DA73_0243110 Tolypothrix VB521301 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 112aa || [A0A0C1N5L4] ccmK6 || neonGreen2a

VF13_28165 Nostoc z16 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 112aa || [A0A2C6W2M4] ccmK6 || neonGreen2a

NIES2111_05000 Nostoc NIES-2111 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 112aa || [A0A1Z4I2M9] ccmK6 || neonGreen2a

Nos7524_4046 Nostoc PCC 7524 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 128aa || [K9QWL8] ccmK6 || neonGreen2a

ACX27_01945 Nostoc CENA21 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 112aa || [A0A0M3V6T6] ccmK6 || neonGreen2a

NIES2101_42045 Calothrix HK-06 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 112aa || [A0A1Q4RAR4] ccmK6 || neonGreen2a

CUN59_11945 Cuspidothrix CHARLIE-1 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 112aa || [A0A2S6CU20] ccmK6 || neonGreen2a

NIES73_44330 Sphaerospermopsis NIES-73 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 112aa || [A0A1Z4UV52] ccmK6 || neonGreen2a

Anacy_2901 Anabaena PCC 7122 (Anacy) (Cyanobacteria) || bmcType=CsomeBCy (sat) || 112aa || [K9ZJ01] ccmK6 || neonGreen2a

BCD67_14250 unclassified-Oscillatoriales USR001 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [A0A1C0VVG8] ccmK6 || neonGreen2b

Osc7112_1982 Oscillatoria PCC 7112 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 102aa || [K9VG15] ccmK6 || neonGreen2b

Cyan7425_3906 Cyanothece PCC 7425 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 104aa || [B8HUM1] ccmK6 || neonGreen2b

Syn6312_1373 Synechococcus PCC 6312 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 99aa || [K9RTC4] ccmK6 || neonGreen2b

BRW62_09480 Synechococcus PCC 6715 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 100aa || [A0A2D2Q350] ccmK6 || neonGreen2b

NK55_04745 Thermosynechococcus NK55 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 100aa || [V5V4H4] ccmK6 || neonGreen2b

Cri9333_4125 Crinalium PCC 9333 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 104aa || [K9W622] ccmK5 || neonGreen3a

NIES2119_16725 Phormidium IAM M-71 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 105aa || [A0A1U7IHW4] ccmK5 || neonGreen3a

B1A85_09295 Chroococcidiopsis TS-821 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 104aa || [A0A2S6VDT9] ccmK5 || neonGreen3a

C7B82_28110 Leptolyngbya ULC18 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 114aa || [A0A2T1DUQ3] ccmK5 || neonGreen3a

OXB_1768 Bacillus OxB-1 (Firmicutes) || bmcType=EUT2x (main) || 91aa || [A0A0A8JKG4] || bloodOrange

CSV78_04330 Sporosarcina P16a (Firmicutes) || bmcType=EUT2x (main) || 92aa || [A0A2G5WVE4] || bloodOrange

CSV77_05900 Sporosarcina P16b (Firmicutes) || bmcType=EUT2x (main) || 94aa || [A0A2G5X3L1] || bloodOrange

CSV68_05530 Sporosarcina P29 (Firmicutes) || bmcType=EUT2x (main) || 92aa || [A0A2G5ZH62] || bloodOrange

BRW62_06700 Synechococcus PCC 6715 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 111aa || [A0A2D2Q1W3] ccmK5 || neonGreen3b

Syn6312_3547 Synechococcus PCC 6312 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 111aa || [K9RZT0] ccmK5 || neonGreen3b

BST81_12330 Leptolyngbya hensonii (Cyanobacteria) || bmcType=CsomeBCy (sat) || 108aa || [A0A1Q8ZCC3] ccmK5 || neonGreen3b

AUK48_05300 unclassified-Oscillatoriales CG2_30_44_21 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 108aa || [A0A1J5H7C0] ccmK5 || neonGreen3b

Pse7429DRAFT_0732 Pseudanabaena PCC 7429 (Cyanobacteria) || bmcType=CsomeBCy (main) || 108aa || [L8N3F5] ccmK5 || neonGreen3b

Cyan7425_2087 Cyanothece PCC 7425 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 107aa || [B8HUA5] ccmK5 || neonGreen3b

LEP3755_36350 Leptolyngbya NIES-3755 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 108aa || [A0A0S3U6L1] ccmK5 || neonGreen3b

C7B65_03845 Phormidesmis ULC007 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 107aa || [A0A2T1DMI5] ccmK5 || neonGreen3b

GlitD10_2496 Gloeomargarita D10 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 109aa || [A0A1J0AFX2] ccmK5 || neonGreen3b

DO97_13400 Neosynechococcus CAUP A 1101 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 106aa || [A0A098THG4] ccmK5 || neonGreen3b

SAMN02745207_01088 Clostridium DSM 8605 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 102aa || [A0A1M5SY62] || darkBlueGreen1

CS063_01165 unclassified-Lachnospiraceae (CS063) (Firmicutes) || bmcType=GRM5like (main) || 101aa || [A0A2G3Q223] || darkBlueGreen1

CCH01_010040 Clostridium JF4335 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 101aa || [S6EKF7] || darkBlueGreen1

ERS852471_03176 Clostridium 2789STDY5834855 (Firmicutes) || bmcType=GRM5like (main) || 101aa || [A0A174LA00] || darkBlueGreen1

HMPREF0216_00315 Clostridium DSM 1785 (Firmicutes) || bmcType=GRM5like (main) || 101aa || [L1QMU4] || darkBlueGreen1

SAMN02746089_00465 Caldanaerobius DSM 17918 (Firmicutes) || bmcType=UA (sat) (omitted) || 105aa || [A0A1M4UG87] || darkBlueGreen1

SAMN05443638_11721 Clostridium NCTC8380 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 102aa || [A0A1M4XBY4] || darkBlueGreen1

BN747_01405 unclassified-Firmicutes MGS:646 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 104aa || [R5R725] || darkBlueGreen2a

DCZ61_02720 unclassified-Lachnospiraceae (DCZ61) (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 105aa || [A0A352CRV9] || darkBlueGreen2a

SAMEA3545328_00053 Blautia (SAMEA3545328) (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 104aa || [A0A1C5L4K1] || darkBlueGreen2a

BN552_02615 Blautia CAG:237 (Firmicutes) || bmcType=GRM5 (main) || 104aa || [R6L2Y7] || darkBlueGreen2a

AMURIS_02208 Acetatifactor muris (Firmicutes) || bmcType=GRM5 (main) || 140aa || [A0A2K4ZG93] || darkBlueGreen2a

BEH84_06095 Eisenbergiella NML120146 (BEH84) (Firmicutes) || bmcType=GRM5 (main) || 104aa || [A0A1E3UKQ8] || darkBlueGreen2a

SAMN06296386_10865 unclassified-Lachnospiraceae (SAMN06296386) (Firmicutes) || bmcType=GRM5 (main) || 108aa || [A0A1T5F048] || darkBlueGreen2a

CSX02_00560 Agathobacter JK623 (Firmicutes) || bmcType=GRM5 (main) || 106aa || [A0A2G3E6B2] || darkBlueGreen2a

DCW47_09895 unclassified-Lachnospiraceae (DCW47) (Firmicutes) || bmcType=GRM5like (main) || 112aa || [A0A349ZVB9] || darkBlueGreen2a

ROSEINA2194_01710 Roseburia DSM 16841 (Firmicutes) || bmcType=GRM5 (main) || 112aa || [C0FSJ4] || darkBlueGreen2a

GCWU000342_00649 Shuttleworthia DSM 14600 (Firmicutes) || bmcType=GRM5 (main) || 104aa || [C4G9J6] || darkBlueGreen2a

DW256_05400 Ruminococcus AM22-14LB (Firmicutes) || bmcType=GRM5 (main) || 117aa || [A0A373HXY7] || darkBlueGreen2a

C808_02855 unclassified-Lachnospiraceae M18-1 (Firmicutes) || bmcType=GRM5 (main) || 114aa || [R9JWT7] || darkBlueGreen2a

B5F86_01930 Lachnoclostridium An298 (Firmicutes) || bmcType=GRM5like (main) || 117aa || [A0A1Y4BJM4] || darkBlueGreen2a

C823_02184 Eubacterium ASF492 (Firmicutes) || bmcType=GRM5 (main) || 114aa || [N2AP08] || darkBlueGreen2a

RUMGNA_01024 Blautia ATCC 29149 (RUMGNA) (Firmicutes) || bmcType=GRM5 (main) || 119aa || [A7B0E8] || darkBlueGreen2a

SAMEA3545255_01041 Clostridium (SAMEA3545255) (Firmicutes) || bmcType=GRM5 (main) || 117aa || [A0A1C5RFW2] || darkBlueGreen2a

C807_00388 unclassified-Lachnospiraceae 43949 (Firmicutes) || bmcType=GRM5 (main) || 104aa || [R9JEI8] || darkBlueGreen2a

DBX39_04300 unclassified-Firmicutes (DBX39) (Firmicutes) || bmcType=GRM5 (main) || 104aa || [A0A2V2EQ14] || darkBlueGreen2b

BN767_01412 Acidiphilium CAG:727 (Proteobacteria) || bmcType=GRM5like (main) || 104aa || [R7G1Y9] || darkBlueGreen2b

C818_01088 unclassified-Lachnospiraceae 43892 (Firmicutes) || bmcType=GRM5 (main) || 105aa || [R9MJ81] || darkBlueGreen2b

SAMN02745136_04577 Anaerocolumna DSM 15929 (Firmicutes) || bmcType=GRM5 (main) || 104aa || [A0A1M6ZHX6] || darkBlueGreen2b

CQ394_06665 Clostridium LCDC99A006 (Firmicutes) || bmcType=GRM5 (main) || 104aa || [A0A2A7MIN9] || darkBlueGreen2b

BFT35_06910 Thermoanaerobacterium GSU5 (BFT35) (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 102aa || [A0A2G1CLH7] || darkBlueGreen2b

Cphy_1180 Lachnoclostridium ATCC 700394 (Firmicutes) || bmcType=GRM5 (main) || 104aa || [A9KN59] || darkBlueGreen2b

BN803_02511 unclassified-Firmicutes CAG:882 (Firmicutes) || bmcType=GRM5 (main) || 104aa || [R7BJY8] || darkBlueGreen2b

C8E03_102451 Lachnotalea CCRI-19302 (C8E03) (Firmicutes) || bmcType=GRM5like (main) || 101aa || [A0A318ERR3] || darkBlueGreen3

SAMN05421730_1005148 Anaerobium GluBS11 (Firmicutes) || bmcType=GRM5like (main) || 101aa || [A0A1D3TS58] || darkBlueGreen3

SAMEA3545382_02217 Clostridium (SAMEA3545382) (Firmicutes) || bmcType=GRM5like (main) || 102aa || [A0A1C6F9I6] || darkBlueGreen3

RHS_3140 Robinsoniella RHS (Firmicutes) || bmcType=GRM5like (main) || 101aa || [A0A0J1J1T2] || darkBlueGreen3

SAMEA3545239_00558 Clostridium (SAMEA3545239) (Firmicutes) || bmcType=GRM5like (main) || 101aa || [A0A1C5KHL1] || darkBlueGreen3

C7383_1089 Murimonas DSM 26524 (Firmicutes) || bmcType=GRM5like (main) || 101aa || [A0A316BMS1] || darkBlueGreen3

SAMEA3545382_00718 Clostridium (SAMEA3545382) (Firmicutes) || bmcType=GRM5like (sat) || 101aa || [A0A1C5ZRY7] || darkBlueGreen4

SAMEA3545252_02381 Blautia (SAMEA3545252) (Firmicutes) || bmcType=GRM5like (sat) || 139aa || [A0A1C5ZJU7] || darkBlueGreen4

DCZ61_04805 unclassified-Lachnospiraceae (DCZ61) (Firmicutes) || bmcType=PDU1D_GRM5 (sat) (omitted) || 99aa || [A0A352CT11] || darkBlueGreen4

RUMOBE_02757 Blautia ATCC 29174 (Firmicutes) || bmcType=PDU1D_GRM5 (sat) (omitted) || 113aa || [A5ZUS2] || darkBlueGreen4

BN552_02125 Blautia CAG:237 (Firmicutes) || bmcType=GRM5 (sat) || 99aa || [R6L577] || darkBlueGreen4

HMPREF0240_01899 Clostridium D5 (Firmicutes) || bmcType=GRM5 (sat) || 107aa || [F0YYI0] || darkBlueGreen4

C808_02846 unclassified-Lachnospiraceae M18-1 (Firmicutes) || bmcType=GRM5 (main) || 99aa || [R9JXD3] || darkBlueGreen4

BN481_01416 Ruminococcus MGS:126 (Firmicutes) || bmcType=GRM5 (sat) || 99aa || [R5TZ57] || darkBlueGreen4

SAMN05216529_12814 Faecalicatena NLAE-zl-C134 (SAMN05216529) (Firmicutes) || bmcType=GRM5 (sat) || 131aa || [A0A315ZLF7] || darkBlueGreen4

B5F86_15235 Lachnoclostridium An298 (Firmicutes) || bmcType=GRM5like (sat) || 99aa || [A0A1Y4ARU1] || darkBlueGreen4

BN703_01826 Ruminococcus MGS:55 (Firmicutes) || bmcType=GRM5 (sat) || 99aa || [R6NXK9] || darkBlueGreen4

BN647_01118 unclassified-Firmicutes MGS:41 (Firmicutes) || bmcType=GRM5like (main) || 113aa || [R6N9Q6] || darkBlueGreen5

CLOSTMETH_00014 Clostridium DSM 5476 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 113aa || [C0E8B1] || darkBlueGreen5

DBX37_02760 Massilioclostridium (DBX37) (Firmicutes) || bmcType=GRM5like (main) || 114aa || [A0A316T9V1] || darkBlueGreen5

DPQ25_02550 unclassified-Ruminococcaceae (DPQ25) (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 109aa || [A0A328UI02] || darkBlueGreen5

DD737_03040 unclassified-Ruminococcaceae (DD737) (Firmicutes) || bmcType=GRM5 (main) || 109aa || [A0A353RCP0] || darkBlueGreen5

DBY05_00995 unclassified-Clostridiales R-7 (DBY05) (Firmicutes) || bmcType=GRM5 (main) || 105aa || [A0A316QQ42] || darkBlueGreen5

DBX65_08255 unclassified-Ruminococcaceae (DBX65) (Firmicutes) || bmcType=GRM5 (sat) || 116aa || [A0A316RT84] || darkBlueGreen5

BN660_01580 Clostridium CAG:448 (Firmicutes) || bmcType=GRM5 (main) || 128aa || [R6SN66] || darkBlueGreen5

SAMN05660297_01828 Natronincola DSM 18979 (Firmicutes) || bmcType=UA (main) (omitted) || 114aa || [A0A1I0D027] || darkBlueGreen0

SAMN02745912_02019 Paramaledivibacter DSM 15212 (Firmicutes) || bmcType=PVMlike (main) || 105aa || [A0A1M6P4R6] || mint0

CVU95_09920 unclassified-Firmicutes HGW-Firmicutes-2 (Firmicutes) || bmcType=PVMlike (main) || 108aa || [A0A2N2C959] || mint0

SAMN05192585_11825 Acetanaerobacterium CGMCC 1.5012 (Firmicutes) || bmcType=PVMlike (main) || 106aa || [A0A1H0B1M2] || mint1

SAMN04489757_1626 Anaerocolumna DSM 1283 (Firmicutes) || bmcType=EUT2 (sat) (omitted) || 106aa || [A0A1I5J1B7] || mint1

CLOSTASPAR_02211 Lachnoclostridium DSM 15981 (Firmicutes) || bmcType=PVMlike (main) || 107aa || [C0CYY4] || mint1

HMPREF1090_01636 Lachnoclostridium 90A8 (Firmicutes) || bmcType=PVMlike (main) || 101aa || [A0A0E2HRL6] || mint1

BN723_00162 Clostridium CAG:59 (Firmicutes) || bmcType=PVMlike (main) || 103aa || [R5F0I1] || mint1

BN3590_04299 Clostridium C105KSO15 (Firmicutes) || bmcType=PVMlike (main) || 112aa || [A0A0U5PEV3] || mint1

BXY41_115113 Bacteroides xylanolyticus (Bacteroidetes) || bmcType=PVMlike (main) || 109aa || [A0A2S6HLT0] || mint1

Closa_1820 Lachnoclostridium ATCC 35040 (Firmicutes) || bmcType=PVMlike (main) || 112aa || [D9QZF2] || mint1

NCTC11027_00677 Paenibacillus BO5 (NCTC11027) (Firmicutes) || bmcType=PVMlike (main) || 108aa || [A0A378XAG5] || mint2

BAA02_05225 unclassified-Paenibacillaceae ZCTH02-B3 (Firmicutes) || bmcType=PVMlike (main) || 105aa || [A0A1Y3QRU9] || mint2

DFR57_105119 Saliterribacillus DSM 27696 (Firmicutes) || bmcType=PVMlike (main) || 107aa || [A0A368XVL5] || mint2

SAMN04487944_10445 Gracilibacillus CGMCC 1.7727 (Firmicutes) || bmcType=PVMlike (main) || 106aa || [A0A1H9P248] || mint2

SAMN05216179_3644 Gracilibacillus CGMCC 1.10681 (Firmicutes) || bmcType=PVMlike (main) || 106aa || [A0A1M7QVB9] || mint2

CathTA2_2119 Caldalkalibacillus TA2.A1 (Firmicutes) || bmcType=PVMlike (main) || 106aa || [F5L8G5] || mint2

CLHOM_28780 Clostridium DSM 5847 (Firmicutes) || bmcType=PVMlike (main) || 107aa || [A0A0L6Z6J9] || mint2

AMS60_10365 Bacillus FJAT-21945 (Firmicutes) || bmcType=PVMlike (main) || 106aa || [A0A0M0X9Z9] || mint2

CLOST_0675 Acetoanaerobium ATCC 12662 (Firmicutes) || bmcType=PVMlike (main) || 107aa || [E3PWI6] || mint2

KP77_28120 Jeotgalibacillus YKJ-13 (Firmicutes) || bmcType=PVMlike (main) || 103aa || [A0A0C2R8S9] || mint2

SAMN04488053_10844 Bacillus CGMCC 1.10369 (Firmicutes) || bmcType=PVMlike (main) || 109aa || [A0A1H0HC83] || mint2

Bsel_3116 Bacillus ATCC 700615 (Firmicutes) || bmcType=PVMlike (main) || 109aa || [D6Y0N0] || mint2

Curi_c11990 Gottschalkia ATCC 7906 (Firmicutes) || bmcType=BUF1 (sat) || 93aa || [K0AZK2] || camo1

CLPU_1c03700 Gottschalkia DSM 1384 (CLPU_1c) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 93aa || [A0A0L0WFK7] || camo1

CLCY_8c00690 Clostridium DSM 605 (CLCY_8c) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 94aa || [A0A0J8DBT9] || camo1

EUAN_18710 Andreesenia DSM 1989 (Firmicutes) || bmcType=BUF1 (sat) || 93aa || [A0A1S1V520] || camo1

QQ39_10965 Pragia NCTC12285 (Proteobacteria) || bmcType=GRM2 (main) || 146aa || [A0A0G3CKI7] || grassGreen

BIT28_00990 Photobacterium 44178 (Proteobacteria) || bmcType=GRM2 (main) || 185aa || [A0A1Q9GX82] || grassGreen

JCM19237_2415 Photobacterium JCM 19237 (Proteobacteria) || bmcType=GRM2 (main) || 183aa || [A0A090QR13] || grassGreen

AYY24_11140 Photobacterium AK-8 (AYY24) (Proteobacteria) || bmcType=GRM2 (main) || 205aa || [A0A1B8IF57] || grassGreen

A3K86_16450 Photobacterium R-40508 (Proteobacteria) || bmcType=GRM2 (main) || 203aa || [A0A178K861] || grassGreen

C9I94_17635 Photobacterium DSM 24669 (C9I94) (Proteobacteria) || bmcType=GRM2 (main) || 220aa || [A0A2T3P3C3] || grassGreen

C9I89_18835 Photobacterium DSM 16190 (Proteobacteria) || bmcType=GRM2 (main) || 196aa || [A0A2T3MTN0] || grassGreen

AXX16_0071 Serratia NCTC10848 (AXX16) (Proteobacteria) || bmcType=GRM2 (main) || 142aa || [A0A126VBX9] || grassGreen

L581_1420 Serratia AU-AP2C (Proteobacteria) || bmcType=GRM2 (main) || 144aa || [U2MXM3] || grassGreen

M992_0267 Moellerella ATCC 35017 (Proteobacteria) || bmcType=GRM2 (main) || 151aa || [A0A0N0IBW5] || grassGreen

APT96_18430 Proteus M16 (APT96) (Proteobacteria) || bmcType=GRM2 (main) || 168aa || [A0A0V9HJJ4] || grassGreen

M997_3354 Proteus ATCC 700826 (Proteobacteria) || bmcType=GRM2 (main) || 166aa || [A0A1B7JAU0] || grassGreen

M998_1598 Providencia ATCC 35613 (Proteobacteria) || bmcType=GRM2 (main) || 147aa || [A0A1B7JWU7] || grassGreen

DD649_16740 Providencia (DD649) (Proteobacteria) || bmcType=GRM2 (main) || 153aa || [A0A356DAC4] || grassGreen

CO695_06865 Providencia NCTC6344 (CO695) (Proteobacteria) || bmcType=GRM2 (main) || 130aa || [A0A291E9T5] || grassGreen

NCTC12026_03370 Providencia NCTC12026 (Proteobacteria) || bmcType=GRM2 (main) || 130aa || [A0A379G7Q0] || grassGreen

C8D90_10368 Enterobacillus DSM 103736 (Proteobacteria) || bmcType=GRM2 (main) || 136aa || [A0A370QTW0] || grassGreen

SAMN06273570_2854 unclassified-Enterobacteriaceae JKS000234 (Proteobacteria) || bmcType=GRM2 (main) || 129aa || [A0A286BWC1] || grassGreen

BG55_02285 Erwinia BT-MARDI (Proteobacteria) || bmcType=GRM2 (main) || 177aa || [A0A014NCM8] || grassGreen

HMPREF0880_04648 Yokenella ATCC 43003 (Proteobacteria) || bmcType=EUT1_GRM2 (main) (omitted) || 135aa || [G9ZAT2] || grassGreen

BZP36_14590 Raoultella NCTC13097 (BZP36) (Proteobacteria) || bmcType=GRM2 (main) || 143aa || [A0A1V2BMQ7] || grassGreen

GKAS_02650 Kluyvera ATCC 33433 (Proteobacteria) || bmcType=GRM2 (main) || 135aa || [A0A085I0I1] || grassGreen

AYO04_02825 Raoultella INSali127 (AYO04) (Proteobacteria) || bmcType=GRM2 (main) || 146aa || [A0A1A0ECB2] || grassGreen

HMPREF0484_5140 Klebsiella ATCC 13884 (Proteobacteria) || bmcType=GRM2 (main) || 132aa || [C8TBZ6] 6QN1' cmcE || grassGreen

RX34_04337 Escherichia GN05128 (RX34) (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 154aa || [A0A234VV34] || grassGreen

CEW81_15435 Kluyvera georgiana (Proteobacteria) || bmcType=GRM2 (main) || 137aa || [A0A248KIZ4] || grassGreen

HA46_01050 Pantoea LMG 5345 (Proteobacteria) || bmcType=GRM2 (main) || 142aa || [A0A1X1FAJ3] || grassGreen

DET57_13621 Klebsiella 2880STDY5682456 (DET57) (Proteobacteria) || bmcType=GRM2 (main) || 150aa || [A0A318F5T1] cmcE || grassGreen

BJP24_20915 Aeromonas TTU2014-159ASC (Proteobacteria) || bmcType=GRM2 (main) || 152aa || [A0A1Q5VLL2] || grassGreen

CJP16_06215 Aeromonas TM12 (Proteobacteria) || bmcType=GRM2 (main) || 150aa || [A0A2N3J438] || grassGreen

cpu_04270 Carboxydothermus Ug1 (Firmicutes) || bmcType=BUF1 (main) || 90aa || [A0A1L8CSP9] || camo2

B6D60_04920 Ca.KSB1 4484_87 (candidate division KSB1) || bmcType=MIC4 (main) || 100aa || [A0A1W9RRJ6] || camo2

MROS_0101 Melioribacter JCM 17771 (Ignavibacteriae) || bmcType=MIC4 (main) || 97aa || [I6Z2H1] || camo2

B6D60_04910 Ca.KSB1 4484_87 (candidate division KSB1) || bmcType=MIC4 (main) || 96aa || [A0A1W9RSS0] || camo2

MROS_0099 Melioribacter JCM 17771 (Ignavibacteriae) || bmcType=MIC4 (main) || 99aa || [I6ZW97] || camo2

SAMN05660923_00396 Tepidimicrobium DSM 23310 (Firmicutes) || bmcType=BUF1 (main) || 87aa || [A0A1H2RJL0] || treeGreen

CIW83_21510 Tissierella P1 (Firmicutes) || bmcType=BUF1 (main) || 93aa || [A0A265Q1R9] || treeGreen

SAMN02745180_02421 Sporanaerobacter DSM 13106 (Firmicutes) || bmcType=BUF1 (main) || 87aa || [A0A1M5YU61] || treeGreen

ABG79_00387 Caloramator VF08 (Firmicutes) || bmcType=BUF1 (main) || 87aa || [A0A0R3K3S1] || treeGreen

SAMN05660865_00224 Caloramator DSM 5463 (Firmicutes) || bmcType=BUF1 (main) || 87aa || [A0A1H5RVA4] || treeGreen

CAAU_1158 Caloramator RC3 (Firmicutes) || bmcType=BUF1 (main) || 87aa || [I7LIV2] || treeGreen

SAMN05660462_01133 Proteiniborus DSM 21650 (Firmicutes) || bmcType=BUF1 (main) || 88aa || [A0A1H3NHK7] || treeGreen

DW1_2977 Proteiniborus DW1 (Firmicutes) || bmcType=BUF1 (main) || 88aa || [A0A1M4MA30] || treeGreen

CLCY_4c00800 Clostridium DSM 605 (CLCY_4c) (Firmicutes) || bmcType=BUF1 (main) || 89aa || [A0A0J8D8B4] || treeGreen

SAMN05660297_02679 Natronincola DSM 18979 (Firmicutes) || bmcType=BUF1 (main) || 88aa || [A0A1I0F6L9] || treeGreen

CLPU_29c00080 Gottschalkia DSM 1384 (CLPU_29c) (Firmicutes) || bmcType=BUF1 (main) || 91aa || [A0A0L0W698] || treeGreen

Clos_0366 Alkaliphilus OhILAs (Firmicutes) || bmcType=BUF1 (main) || 88aa || [A8MLL1] || treeGreen

EUAN_23230 Andreesenia DSM 1989 (Firmicutes) || bmcType=BUF1 (main) || 91aa || [A0A1S1V402] || treeGreen

Curi_c29090 Gottschalkia ATCC 7906 (Firmicutes) || bmcType=BUF1 (main) || 92aa || [K0B4P2] || treeGreen

COA82_02520 Alkaliphilus (COA82) (Firmicutes) || bmcType=BUF1 (main) || 88aa || [A0A2G2ML85] || treeGreen

TR13x_08680 Caloranaerobacter TR13 (Firmicutes) || bmcType=BUF1 (main) || 90aa || [A0A0P8XQ95] || treeGreen

SAMN03080606_03811 Alkaliphilus DSM 18978 (Firmicutes) || bmcType=BUF1 (main) || 92aa || [A0A1G5KVN5] || treeGreen

SAMN05192546_108117 Tindallia APO (Firmicutes) || bmcType=BUF1 (main) || 90aa || [A0A1H3Q6D3] || treeGreen

B2H97_04800 Paraclostridium SU1074NT (Firmicutes) || bmcType=BUF1 (main) || 86aa || [A0A1X2JNU2] || treeGreen

Amet_4580 Alkaliphilus QYMF (Firmicutes) || bmcType=BUF1 (main) || 92aa || [A6TWT3] || treeGreen

AN619_19320 Thermotalea B2-1 (Firmicutes) || bmcType=BUF1 (main) || 88aa || [A0A140L3I1] || treeGreen

CCE28_09165 Anaeromicrobium DY2726D (Firmicutes) || bmcType=BUF1 (main) || 89aa || [A0A267MLG8] || treeGreen

SAMN03080599_02903 Acidaminobacter DSM 2784 (Firmicutes) || bmcType=BUF1 (main) || 88aa || [A0A1G5S610] || treeGreen

B7C24_13550 unclassified-Bacteroidetes 4572_77 (Bacteroidetes) || bmcType=BUF1 (main) || 89aa || [A0A256WHH1] || treeGreen

SAMN05428981_103142 Bacillus OV194 (Firmicutes) || bmcType=BUF1B (main) || 87aa || [A0A1I1X579] || seafoam

SAMN04488577_3442 Bacillus CL95 (Firmicutes) || bmcType=BUF1B (main) || 87aa || [A0A1I6C7F8] || seafoam

AMS60_07890 Bacillus FJAT-21945 (Firmicutes) || bmcType=BUF1B (main) || 87aa || [A0A0M0X8Z9] || seafoam

SAMN04488123_105136 Natribacillus DSM 21771 (Firmicutes) || bmcType=BUF1B (main) || 87aa || [A0A1G8N266] || seafoam

CIL03_13965 Virgibacillus IO3-P2-C2 (Firmicutes) || bmcType=BUF1B (main) || 87aa || [A0A265N713] || seafoam

C7B46_15255 Sulfobacillus benefaciens (Firmicutes) || bmcType=BUF1B (main) || 96aa || [A0A2T2XCJ8] || seafoam

AF333_19665 Aneurinibacillus nagano (AF333) (Firmicutes) || bmcType=BUF1B (main) || 86aa || [A0A0D1XUK7] || seafoam

SAMN03159358_4040 Paenibacillus NFR01 (Firmicutes) || bmcType=BUF1B (main) || 90aa || [A0A1I0KAA1] || seafoam

B9T62_26980 Paenibacillus KCTC 13049 (Firmicutes) || bmcType=BUF1B (main) || 92aa || [A0A2Z2KVV9] || seafoam

AWJ19_30650 Paenibacillus DMB5 (Firmicutes) || bmcType=BUF1B (main) || 88aa || [A0A117T0Q8] || seafoam

BK132_29840 Paenibacillus FSL H8-0259 (Firmicutes) || bmcType=BUF1B (main) || 88aa || [A0A1R1CK76] || seafoam

PSTEL_18755 Paenibacillus DSM 14472 (Firmicutes) || bmcType=BUF1B (main) || 88aa || [A0A089LTI8] || seafoam

SAMN04488542_12259 Fontibacillus DSM 28129 (Firmicutes) || bmcType=BUF1B (main) || 87aa || [A0A1G7QJ91] || seafoam

SAMN05444487_101302 Marininema DSM 45610 (Firmicutes) || bmcType=BUF1B (main) || 87aa || [A0A1H2QV60] || seafoam

CHM34_04895 Paludifilum DSM 102817 (Firmicutes) || bmcType=BUF1B (main) || 87aa || [A0A235BC25] || seafoam

DL897_13595 Thermoflavimicrobium FBKL4.011 (Firmicutes) || bmcType=BUF1B (main) || 89aa || [A0A364K2Q1] || seafoam

HMPREF3293_00411 Christensenella DSM 22607 (Firmicutes) || bmcType=GRM5like (main) || 199aa || [A0A136Q7T3] || evergreen0

DBX65_07200 unclassified-Ruminococcaceae (DBX65) (Firmicutes) || bmcType=GRM5 (main) || 93aa || [A0A316RZ58] || evergreen1

CLOSTMETH_00012 Clostridium DSM 5476 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 97aa || [C0E8A9] || evergreen1

DBX37_02770 Massilioclostridium (DBX37) (Firmicutes) || bmcType=GRM5like (main) || 95aa || [A0A316T7B2] || evergreen1

DPQ25_02535 unclassified-Ruminococcaceae (DPQ25) (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 95aa || [A0A328UH50] || evergreen1

DD737_03050 unclassified-Ruminococcaceae (DD737) (Firmicutes) || bmcType=GRM5 (main) || 96aa || [A0A356VXI8] || evergreen1

BN647_01116 unclassified-Firmicutes MGS:41 (Firmicutes) || bmcType=GRM5like (main) || 152aa || [R6M803] || evergreen1

SAMN02745912_02017 Paramaledivibacter DSM 15212 (Firmicutes) || bmcType=PVMlike (main) || 93aa || [A0A1M6P4L4] || evergreen1

CVU95_09910 unclassified-Firmicutes HGW-Firmicutes-2 (Firmicutes) || bmcType=PVMlike (main) || 92aa || [A0A2N2C971] || evergreen1

SAMN05192585_11827 Acetanaerobacterium CGMCC 1.5012 (Firmicutes) || bmcType=PVMlike (main) || 98aa || [A0A1H0B1X1] || evergreen1

SAMN04489757_1628 Anaerocolumna DSM 1283 (Firmicutes) || bmcType=EUT2 (sat) (omitted) || 96aa || [A0A1I5J1M5] || evergreen1

BXY41_115111 Bacteroides xylanolyticus (Bacteroidetes) || bmcType=PVMlike (main) || 127aa || [A0A2S6HLZ6] || evergreen1

Closa_1822 Lachnoclostridium ATCC 35040 (Firmicutes) || bmcType=PVMlike (main) || 119aa || [D9QZF4] || evergreen1

CLOSTASPAR_02214 Lachnoclostridium DSM 15981 (Firmicutes) || bmcType=PVMlike (main) || 137aa || [C0CYY7] || evergreen1

BN723_00160 Clostridium CAG:59 (Firmicutes) || bmcType=PVMlike (main) || 100aa || [R5F8H9] || evergreen1

SAMN05660297_01826 Natronincola DSM 18979 (Firmicutes) || bmcType=UA (main) (omitted) || 103aa || [A0A1I0CZ10] || evergreen2

CS063_01175 unclassified-Lachnospiraceae (CS063) (Firmicutes) || bmcType=GRM5like (main) || 96aa || [A0A2G3Q247] || evergreen2

KP77_28100 Jeotgalibacillus YKJ-13 (Firmicutes) || bmcType=PVMlike (main) || 104aa || [A0A0C2VRR0] || evergreen2

SAMN04488053_10846 Bacillus CGMCC 1.10369 (Firmicutes) || bmcType=PVMlike (main) || 107aa || [A0A1H0HCB9] || evergreen2

Bsel_3114 Bacillus ATCC 700615 (Firmicutes) || bmcType=PVMlike (main) || 109aa || [D6Y0M8] || evergreen2

CLHOM_28760 Clostridium DSM 5847 (Firmicutes) || bmcType=PVMlike (main) || 136aa || [A0A0L6Z6K0] || evergreen2

BAA02_05220 unclassified-Paenibacillaceae ZCTH02-B3 (Firmicutes) || bmcType=PVMlike (main) || 124aa || [A0A1Y3QQ31] || evergreen2

NCTC11027_00675 Paenibacillus BO5 (NCTC11027) (Firmicutes) || bmcType=PVMlike (main) || 161aa || [A0A378X8C0] || evergreen2

DFR57_105117 Saliterribacillus DSM 27696 (Firmicutes) || bmcType=PVMlike (main) || 117aa || [A0A368XVD5] || evergreen2

AMS60_10355 Bacillus FJAT-21945 (Firmicutes) || bmcType=PVMlike (main) || 123aa || [A0A0M0X9M6] || evergreen2

CLOST_0677 Acetoanaerobium ATCC 12662 (Firmicutes) || bmcType=PVMlike (main) || 108aa || [E3PWI8] || evergreen2

SAMN04487944_10443 Gracilibacillus CGMCC 1.7727 (Firmicutes) || bmcType=PVMlike (main) || 128aa || [A0A1H9P052] || evergreen2

SAMN05216179_3642 Gracilibacillus CGMCC 1.10681 (Firmicutes) || bmcType=PVMlike (main) || 131aa || [A0A1M7QV63] || evergreen2

SAMN02746089_02766 Caldanaerobius DSM 17918 (Firmicutes) || bmcType=UA (main) (omitted) || 107aa || [A0A1M5FJI1] || evergreen3

SAMN02745207_01090 Clostridium DSM 8605 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 97aa || [A0A1M5SXY2] || evergreen3

Tsac_0215 Thermoanaerobacterium DSM 8691 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 105aa || [I3VRV6] || evergreen3

SAMN05443638_11719 Clostridium NCTC8380 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 101aa || [A0A1M4XBM7] || evergreen3

ERS852471_03178 Clostridium 2789STDY5834855 (Firmicutes) || bmcType=GRM5like (main) || 98aa || [A0A174L4R2] || evergreen3

HMPREF0216_00317 Clostridium DSM 1785 (Firmicutes) || bmcType=GRM5like (main) || 99aa || [L1QMQ2] || evergreen3

C818_01086 unclassified-Lachnospiraceae 43892 (Firmicutes) || bmcType=GRM5 (main) || 93aa || [R9MJS8] || evergreen4x

BN803_02509 unclassified-Firmicutes CAG:882 (Firmicutes) || bmcType=GRM5 (main) || 97aa || [R7BJ58] || evergreen4a

SAMN02745136_04579 Anaerocolumna DSM 15929 (Firmicutes) || bmcType=GRM5 (main) || 94aa || [A0A1M6ZHY3] || evergreen4a

CQ394_06655 Clostridium LCDC99A006 (Firmicutes) || bmcType=GRM5 (main) || 92aa || [A0A2A7MI51] || evergreen4a

BN767_01414 Acidiphilium CAG:727 (Proteobacteria) || bmcType=GRM5like (main) || 119aa || [R7G413] || evergreen4a

C807_00390 unclassified-Lachnospiraceae 43949 (Firmicutes) || bmcType=GRM5 (main) || 105aa || [R9JNA6] || evergreen4a

C823_02186 Eubacterium ASF492 (Firmicutes) || bmcType=GRM5 (main) || 95aa || [N2AEI8] || evergreen4a

BHV90_09725 unclassified-Clostridiales 42_27 (Firmicutes) || bmcType=GRM5 (main) || 94aa || [A0A1Q6NDL9] || evergreen4a

B5F86_01940 Lachnoclostridium An298 (Firmicutes) || bmcType=GRM5like (main) || 94aa || [A0A1Y4B9K7] || evergreen4a

BN3456_01725 Clostridium C105KSO13 (Firmicutes) || bmcType=GRM5 (main) || 94aa || [A0A0U5NVG2] || evergreen4a

BN481_02522 Ruminococcus MGS:126 (Firmicutes) || bmcType=GRM5 (main) || 94aa || [R5TVG0] || evergreen4a

BN537_00980 unclassified-Firmicutes MGS:212 (Firmicutes) || bmcType=GRM5 (main) || 94aa || [R5YAJ3] || evergreen4a

C808_02857 unclassified-Lachnospiraceae M18-1 (Firmicutes) || bmcType=GRM5 (main) || 94aa || [R9K599] || evergreen4a

DBX39_04310 unclassified-Firmicutes (DBX39) (Firmicutes) || bmcType=GRM5 (main) || 107aa || [A0A2V2ES22] || evergreen4b

Cphy_1181 Lachnoclostridium ATCC 700394 (Firmicutes) || bmcType=GRM5 (main) || 100aa || [A9KN60] || evergreen4b

AMURIS_02210 Acetatifactor muris (Firmicutes) || bmcType=GRM5 (main) || 112aa || [A0A2K4ZGA5] || evergreen4b

DWZ38_05455 Ruminococcus AF31-8BH (Firmicutes) || bmcType=GRM5like (main) || 100aa || [A0A373NNR5] || evergreen4b

CK5_18280 Blautia A2-162 (Firmicutes) || bmcType=GRM5 (main) || 105aa || [D4LR13] || evergreen4b

DCZ61_02710 unclassified-Lachnospiraceae (DCZ61) (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 103aa || [A0A352CRV7] || evergreen4b

DCW47_09905 unclassified-Lachnospiraceae (DCW47) (Firmicutes) || bmcType=GRM5like (main) || 117aa || [A0A349ZVC1] || evergreen4b

ROSEINA2194_01712 Roseburia DSM 16841 (Firmicutes) || bmcType=GRM5 (main) || 118aa || [C0FSJ6] || evergreen4b

HMPREF1508_1486 Shuttleworthia MSX8B (Firmicutes) || bmcType=GRM5 (sat) || 144aa || [X8GXI3] || evergreen4b

BN747_01403 unclassified-Firmicutes MGS:646 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 95aa || [R5RNQ0] || evergreen4b

BEH84_06097 Eisenbergiella NML120146 (BEH84) (Firmicutes) || bmcType=GRM5 (main) || 120aa || [A0A1E3A3S8] || evergreen4b

HMPREF1548_03658 Clostridium KLE 1755 (Firmicutes) || bmcType=GRM5 (main) || 109aa || [U2B9S3] || evergreen4b

SAMN06296386_10867 unclassified-Lachnospiraceae (SAMN06296386) (Firmicutes) || bmcType=GRM5 (main) || 112aa || [A0A1T5F0D9] || evergreen4b

CSX02_00570 Agathobacter JK623 (Firmicutes) || bmcType=GRM5 (main) || 130aa || [A0A2G3E6R3] || evergreen4b

SAMN05421730_1005150 Anaerobium GluBS11 (Firmicutes) || bmcType=GRM5like (main) || 96aa || [A0A1D3TS67] || evergreen5

C8E03_102453 Lachnotalea CCRI-19302 (C8E03) (Firmicutes) || bmcType=GRM5like (main) || 97aa || [A0A255NH51] || evergreen5

C7383_1087 Murimonas DSM 26524 (Firmicutes) || bmcType=GRM5like (main) || 98aa || [A0A316BSC6] || evergreen5

RHS_3142 Robinsoniella RHS (Firmicutes) || bmcType=GRM5like (main) || 98aa || [A0A0J1G6S0] || evergreen5

SAMEA3545239_00556 Clostridium (SAMEA3545239) (Firmicutes) || bmcType=GRM5like (main) || 103aa || [A0A1C5KHT5] || evergreen5

SAMEA3545382_02219 Clostridium (SAMEA3545382) (Firmicutes) || bmcType=GRM5like (main) || 97aa || [A0A1C6F9Y3] || evergreen5

BN514_02513 Ruminococcus CAG:17 (Firmicutes) || bmcType=GRM5 (sat) || 96aa || [R5N2I8] || olive

ERS852394_00500 Blautia AF14-23 (ERS852394) (Firmicutes) || bmcType=PDU1D_GRM5 (sat) (omitted) || 96aa || [A0A173Y2G9] || olive

CK5_30660 Blautia A2-162 (Firmicutes) || bmcType=GRM5 (sat) || 103aa || [D4LU35] || olive

BN568_01501 Blautia MGS:257 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 97aa || [R5WQS4] || olive

DCZ61_04800 unclassified-Lachnospiraceae (DCZ61) (Firmicutes) || bmcType=PDU1D_GRM5 (sat) (omitted) || 94aa || [A0A352CT10] || olive

DXD97_06035 Ruminococcus TM10-9AT (Firmicutes) || bmcType=GRM5 (sat) || 95aa || [A0A374M689] || olive

SAMEA3545382_00719 Clostridium (SAMEA3545382) (Firmicutes) || bmcType=GRM5like (sat) || 97aa || [A0A1C5ZRL2] || olive

ERS852491_04267 Faecalicatena NLAE-zl-C134 (ERS852491) (Firmicutes) || bmcType=GRM5 (sat) || 92aa || [A0A174KJ80] || olive

SAMN05216529_12815 Faecalicatena NLAE-zl-C134 (SAMN05216529) (Firmicutes) || bmcType=GRM5 (sat) || 95aa || [A0A315ZLR1] || olive

SAMN05216536_107207 Faecalicatena NLAE-zl-C242 (Firmicutes) || bmcType=GRM5like (sat) (omitted) || 95aa || [A0A2Y9BF76] || olive

HMPREF0991_02383 unclassified-Lachnospiraceae 2_1_58FAA (Firmicutes) || bmcType=GRM5 (sat) || 118aa || [F7JZ12] || olive

C808_02847 unclassified-Lachnospiraceae M18-1 (Firmicutes) || bmcType=GRM5 (main) || 92aa || [R9K588] || olive

B5F86_15230 Lachnoclostridium An298 (Firmicutes) || bmcType=GRM5like (sat) || 94aa || [A0A1Y4APV3] || olive

DWY75_09165 Ruminococcus AF27-11AA (Firmicutes) || bmcType=GRM5 (sat) || 93aa || [A0A373RCX8] || olive

FC96_GL000513 Lactobacillus JCM 15530 (Firmicutes) || bmcType=PDU1C (main) || 96aa || [A0A0R1HLJ9] || caramel

FC98_GL002778 Lactobacillus DSM 19906 (Firmicutes) || bmcType=PDU1C (main) || 93aa || [A0A0R1NPP1] || caramel

A5802_001146 Enterococcus QAUEM2808 (A5802) (Firmicutes) || bmcType=PDU1E (main) || 93aa || [A0A242KZW7] || caramel

DTPHA_1402636 Enterococcus MJR8396B (DTPHA) (Firmicutes) || bmcType=PDU1E (main) || 92aa || [A0A1A7T2I2] || caramel

SAMN02745116_01137 Pilibacter ATCC BAA-1030 (Firmicutes) || bmcType=PDU1E (main) || 93aa || [A0A1T4MLB8] || caramel

JG30_04630 Lactobacillus Bin4 (Firmicutes) || bmcType=PDU1C (main) || 96aa || [A0A0F4LV61] || caramel

LRLP16767_LR3C6_01180 Lactobacillus 482_46 (LRLP16767_LR3C6) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 96aa || [A0A0U5JSV1] || caramel

FD47_GL001140 Lactobacillus DSM 18390 (Firmicutes) || bmcType=PDU1C (main) || 99aa || [A0A0R1YNM5] || caramel

FC82_GL003372 Lactobacillus DSM 20515 (Firmicutes) || bmcType=PDU1C (main) || 98aa || [A0A0R2B5C6] || caramel

FC82_GL003365 Lactobacillus DSM 20515 (Firmicutes) || bmcType=PDU1C (main) || 92aa || [A0A0R2B566] || caramel

FC69_GL000230 Lactobacillus DSM 14340 (Firmicutes) || bmcType=PDU1C (main) || 97aa || [A0A0R1RWE7] || caramel

LRLP16767_LR3C6_01172 Lactobacillus 482_46 (LRLP16767_LR3C6) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 93aa || [A0A0U5JQ29] || caramel

DDW71_03555 Lactobacillus (DDW71) (Firmicutes) || bmcType=PDU1C (main) || 97aa || [A0A353JS30] || caramel

FC24_GL001442 Lactobacillus DSM 20253 (Firmicutes) || bmcType=PDU1C (main) || 105aa || [A0A0R2D078] || caramel

FM121_10125 Vagococcus bH819 (Firmicutes) || bmcType=PDU1C (main) || 98aa || [A0A1X6WQA2] || caramel

FC98_GL002786 Lactobacillus DSM 19906 (Firmicutes) || bmcType=PDU1C (main) || 100aa || [A0A0R1NR37] || caramel

FC85_GL001965 Lactobacillus DSM 14421 (Firmicutes) || bmcType=PDU1C (main) || 102aa || [A0A0R1S1B3] || caramel

FD35_GL002180 Lactobacillus DSM 15814 (Firmicutes) || bmcType=PDU1C (main) || 99aa || [A0A0R1RHD9] || caramel

ABM34_00545 Lactobacillus EMML 3041 (Firmicutes) || bmcType=PDU1C (main) || 95aa || [A0A0H4QHQ0] || caramel

IWT126_00520 Lactobacillus IWT126 (Firmicutes) || bmcType=PDU1C (main) || 98aa || [A0A1Z5IFD9] || caramel

IV55_GL001606 Lactobacillus DSM 22696 (IV55_GL) (Firmicutes) || bmcType=PDU1C (main) || 97aa || [A0A0R2LA52] || caramel

CUS93_10925 Enterococcus MJR8396B (CUS93) (Firmicutes) || bmcType=PDU1C (main) || 91aa || [A0A2S7RQH8] || caramel

A11Y_20990 Lactobacillus CECT5711 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 93aa || [J3JCK1] || caramel

JG29_14740 Lactobacillus Hon2 (Firmicutes) || bmcType=EUT2A (main) || 96aa || [A0A0F4KQS4] || caramel

CJ179_49055 Rhodococcus ACS1 (Actinobacteria) || bmcType=MIC1 (main) || 107aa || [A0A2A3ETX8] || mocha

CBI38_32730 Rhodococcus S2-17 (Actinobacteria) || bmcType=MIC1 (main) || 96aa || [A0A2S2C5V1] || mocha

A4R44_08048 Amycolatopsis M39 (Actinobacteria) || bmcType=MIC1 (main) || 101aa || [A0A178WTY2] || mocha

SAMN05443637_12580 Pseudonocardia DSM 43832 (Actinobacteria) || bmcType=MIC1 (main) || 101aa || [A0A1M6ZZY9] || mocha

BGP03_13320 Pseudonocardia 73-21 (Actinobacteria) || bmcType=MIC1 (main) || 95aa || [A0A1Q4D3Z3] || mocha

SAMN05445060_0713 Williamsia CPCC 203464 (Actinobacteria) || bmcType=MIC1 (main) || 93aa || [A0A1N7DKJ0] || mocha

B1964_28910 Gordonia i37 (Actinobacteria) || bmcType=MIC1 (main) || 93aa || [A0A1V4PGP4] || mocha

ABT15_21830 Pseudonocardia SCN 73-27 (Actinobacteria) || bmcType=MIC1 (main) || 97aa || [A0A1E4P6H0] || mocha

TOK_0322 Pseudonocardia N23 (Actinobacteria) || bmcType=MIC1 (main) || 97aa || [A0A292Z6H7] || mocha

TOK_0339 Pseudonocardia N23 (Actinobacteria) || bmcType=MIC1 (main) || 97aa || [A0A292Z6Z6] || mocha

BJF78_15315 Pseudonocardia CNS-139 (Actinobacteria) || bmcType=incomplete (sat) (omitted) || 101aa || [A0A1Q9T065] || mocha

Namu_2338 Nakamurella DSM 44233 (Actinobacteria) || bmcType=MIC1 (main) || 101aa || [C8XKF2] || mocha

BG845_02873 Pseudonocardia DSM 535 (Actinobacteria) || bmcType=MIC1 (sat) || 101aa || [A0A1Y2MXX6] || mocha

C8D89_10455 Actinomycetospora DSM 45771 (Actinobacteria) || bmcType=MIC1 (main) || 100aa || [A0A2U1FF89] || mocha

SAMN05216390_11560 unclassified-Lachnospiraceae KH1T2 (Firmicutes) || bmcType=UA (main) (omitted) || 96aa || [A0A1I4G1K3] || tan

HMPREF9200_0643 Veillonella F0422 (Firmicutes) || bmcType=GRM3A (main) || 89aa || [F9N5Q8] || tan

DET48_15510 Vibrio 60.6F (DET48) (Proteobacteria) || bmcType=incomplete (main) (omitted) || 96aa || [A0A329DVA5] || tan

C8C78_13221 Halanaerobium WG6 (C8C78) (Firmicutes) || bmcType=GRM5like (main) || 96aa || [A0A1G6KHC5] || tan

NCTC7295_02050 Salmonella NCTC7302 (NCTC7295) (Proteobacteria) || bmcType=PDU1AB (main) || 100aa || [A0A379S0K6] 5D6V' pduJ || tan

NCTC8261_02843 Salmonella CFSAN024758 (NCTC8261) (Proteobacteria) || bmcType=PDU1AB (main) || 100aa || [A0A379WRX8] || tan

QX51_08735 Terrisporobacter 08-306576 (Firmicutes) || bmcType=GRM3A (main) || 92aa || [A0A0B3VXH6] || tan

SAMN04487885_104125 Clostridium NLAE-zl-G419 (Firmicutes) || bmcType=GRM3A (main) || 95aa || [A0A1I2K653] || tan

SPACI_38160 Sporomusa DSM 3132 (Firmicutes) || bmcType=PDU1D (main) || 92aa || [A0A259UGQ7] || tan

HMP0721_1629 Pseudoramibacter ATCC 23263 (Firmicutes) || bmcType=EUT2B (main) || 109aa || [E6MI96] || tan

CVV01_00310 unclassified-Firmicutes HGW-Firmicutes-6 (Firmicutes) || bmcType=fragmented (sat) (omitted) || 91aa || [A0A2N2AY49] || tan

SAMN04488579_12139 Eubacterium VPI 5359 (Firmicutes) || bmcType=EUT2 (sat) (omitted) || 94aa || [A0A1H3I7S4] || tan

CVV02_03320 unclassified-Firmicutes HGW-Firmicutes-7 (Firmicutes) || bmcType=PDU1D (main) || 93aa || [A0A2N2B240] || tan

QY95_03869 Quasibacillus SGZ-8 (QY95) (Firmicutes) || bmcType=PDU1D (main) || 94aa || [A0A0F5HMN7] || tan

B4168_0308 Anoxybacillus DSM 2641T (Firmicutes) || bmcType=PDU1D (main) || 91aa || [A0A150M2J0] || tan

CHH80_06370 Bacillus 2046851 (Firmicutes) || bmcType=PDU1D (main) || 92aa || [A0A268IHC1] || tan

BAZO_13554 Bacillus LMG 9581 (Firmicutes) || bmcType=PDU1D (main) || 93aa || [K6D8U8] || tan

CLOBL_28830 Clostridium BL-8 (Firmicutes) || bmcType=GRM3A (main) || 93aa || [A0A1S8TIW6] || tan

RPC_1168 Rhodopseudomonas BisB18 (Proteobacteria) || bmcType=GRM3C (main) || 93aa || [Q21A55] || tan

CSA64_00170 Pseudopropionibacterium (CSA64) (Actinobacteria) || bmcType=PDU1D (main) || 90aa || [A0A2G6JED7] || tan

CVT65_12495 unclassified-Actinobacteria HGW-Actinobacteria-5 (Actinobacteria) || bmcType=PDU1D (main) || 92aa || [A0A2N3FQ20] || tan

PROPJV5_0447 Propionibacterium JV5 (Actinobacteria) || bmcType=PDU_EUT (main) (omitted) || 92aa || [A0A375HY14] || tan

VR72_15905 unclassified-Clostridiaceae BRH_c20a (Firmicutes) || bmcType=PDU1D (main) || 93aa || [A0A0F2Q598] || cyan

CXZ00_14035 unclassified-Acidobacteria (CXZ00) (Acidobacteria) || bmcType=PDU1D (main) || 94aa || [A0A2P6WCZ3] || cyan

Dalk_5001 Desulfatibacillum AK-01 (Proteobacteria) || bmcType=PDU1D (main) || 132aa || [B8FDP1] || cyan

DXA10_11195 unclassified-Firmicutes AM55-24TS (Firmicutes) || bmcType=GRM5like (main) || 91aa || [A0A373Q117] || cyan

SAMN02745207_01091 Clostridium DSM 8605 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 195aa || [A0A1M5SXB2] || cyan

Tsac_0214 Thermoanaerobacterium DSM 8691 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 127aa || [I3VRV5] || cyan

HMPREF0216_00316 Clostridium DSM 1785 (Firmicutes) || bmcType=GRM5like (main) || 120aa || [L1QNW9] || cyan

C8E03_102452 Lachnotalea CCRI-19302 (C8E03) (Firmicutes) || bmcType=GRM5like (main) || 92aa || [A0A255I450] || cyan

CS063_01170 unclassified-Lachnospiraceae (CS063) (Firmicutes) || bmcType=GRM5like (main) || 92aa || [A0A2G3Q269] || cyan

SAMN02746089_02767 Caldanaerobius DSM 17918 (Firmicutes) || bmcType=UA (main) (omitted) || 110aa || [A0A1M5FJM4] || cyan

SAMN00808754_0354 Thermanaeromonas ToBE (Firmicutes) || bmcType=MUF3 (main) || 92aa || [A0A1W1VC89] || cyan

Mahau_0824 Mahella DSM 15567 (Firmicutes) || bmcType=MUF3 (main) || 147aa || [F4A1I8] || cyan

GCWU000342_00648 Shuttleworthia DSM 14600 (Firmicutes) || bmcType=GRM5 (main) || 92aa || [C4G9J5] || cyan

BN767_01413 Acidiphilium CAG:727 (Proteobacteria) || bmcType=GRM5like (main) || 93aa || [R7G3E6] || cyan

DCZ61_02705 unclassified-Lachnospiraceae (DCZ61) (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 93aa || [A0A352CRV6] || cyan

BN747_01402 unclassified-Firmicutes MGS:646 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 157aa || [R5R5E6] || cyan

DBX39_04315 unclassified-Firmicutes (DBX39) (Firmicutes) || bmcType=GRM5 (main) || 93aa || [A0A2V2EPI9] || cyan

BN803_02510 unclassified-Firmicutes CAG:882 (Firmicutes) || bmcType=GRM5 (main) || 92aa || [R7BJ36] || cyan

CS063_01180 unclassified-Lachnospiraceae (CS063) (Firmicutes) || bmcType=GRM5like (main) || 147aa || [A0A2G3Q463] || cyan

DBX61_09760 unclassified-Clostridiales R-7 (DBX61) (Firmicutes) || bmcType=GRM5 (main) || 92aa || [A0A2V2G1Z0] || cyan

SAMN05421730_1005151 Anaerobium GluBS11 (Firmicutes) || bmcType=GRM5like (main) || 157aa || [A0A1D3TS64] || cyan

CEB3_c07480 unclassified-Peptococcaceae CEB3 (Firmicutes) || bmcType=MUF3 (main) || 89aa || [A0A0J1FHC8] || cyan

S12H4_13880 unclassified-marine-sediment (S12H4) (unclassified_metagenomic) || bmcType=UA (sat) (omitted) || 128aa || [X1SSC3] || cyan

DBX37_02775 Massilioclostridium (DBX37) (Firmicutes) || bmcType=GRM5like (main) || 91aa || [A0A316TD41] || cyan

DBY05_00990 unclassified-Clostridiales R-7 (DBY05) (Firmicutes) || bmcType=GRM5 (main) || 92aa || [A0A316QR03] || cyan

CLOSTMETH_00011 Clostridium DSM 5476 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 186aa || [C0E8A8] || cyan

BN660_01579 Clostridium CAG:448 (Firmicutes) || bmcType=GRM5 (main) || 91aa || [R6TVQ4] || cyan

SAMEA3545436_00068 Ruminococcus (SAMEA3545436) (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 175aa || [A0A1C5LHJ0] || cyan

DD737_03055 unclassified-Ruminococcaceae (DD737) (Firmicutes) || bmcType=GRM5 (main) || 84aa || [A0A356VXF9] || cyan

C8C78_13224 Halanaerobium WG6 (C8C78) (Firmicutes) || bmcType=GRM5like (main) || 90aa || [A0A1G6KIF8] || cyan

GA0070617_2827 Micromonospora DSM 45577 (Actinobacteria) || bmcType=BUF2 (main) || 106aa || [A0A1C6ULW8] || cyan

D0Q02_24000 Verrucosispora LHW63014 (Actinobacteria) || bmcType=BUF2 (main) || 125aa || [A0A372FTT6] || cyan

MCBG_02079 Micromonospora M42 (Actinobacteria) || bmcType=BUF2 (main) || 173aa || [W7VCM3] || cyan

CCH01_010050 Clostridium JF4335 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 92aa || [S6F9H9] || cyan

SAMEA3545416_01533 Clostridium (SAMEA3545416) (Firmicutes) || bmcType=GRM5like (main) || 192aa || [A0A1C6FSF6] || cyan

SAMN05443638_11718 Clostridium NCTC8380 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 92aa || [A0A1M4XBJ8] || cyan

HMPREF3293_00409 Christensenella DSM 22607 (Firmicutes) || bmcType=GRM5like (main) || 109aa || [A0A136Q7Q4] || cyan

HMPREF3293_00408 Christensenella DSM 22607 (Firmicutes) || bmcType=GRM5like (main) || 92aa || [A0A136Q7R4] || cyan

ABS81_07740 Pseudonocardia SCN 72-86 (Actinobacteria) || bmcType=ARO (main) || 111aa || [A0A1E4I7F7] || cerulean

C8D89_103350 Actinomycetospora DSM 45771 (Actinobacteria) || bmcType=ARO (main) || 110aa || [A0A2U1FIM5] || cerulean

SAMN05661093_10178 Kibdelosporangium DSM 43828 (Actinobacteria) || bmcType=ARO (main) || 112aa || [A0A1W2FXE7] || cerulean

C1A38_18155 Verrucosispora ts21 (Actinobacteria) || bmcType=ARO (main) || 108aa || [A0A2N7T034] || cerulean

DFR80_10588 Halanaerobium ST460_2HS_T2 (Firmicutes) || bmcType=GRM5like (main) || 161aa || [A0A368X3U6] || cyan

Mahau_0827 Mahella DSM 15567 (Firmicutes) || bmcType=MUF3 (main) || 92aa || [F4A1J1] || cyan

SAMN04489757_1629 Anaerocolumna DSM 1283 (Firmicutes) || bmcType=EUT2 (sat) (omitted) || 118aa || [A0A1I5J1P5] || teal1

HMPREF1090_01633 Lachnoclostridium 90A8 (Firmicutes) || bmcType=PVMlike (main) || 101aa || [A0A0E2HDD9] || teal1

DDX68_16155 Clostridium (DDX68) (Firmicutes) || bmcType=PVMlike (main) || 99aa || [A0A353MX57] || teal1

HMPREF9473_02054 Hungatella WAL-18680 (Firmicutes) || bmcType=PVMlike (main) || 101aa || [G5IEX7] pvmF || teal1

SAMN05661086_02273 Lachnoclostridium 743A (Firmicutes) || bmcType=PVMlike (main) || 105aa || [A0A1I6K8H2] || teal1

CS063_15875 unclassified-Lachnospiraceae (CS063) (Firmicutes) || bmcType=PVMlike (main) || 101aa || [A0A2G3PUI8] pvmF || teal1

Closa_1821 Lachnoclostridium ATCC 35040 (Firmicutes) || bmcType=PVMlike (main) || 93aa || [D9QZF3] pvmF || teal1

CS063_15880 unclassified-Lachnospiraceae (CS063) (Firmicutes) || bmcType=PVMlike (main) || 94aa || [A0A2G3PU88] pvmF || teal1

SAMN05661086_02274 Lachnoclostridium 743A (Firmicutes) || bmcType=PVMlike (main) || 94aa || [A0A1I6K9A6] || teal1

SAMEA3545335_03747 Clostridium (SAMEA3545335) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 196aa || [A0A1C6B3C4] || teal1

SAMN05661086_02276 Lachnoclostridium 743A (Firmicutes) || bmcType=PVMlike (main) || 94aa || [A0A1I6K884] || teal1

SAMN02745912_02016 Paramaledivibacter DSM 15212 (Firmicutes) || bmcType=PVMlike (main) || 138aa || [A0A1M6P4N5] || teal1

CVU95_09915 unclassified-Firmicutes HGW-Firmicutes-2 (Firmicutes) || bmcType=PVMlike (main) || 91aa || [A0A2N2C9B9] pvmF || teal1

BEN19_03405 Epulopiscium Nuni2H_MBin003 (Firmicutes) || bmcType=UA (sat) (omitted) || 90aa || [A0A1V2YBF8] || teal1

BEN18_07075 Epulopiscium Nuni2H_MBin001 (Firmicutes) || bmcType=PVMlike (sat) (omitted) || 90aa || [A0A1V2YG29] || teal1

HMPREF3293_00410 Christensenella DSM 22607 (Firmicutes) || bmcType=GRM5like (main) || 119aa || [A0A136Q7W9] || teal1

DXA10_11205 unclassified-Firmicutes AM55-24TS (Firmicutes) || bmcType=GRM5like (main) || 92aa || [A0A373Q112] || teal1

CLOST_0678 Acetoanaerobium ATCC 12662 (Firmicutes) || bmcType=PVMlike (main) || 90aa || [E3PWI9] || teal1

CLOST_0676 Acetoanaerobium ATCC 12662 (Firmicutes) || bmcType=PVMlike (main) || 90aa || [E3PWI7] || teal1

CVV51_04220 unclassified-Spirochaetes HGW-Spirochaetae-7 (Spirochaetes) || bmcType=BUF3 (main) || 94aa || [A0A2N1R7Q5] || teal1

A2170_08530 unclassified-Deltaproteobacteria RBG_13_53_10 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 97aa || [A0A1F9AXE6] || teal1

S12H4_49225 unclassified-marine-sediment (S12H4) (unclassified_metagenomic) || bmcType=UA (main) (omitted) || 96aa || [X1TYV5] || teal1

SAMN05660297_01827 Natronincola DSM 18979 (Firmicutes) || bmcType=UA (main) (omitted) || 91aa || [A0A1I0D0I6] || teal2a

CEB3_c07470 unclassified-Peptococcaceae CEB3 (Firmicutes) || bmcType=MUF3 (main) || 100aa || [A0A0J1FIV5] || teal2a

DEA73_03030 unclassified-Peptococcaceae (DEA73) (Firmicutes) || bmcType=MUF3 (main) || 98aa || [A0A357VES1] || teal2a

MOHU_18460 Moorella DSM 23265 (Firmicutes) || bmcType=MUF3 (main) || 90aa || [A0A2T0AN95] || teal2a

DEA73_03025 unclassified-Peptococcaceae (DEA73) (Firmicutes) || bmcType=MUF3 (main) || 90aa || [A0A357VEP8] || teal2a

NCTC11027_00673 Paenibacillus BO5 (NCTC11027) (Firmicutes) || bmcType=PVMlike (main) || 91aa || [A0A378X9F4] || teal2b

CLHOM_28740 Clostridium DSM 5847 (Firmicutes) || bmcType=PVMlike (main) || 91aa || [A0A0L6Z6K3] || teal2b

KP77_28080 Jeotgalibacillus YKJ-13 (Firmicutes) || bmcType=PVMlike (main) || 93aa || [A0A0C2VQH0] || teal2b

CLHOM_28750 Clostridium DSM 5847 (Firmicutes) || bmcType=PVMlike (main) || 90aa || [A0A0L6Z6K7] || teal2b

SAMN04487944_10441 Gracilibacillus CGMCC 1.7727 (Firmicutes) || bmcType=PVMlike (main) || 92aa || [A0A1H9P025] || teal2b

CathTA2_2116 Caldalkalibacillus TA2.A1 (Firmicutes) || bmcType=PVMlike (main) || 95aa || [F5L8G4] || teal2b

BAA02_05205 unclassified-Paenibacillaceae ZCTH02-B3 (Firmicutes) || bmcType=PVMlike (main) || 91aa || [A0A1Y3QQ03] || teal2b

NCTC11027_00674 Paenibacillus BO5 (NCTC11027) (Firmicutes) || bmcType=PVMlike (main) || 91aa || [A0A378X8G0] || teal2b

KP77_28090 Jeotgalibacillus YKJ-13 (Firmicutes) || bmcType=PVMlike (main) || 90aa || [A0A0C2VCL5] || teal2b

SAMN04488053_10847 Bacillus CGMCC 1.10369 (Firmicutes) || bmcType=PVMlike (main) || 101aa || [A0A1H0HCM1] || teal2b

Bsel_3113 Bacillus ATCC 700615 (Firmicutes) || bmcType=PVMlike (main) || 99aa || [D6Y0M7] || teal2b

A2W11_08280 unclassified-Ignavibacteria RBG_16_35_7 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 229aa || [A0A1G0T956] || teal2c

A2523_17395 unclassified-Ignavibacteriae RIFOXYD12_FULL_36_8 (Ignavibacteriae) || bmcType=incomplete (sat) (omitted) || 229aa || [A0A1G0X682] || teal2c

CLHOM_28770 Clostridium DSM 5847 (Firmicutes) || bmcType=PVMlike (main) || 88aa || [A0A0L6Z6Y0] || teal2c

NCTC11027_00676 Paenibacillus BO5 (NCTC11027) (Firmicutes) || bmcType=PVMlike (main) || 101aa || [A0A378X7S4] || teal2c

DFR57_105118 Saliterribacillus DSM 27696 (Firmicutes) || bmcType=PVMlike (main) || 97aa || [A0A368Y106] || teal2c

AMS60_10360 Bacillus FJAT-21945 (Firmicutes) || bmcType=PVMlike (main) || 96aa || [A0A0M0X9M1] || teal2c

SAMN04487944_10444 Gracilibacillus CGMCC 1.7727 (Firmicutes) || bmcType=PVMlike (main) || 94aa || [A0A1H9P018] || teal2c

SAMN05216179_3643 Gracilibacillus CGMCC 1.10681 (Firmicutes) || bmcType=PVMlike (main) || 96aa || [A0A1M7QW58] || teal2c

SAMN02745170_02593 Propionispora DSM 15287 (Firmicutes) || bmcType=GRM6 (main) || 94aa || [A0A1M6JGB6] || robinEggBlue1

HMPREF3201_00315 Megasphaera MJR9396C (Firmicutes) || bmcType=GRM3A (main) || 100aa || [A0A133SKD8] || robinEggBlue1

SAMN05660299_00740 Megasphaera DSM 16981 (Firmicutes) || bmcType=GRM3A (main) || 102aa || [A0A1G9SIZ4] || robinEggBlue1

AFK71_10050 Virgibacillus DSM 26 (Firmicutes) || bmcType=GRM6 (main) || 97aa || [A0A0L0QK08] || robinEggBlue1

C6Y28_09430 Megasphaera YE34 (C6Y28) (Firmicutes) || bmcType=GRM3A (main) || 100aa || [A0A269TD96] || robinEggBlue1

CLOBL_28740 Clostridium BL-8 (Firmicutes) || bmcType=GRM3A (main) || 94aa || [A0A1S8TIJ5] || robinEggBlue1

SAMEA3545303_01539 Clostridium (SAMEA3545303) (Firmicutes) || bmcType=GRM3A (main) || 93aa || [A0A1C5PZS4] || robinEggBlue1

SAMN05660242_2435 Thermoanaerobacterium RBIITD (Firmicutes) || bmcType=PDU1D (main) || 97aa || [A0A285BI81] || robinEggBlue1

Dpep_1736 Dethiosulfovibrio DSM 11002 (Synergistetes) || bmcType=PDU1D (main) || 93aa || [D2Z8G3] || robinEggBlue1

SAMN02910262_00053 Lachnoclostridium F (SAMN02910262) (Firmicutes) || bmcType=GRM3A (main) || 94aa || [A0A1I0CPA8] || robinEggBlue1

SAMN03080610_02712 Afifella DSM 2698 (Proteobacteria) || bmcType=PDU1D (main) || 99aa || [A0A1G5NUU7] || robinEggBlue1

CSA11_10370 unclassified-Chloroflexi (CSA11) (Chloroflexi) || bmcType=PDU1D (main) || 95aa || [A0A2G6GG61] || robinEggBlue1

UAI_01025 Enterococcus ATCC 43197 (Firmicutes) || bmcType=PDU1E (main) || 94aa || [R2RK31] || robinEggBlue2

SAMN02745116_01129 Pilibacter ATCC BAA-1030 (Firmicutes) || bmcType=PDU1E (main) || 93aa || [A0A1T4MK53] || robinEggBlue2

EM4838_06980 Enterococcus QAUEM2808 (EM4838) (Firmicutes) || bmcType=PDU1E (main) || 93aa || [A0A2K8TF63] || robinEggBlue2

Q621_VSBC00299G0004 Veillonella DORA_B_18_19_23 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 91aa || [W1UTX2] || robinEggBlue2

QY95_03877 Quasibacillus SGZ-8 (QY95) (Firmicutes) || bmcType=PDU1D (main) || 94aa || [A0A0F5HML4] || robinEggBlue2

BAZO_13594 Bacillus LMG 9581 (Firmicutes) || bmcType=PDU1D (main) || 94aa || [K6DUN2] || robinEggBlue2

ECED1_3456 Escherichia ED1a (Proteobacteria) || bmcType=GRM3B (main) || 110aa || [B7MZU1] || robinEggBlue2

TSO352_19960 Azospirillum TSO35-2 (Proteobacteria) || bmcType=GRM3C (main) || 100aa || [A0A2U1VFK4] || robinEggBlue2

CLV78_11515 Pseudoruegeria DSM 29328 (Proteobacteria) || bmcType=GRM3C (sat) (omitted) || 97aa || [A0A2T0RFT9] || robinEggBlue2

DCS48_07300 Desulfovibrio (DCS48) (Proteobacteria) || bmcType=GRM1B (sat) || 98aa || [A0A349HII4] || robinEggBlue2

XD65_0184 Caldanaerobacter (XD65) (Firmicutes) || bmcType=UA (main) (omitted) || 93aa || [A0A101FEF4] || robinEggBlue2

AWL62_2231 Halanaerobium T82-1 (Firmicutes) || bmcType=PDU1D (main) || 128aa || [A0A139D3E7] || robinEggBlue2

DOT_6152 Desulfosporosinus OT (Firmicutes) || bmcType=PDU1D (main) || 93aa || [G2G2B1] || robinEggBlue2

HMPREF0557_01813 Listeria ATCC 33091 (Firmicutes) || bmcType=PDU1E (main) || 105aa || [H1GCS2] || robinEggBlue2

A7N85_12445 Listeria FSIS11810476 (A7N85) (Firmicutes) || bmcType=incomplete (main) (omitted) || 95aa || [A0A2A5UJB9] || robinEggBlue2

DES37_102195 Mangrovibacter DSM 19579 (Proteobacteria) || bmcType=PDU1AB (main) || 95aa || [A0A317Q595] || robinEggBlue2

Sputcn32_0210 Shewanella CN-32 (Proteobacteria) || bmcType=GRM4 (main) || 100aa || [A4Y1W3] || robinEggBlue2

RJ45_06640 Photobacterium AD005a (Proteobacteria) || bmcType=UA (main) (omitted) || 96aa || [A0A0B9G6Q5] || robinEggBlue2

ERS008460_00817 Yersinia ATCC 33639 (ERS008460) (Proteobacteria) || bmcType=PDU1AB (main) || 104aa || [A0A0T9TEW7] 4QIE' pduA || robinEggBlue2

NCTC10786_03019 Citrobacter L168 (NCTC10786) (Proteobacteria) || bmcType=PDU1 (main) (omitted) || 92aa || [A0A2X2XS32] || robinEggBlue2

NCTC13443_06118 Klebsiella PB39 (NCTC13443) (Proteobacteria) || bmcType=PDU1AB (main) || 84aa || [A0A377VAW2] || robinEggBlue2

HMPREF0874_01139 Veillonella 6_1_27 (Firmicutes) || bmcType=PDU1E (main) || 93aa || [D6KQA2] || robinEggBlue3

BN814_02402 Veillonella MGS:933 (Firmicutes) || bmcType=PDU1E (main) || 95aa || [R5BN45] || robinEggBlue3

HMPREF1633_15175 Tissierellia S5-A11 (Firmicutes) || bmcType=PDU1D (main) || 94aa || [A0A095XCV1] || robinEggBlue3

HMPREF1633_15215 Tissierellia S5-A11 (Firmicutes) || bmcType=PDU1D (main) || 87aa || [A0A095ZG77] || robinEggBlue3

ACT01_04790 Megasphaera MH (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A344MI67] || sky1

Desor_5424 Desulfosporosinus DSM 765 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [G7WEI6] || sky1

PAALTS15_09224 Paenibacillus TS-15 (Firmicutes) || bmcType=GRM1A (main) || 98aa || [S9STW0] || sky1

BCR26_06325 Enterococcus LMG 25899 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A1E5KSJ4] || sky1

A5865_001130 Enterococcus 12E11_DIV0728 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A242HMY2] || sky1

A5888_000521 Enterococcus 9E7_DIV0242 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A242KCC0] || sky1

BW732_05635 Vagococcus CD276 (Firmicutes) || bmcType=GRM1A (main) || 98aa || [A0A1Q2D5T3] || sky1

C7122_00945 unclassified-Lachnospiraceae F0428 (Firmicutes) || bmcType=GRM1A (main) || 98aa || [A0A2T4TBZ9] || sky1

SAMN05421767_10258 Granulicatella DSM 15827 (Firmicutes) || bmcType=GRM1A (main) || 98aa || [A0A1H9HC35] || sky2

C3495_09190 unclassified-Clostridiaceae 14S0207 (Firmicutes) || bmcType=GRM1A (main) || 98aa || [A0A2Z4WDT5] || sky2

FC78_GL001027 Lactobacillus DSM 19674 (Firmicutes) || bmcType=GRM1A (main) || 98aa || [A0A0R1KL37] || sky2

DXC12_02000 Melissococcus OM08-11BH (Firmicutes) || bmcType=GRM1A (main) || 98aa || [A0A374JL11] || sky2

A5889_000055 Enterococcus 9D6_DIV0238 (Firmicutes) || bmcType=GRM1A (main) || 98aa || [A0A200JD28] || sky2

FD03_GL000456 Lactobacillus DSM 19682 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A0R1KII5] || sky2

DTPHA_1403111 Enterococcus MJR8396B (DTPHA) (Firmicutes) || bmcType=GRM1A (main) || 98aa || [A0A1A7ULU2] || sky2

SAMN02745115_02066 Peptoanaerobacter ATCC 43714 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A1T5KQN5] || sky2

CN481_21025 Bacillus AFS006103 (Firmicutes) || bmcType=GRM1A (main) || 98aa || [A0A2A8IBE1] || sky2

BJL90_00720 Clostridium ATCC 27076 (BJL90) (Firmicutes) || bmcType=GRM1A (main) || 98aa || [A0A1D9FH54] || sky2

Amet_3838 Alkaliphilus QYMF (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A6TUT7] || sky2

SAMEA4412692_02066 Streptococcus NCTC13788 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A239T1W2] || sky2

A5798_001133 Enterococcus 6C8_DIV0013 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A242L7Y4] || sky2

DC094_08980 unclassified-Flavobacteriaceae Hp12 (Bacteroidetes) || bmcType=incomplete (sat) (omitted) || 99aa || [A0A2V1H1A3] || sky2

SP90_11515 Halodesulfovibrio JC271 (Proteobacteria) || bmcType=GRM1A (main) || 99aa || [A0A1B7XB90] || sky2

SAMN05660830_01922 Desulfovibrio DSM 7057 (SAMN05660830) (Proteobacteria) || bmcType=GRM1A (main) || 99aa || [A0A1M6HRK2] || sky2

BHK98_03095 Eubacterium 24907 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A1Q9JG54] || sky2

C817_05347 Dorea 43953 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [R9MPN8] || sky2

SAMN04489866_103116 Peptococcus DSM 20475 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A1G6US54] || sky2

HMPREF1868_01109 Olsenella DNF00959 (Actinobacteria) || bmcType=GRM1A (main) || 98aa || [A0A134A561] || sky2

BN589_00978 Collinsella CAG:289 (Actinobacteria) || bmcType=GRM1A (main) || 98aa || [R7D6B4] || sky2

HMPREF0078_1377 Anaerococcus ATCC 51170 (Firmicutes) || bmcType=GRM1A (main) || 97aa || [C7HVX9] || sky2

HMPREF1091_01175 Atopobium 10063974 (Actinobacteria) || bmcType=GRM1A (main) || 99aa || [N2BPK5] || sky2

EHSB41UT_02226 Parendozoicomonas haliclonae (Proteobacteria) || bmcType=EUT2 (sat) (omitted) || 93aa || [A0A1X7AK32] || brightSkyBlue

EHSB41UT_02227 Parendozoicomonas haliclonae (Proteobacteria) || bmcType=EUT2 (sat) (omitted) || 94aa || [A0A1X7AK61] || brightSkyBlue

GKAS_02657 Kluyvera ATCC 33433 (Proteobacteria) || bmcType=GRM2 (main) || 108aa || [A0A085I0I8] || brightSkyBlue

ABT57_24150 Photobacterium JCM 12487 (Proteobacteria) || bmcType=GRM2 (main) || 92aa || [A0A0J1GY18] || brightSkyBlue

NCTC11685_03433 Klebsiella PB39 (NCTC11685) (Proteobacteria) || bmcType=GRM2 (main) || 94aa || [A0A378CWT8] cmcC || brightSkyBlue

ACT01_04795 Megasphaera MH (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A344MI68] || periwinkleBlue1

Desru_2093 Desulfotomaculum DSM 2154 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [F6DK31] || periwinkleBlue1

HMPREF0322_04108 Desulfitobacterium DP7 (Firmicutes) || bmcType=GRM1A (main) || 101aa || [G9XT02] || periwinkleBlue1

Desmer_4391 Desulfosporosinus DSM 13257 (Firmicutes) || bmcType=GRM1A (main) || 96aa || [J7J4J8] || periwinkleBlue1

Dred_3281 Desulfotomaculum MI-1 (Firmicutes) || bmcType=GRM1A (main) || 96aa || [A4J9M8] || periwinkleBlue1

B0537_00320 Desulfotomaculum GSS09 (Firmicutes) || bmcType=GRM1A (main) || 96aa || [A0A1S6ISG5] || periwinkleBlue1

DEF42_09135 Desulfosporosinus (DEF42) (Firmicutes) || bmcType=GRM1A (main) || 97aa || [A0A358Q0D9] || periwinkleBlue1

PBLR_12641 Paenibacillus alvei (Firmicutes) || bmcType=GRM1A (main) || 97aa || [A0A383RD31] || periwinkleBlue2a

A5888_000520 Enterococcus 9E7_DIV0242 (Firmicutes) || bmcType=GRM1A (main) || 95aa || [A0A242KCL9] || periwinkleBlue2a

BCR26_06330 Enterococcus LMG 25899 (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A1E5KSI0] || periwinkleBlue2a

A5865_001129 Enterococcus 12E11_DIV0728 (Firmicutes) || bmcType=GRM1A (main) || 95aa || [A0A242HPS8] || periwinkleBlue2a

B5F74_04390 Collinsella An271 (Actinobacteria) || bmcType=GRM1A (main) || 105aa || [A0A1Y4E2K7] || periwinkleBlue2b

HMPREF9452_00751 Collinsella YIT 12063 (Actinobacteria) || bmcType=GRM1A (main) || 103aa || [G1WHK1] || periwinkleBlue2b

BN589_00979 Collinsella CAG:289 (Actinobacteria) || bmcType=GRM1A (main) || 103aa || [R7D718] || periwinkleBlue2b

HMPREF1316_0475 Olsenella F0195 (Actinobacteria) || bmcType=GRM1A (main) || 103aa || [U2V2D3] || periwinkleBlue2b

BN544_01118 Clostridium MGS:224 (Firmicutes) || bmcType=GRM1A (main) || 102aa || [R5TC16] || periwinkleBlue3

Cphy_1415 Lachnoclostridium ATCC 700394 (Firmicutes) || bmcType=GRM1A (main) || 102aa || [A9KPC8] || periwinkleBlue3

BN3590_01756 Clostridium C105KSO15 (Firmicutes) || bmcType=GRM1A (main) || 102aa || [A0A0U5JKJ7] || periwinkleBlue3

C7256_18235 Lachnoclostridium NLAE-zl-G277 (C7256) (Firmicutes) || bmcType=GRM1A (main) || 102aa || [A0A1I0I4W6] || periwinkleBlue3

CBFG_00668 unclassified-Clostridiales 1_7_47_FAA (Firmicutes) || bmcType=GRM1A (main) || 102aa || [C5EEA5] || periwinkleBlue3

CN481_21020 Bacillus AFS006103 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A2A8IBD5] || periwinkleBlue3

SAMN05443428_101130 Caloramator USBA 833 (Firmicutes) || bmcType=GRM1A (main) || 103aa || [A0A1T4WFF7] || periwinkleBlue3

B9W14_22590 Clostridium SL1 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A2U8DYL5] || periwinkleBlue3

Amet_3837 Alkaliphilus QYMF (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A6TUT6] || periwinkleBlue3

Clos_2400 Alkaliphilus OhILAs (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A8MJF0] || periwinkleBlue3

CCH01_017590 Clostridium JF4335 (Firmicutes) || bmcType=GRM1 (main) (omitted) || 101aa || [S6ETC5] || periwinkleBlue3

ERS852568_01668 Clostridium 771-14 (ERS852568) (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A174T8U7] || periwinkleBlue3

SAMN02745174_01570 Cetobacterium ATCC 700028 (Fusobacteria) || bmcType=GRM1A (main) || 99aa || [A0A1T4NKI0] || periwinkleBlue3

C3495_09185 unclassified-Clostridiaceae 14S0207 (Firmicutes) || bmcType=GRM1A (main) || 102aa || [A0A2Z4WCC2] || periwinkleBlue3

CBCST_08204 Clostridium Stockholm (Firmicutes) || bmcType=fragmented (sat) (omitted) || 102aa || [F7MMF7] || periwinkleBlue3

CLMAG_38060 Clostridium DSM 2767 (Firmicutes) || bmcType=GRM1A (main) || 102aa || [A0A161WGU6] || periwinkleBlue3

SAMN04488528_100863 Clostridium DSM 12271 (Firmicutes) || bmcType=EUT2_GRM1 (main) (omitted) || 102aa || [A0A1I0XHN4] || periwinkleBlue3

BD821_11360 Clostridium DSM 15099 (Firmicutes) || bmcType=GRM1A (main) || 102aa || [A0A2S6FWD8] || periwinkleBlue3

C7122_00950 unclassified-Lachnospiraceae F0428 (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A2T4TBH0] || periwinkleBlue3

A4V08_24135 Lachnoclostridium YL32 (Firmicutes) || bmcType=GRM1A (main) || 102aa || [A0A1C7G825] || periwinkleBlue3

B5F28_08340 Gemmiger An194 (Firmicutes) || bmcType=GRM1A (main) || 103aa || [A0A1Y4J2M1] || periwinkleBlue3

A5798_001134 Enterococcus 6C8_DIV0013 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A242L8R9] || periwinkleBlue3

AUF12_18835 Enterococcus FDAARGOS_182 (AUF12) (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A2N8PSI7] || periwinkleBlue3

UAS_02206 Enterococcus ATCC 700915 (Firmicutes) || bmcType=GRM1A (main) || 101aa || [R2SAZ0] || periwinkleBlue3

BW732_05630 Vagococcus CD276 (Firmicutes) || bmcType=GRM1A (main) || 106aa || [A0A1Q2D5U9] || periwinkleBlue3

SAMN05421767_10257 Granulicatella DSM 15827 (Firmicutes) || bmcType=GRM1A (main) || 103aa || [A0A1H9HC79] || periwinkleBlue3

A5889_000056 Enterococcus 9D6_DIV0238 (Firmicutes) || bmcType=GRM1A (main) || 107aa || [A0A200JCJ2] || periwinkleBlue3

DXC12_02005 Melissococcus OM08-11BH (Firmicutes) || bmcType=GRM1A (main) || 107aa || [A0A374JJA9] || periwinkleBlue3

UC3_03132 Enterococcus ATCC BAA-412 (Firmicutes) || bmcType=GRM1A (main) || 107aa || [R3TJJ2] || periwinkleBlue3

UC7_02763 Enterococcus ATCC BAA-1240 (Firmicutes) || bmcType=GRM1A (main) || 106aa || [R3TPI3] || periwinkleBlue3

FD03_GL000457 Lactobacillus DSM 19682 (Firmicutes) || bmcType=GRM1A (main) || 102aa || [A0A0R1K8S1] || periwinkleBlue3

FC78_GL001028 Lactobacillus DSM 19674 (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A0R1KKP2] || periwinkleBlue3

HMPREF1654_00412 Streptococcus SK54 (Firmicutes) || bmcType=GRM1A (main) || 105aa || [A0A0E2IVU9] || periwinkleBlue3

SR187_4375 Streptococcus ruminantium (Firmicutes) || bmcType=GRM1A (main) || 105aa || [A0A2Z5U3D1] || periwinkleBlue3

BHK98_03090 Eubacterium 24907 (Firmicutes) || bmcType=GRM1A (main) || 104aa || [A0A1Q9JFX3] || periwinkleBlue3

SP90_11510 Halodesulfovibrio JC271 (Proteobacteria) || bmcType=GRM1A (main) || 101aa || [A0A1B7XB81] || periwinkleBlue3

C817_05348 Dorea 43953 (Firmicutes) || bmcType=GRM1A (main) || 103aa || [R9MXT1] || periwinkleBlue3

B9T62_20550 Paenibacillus KCTC 13049 (Firmicutes) || bmcType=GRM6 (main) || 94aa || [A0A2Z2K8N7] || robinEggBlue4

VR72_15860 unclassified-Clostridiaceae BRH_c20a (Firmicutes) || bmcType=PDU1D (main) || 93aa || [A0A0F2Q0V8] || robinEggBlue4

DKL61_10065 unclassified-Gammaproteobacteria ESL0073 (Proteobacteria) || bmcType=EUT1 (sat) (omitted) || 94aa || [A0A2Z3HX40] || robinEggBlue4

FB4_0511 Pelosinus B4 (Firmicutes) || bmcType=PDU1D (main) || 95aa || [I9LF50] || prussianBlue1

A2Y21_11000 unclassified-Clostridiales GWC2_40_7 (Firmicutes) || bmcType=UA (main) (omitted) || 90aa || [A0A1F8UCH5] || prussianBlue1

AWL62_2257 Halanaerobium T82-1 (Firmicutes) || bmcType=PDU1D (main) || 102aa || [A0A139D3G6] || prussianBlue1

Halsa_0990 Halanaerobium sapolanicus (Firmicutes) || bmcType=PDU1D (main) || 101aa || [E4RMA3] || prussianBlue1

DER71_10568 Halanaerobium DL-01 (Firmicutes) || bmcType=PDU1D (main) || 102aa || [A0A368Z968] || prussianBlue1

HSACCH_00260 Halanaerobium DSM 6643 (Firmicutes) || bmcType=PDU1D (main) || 102aa || [M5DXR8] || prussianBlue1

CHY_0685 Carboxydothermus DSM 6008 (Firmicutes) || bmcType=BUF1 (main) || 94aa || [Q3AE94] || prussianBlue2

SAMN05421852_12042 Thermoflavimicrobium DSM 44778 (Firmicutes) || bmcType=BUF1B (main) || 110aa || [A0A1I3TY78] || prussianBlue2

C7B46_15270 Sulfobacillus benefaciens (Firmicutes) || bmcType=BUF1B (main) || 101aa || [A0A2T2XCP4] || prussianBlue2

SAMN05192546_108120 Tindallia APO (Firmicutes) || bmcType=BUF1 (main) || 92aa || [A0A1H3Q7V9] || prussianBlue2

SAMN05660865_00227 Caloramator DSM 5463 (Firmicutes) || bmcType=BUF1 (main) || 93aa || [A0A1H5RVF5] || prussianBlue2

CHL78_18060 Romboutsia CCRI-19649 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 93aa || [A0A255HWW8] || prussianBlue3

CHF27_13985 Romboutsia CCRI-22766 (Firmicutes) || bmcType=EUT2 (sat) (omitted) || 91aa || [A0A255HTN5] || prussianBlue3

BWY38_01469 unclassified-Ignavibacteriae ADurb.Bin266 (Ignavibacteriae) || bmcType=UA (sat) (omitted) || 286aa || [A0A1V5TKD3] || prussianBlue3

SAMEA3545325_01668 Clostridium (SAMEA3545325) (Firmicutes) || bmcType=PDU1D (sat) || 94aa || [A0A1C5SQE5] || prussianBlue3

C8C78_13226 Halanaerobium WG6 (C8C78) (Firmicutes) || bmcType=GRM5like (main) || 199aa || [A0A318DY62] || prussianBlue3

DFR80_10592 Halanaerobium ST460_2HS_T2 (Firmicutes) || bmcType=GRM5like (main) || 202aa || [A0A368WZ91] || prussianBlue3

A2X96_10190 unclassified-Syntrophobacterales GWC2_56_13 (Proteobacteria) || bmcType=PDU1D (main) || 95aa || [A0A1G3USS9] || sapphire

C0601_11690 unclassified-bacterium BM706 (unclassified Bacteria) || bmcType=SPU1 (main) || 89aa || [A0A2N5ZBH3] || sapphire

DC017_07330 Ca.Wallbacteria (DC017) (Candidatus Wallbacteria) || bmcType=SPUx (main) (omitted) || 94aa || [A0A352M2G5] || sapphire

COT16_02760 unclassified-Elusimicrobia CG08_land_8_20_14_0_20_44_26 (Elusimicrobia) || bmcType=SPU1 (main) || 93aa || [A0A2M6Y017] || sapphire

COZ15_04290 unclassified-Elusimicrobia CG_4_10_14_3_um_filter_49_12_50_7 (Elusimicrobia) || bmcType=SPU1 (main) || 90aa || [A0A2M7NWH2] || sapphire

AMJ46_09190 Ca.Latescibacteria DG_63 (Candidatus Latescibacteria) || bmcType=MIC7 (main) || 90aa || [A0A0S7XBT8] || sapphire

A2W00_06490 Ca.Eisenbacteria RBG_16_71_46 (Candidatus Eisenbacteria) || bmcType=MIC7 (main) || 104aa || [A0A1F5RLG8] || sapphire

B1H02_06915 Ca.Latescibacteria 4484_107 (Candidatus Latescibacteria) || bmcType=FRAG2 (main) || 90aa || [A0A1V4QSD2] || sapphire

A3F84_05305 Ca.Handelsmanbacteria RIFCSPLOWO2_12_FULL_64_10 (Candidatus Handelsmanbacteria) || bmcType=MUF2 (main) || 98aa || [A0A1F6CBN1] || sapphire

CME26_03730 unclassified-Gemmatimonadetes (CME26) (Gemmatimonadetes) || bmcType=MUF2 (main) || 85aa || [A0A2E6HY09] || sapphire

CME21_06845 unclassified-Gemmatimonadetes (CME21) (Gemmatimonadetes) || bmcType=MUF2 (main) || 91aa || [A0A2E4MUJ8] || sapphire

CME19_25015 unclassified-Gemmatimonadetes (CME19) (Gemmatimonadetes) || bmcType=MUF2 (main) || 96aa || [A0A2E8WMA8] || sapphire

CVU77_07665 unclassified-Elusimicrobia HGW-Elusimicrobia-1 (Elusimicrobia) || bmcType=SPU1 (sat) || 93aa || [A0A2N2EYC4] || sapphire

COS68_02730 unclassified-Elusimicrobia CG06_land_8_20_14_3_00_38_11 (Elusimicrobia) || bmcType=SPU1 (sat) || 97aa || [A0A2M7B128] || sapphire

A3A86_01785 unclassified-Elusimicrobia RIFCSPLOWO2_01_FULL_60_11 (Elusimicrobia) || bmcType=SPU1 (main) || 98aa || [A0A1F9U899] || sapphire

A2636_01135 unclassified-Elusimicrobia RIFCSPHIGHO2_01_FULL_64_10 (Elusimicrobia) || bmcType=SPU1 (main) || 99aa || [A0A1F9TV96] || sapphire

A3G85_08705 unclassified-Elusimicrobia RIFCSPLOWO2_12_FULL_39_28 (Elusimicrobia) || bmcType=SPU1 (main) || 100aa || [A0A1F9VD62] || sapphire

A3G41_02765 unclassified-Elusimicrobia RIFCSPLOWO2_12_FULL_59_9 (Elusimicrobia) || bmcType=SPU1 (main) || 99aa || [A0A1F9VG34] || sapphire

A2X37_08035 unclassified-Elusimicrobia GWA2_66_18 (Elusimicrobia) || bmcType=SPU1 (main) || 99aa || [A0A1F9R6X6] || sapphire

A2X36_08540 unclassified-Elusimicrobia GWA2_69_24 (Elusimicrobia) || bmcType=SPU1 (main) || 99aa || [A0A1F9RSH7] || sapphire

AUJ52_15115 unclassified-Elusimicrobia CG1_02_63_36 (Elusimicrobia) || bmcType=SPU1 (main) || 94aa || [A0A1J4T208] || sapphire

DEB40_13875 unclassified-Elusimicrobia (DEB40) (Elusimicrobia) || bmcType=SPU1 (main) || 99aa || [A0A357WQM0] || sapphire

A2X33_08620 unclassified-Elusimicrobia GWA2_51_34 (Elusimicrobia) || bmcType=SPU1 (main) || 98aa || [A0A1F9QXV9] || sapphire

COT17_03685 unclassified-Elusimicrobia CG08_land_8_20_14_0_20_51_18 (Elusimicrobia) || bmcType=SPU1 (sat) || 94aa || [A0A2H0Z9K6] || sapphire

COT18_09750 unclassified-Elusimicrobia CG08_land_8_20_14_0_20_59_10 (Elusimicrobia) || bmcType=SPU1 (main) || 98aa || [A0A2M6Y1K4] || sapphire

CVU78_05270 unclassified-Elusimicrobia HGW-Elusimicrobia-2 (Elusimicrobia) || bmcType=SPU1 (main) || 96aa || [A0A2N2EUK9] || azure

COS41_02205 unclassified-Elusimicrobia CG03_land_8_20_14_0_80_50_18 (Elusimicrobia) || bmcType=SPU1 (main) || 118aa || [A0A2M7C720] || azure

CVU78_05275 unclassified-Elusimicrobia HGW-Elusimicrobia-2 (Elusimicrobia) || bmcType=SPU1 (main) || 146aa || [A0A2N2EUN3] || azure

A2218_08370 unclassified-Elusimicrobia RIFOXYA2_FULL_53_38 (Elusimicrobia) || bmcType=SPU1 (main) || 95aa || [A0A1F9XTV7] || azure

A3J82_03530 unclassified-Elusimicrobia RIFOXYA2_FULL_69_6 (Elusimicrobia) || bmcType=SPU1 (main) || 98aa || [A0A1F9Y9J6] || azure

CVU77_03300 unclassified-Elusimicrobia HGW-Elusimicrobia-1 (Elusimicrobia) || bmcType=SPU1 (main) || 99aa || [A0A2N2F172] || azure

A2636_01180 unclassified-Elusimicrobia RIFCSPHIGHO2_01_FULL_64_10 (Elusimicrobia) || bmcType=SPU1 (main) || 99aa || [A0A1F9TVG2] || azure

BWY26_01136 unclassified-Elusimicrobia ADurb.Bin231 (Elusimicrobia) || bmcType=SPU1 (main) || 98aa || [A0A1V5VJF2] || azure

COS68_02445 unclassified-Elusimicrobia CG06_land_8_20_14_3_00_38_11 (Elusimicrobia) || bmcType=SPU1 (main) || 96aa || [A0A2M7B165] || azure

A2W25_01955 Ca.Zixibacteria RBG_16_53_22 (candidate division Zixibacteria) || bmcType=fragmented (sat) (omitted) || 95aa || [A0A1F4YMK0] || azure

AUJ18_05505 Ca.Hydrogenedentes CG1_02_42_14 (Candidatus Hydrogenedentes) || bmcType=FRAG7 (sat) || 97aa || [A0A1J4V3Z2] || azure

A3G34_12025 Ca.Lindowbacteria RIFCSPLOWO2_12_FULL_62_27 (Candidatus Lindowbacteria) || bmcType=fragmented (sat) (omitted) || 94aa || [A0A1F6LNZ3] || azure

DC083_08550 Ignatzschineria KCTC 22644 (Proteobacteria) || bmcType=EUT1 (main) || 98aa || [A0A2U2ACH7] || azure

A3F78_03385 unclassified-Burkholderiales RIFCSPLOWO2_12_FULL_61_40 (Proteobacteria) || bmcType=EUT1 (main) || 96aa || [A0A1F4K0K6] || azure

AMJ85_01880 Ca.Sumerlaeota SM23_51 (Candidatus Sumerlaeota) || bmcType=incomplete (sat) (omitted) || 98aa || [A0A0S8JRI3] || azure

G925_02525 Escherichia UMEA 3162-1 (Proteobacteria) || bmcType=EUT1 (main) || 103aa || [A0A0E2L326] || azure

NCTC11112_07108 Escherichia GN05128 (NCTC11112) (Proteobacteria) || bmcType=EUT1 (main) || 115aa || [A0A376SBK4] || azure

CVV23_17620 unclassified-Ignavibacteriae HGW-Ignavibacteriae-2 (Ignavibacteriae) || bmcType=UA (main) (omitted) || 95aa || [A0A2N1VR98] || azure

HMPREF0179_00642 Bilophila 3_1_6 (Proteobacteria) || bmcType=GRMguf (main) || 92aa || [E5Y381] || azure

CVV23_17625 unclassified-Ignavibacteriae HGW-Ignavibacteriae-2 (Ignavibacteriae) || bmcType=UA (main) (omitted) || 96aa || [A0A2N1VRA1] || azure

Cabys_345 Caldithrix LF13 (Calditrichaeota) || bmcType=fragmented (sat) (omitted) || 96aa || [H1XR92] || azure

OLEAN_C11310 Oleispira RB-8 (Proteobacteria) || bmcType=EUT1 (main) || 99aa || [R4YL47] || azure

C9I99_09965 Photobacterium JCM 13586 (Proteobacteria) || bmcType=EUT1 (main) || 106aa || [A0A2T3J020] || azure

OLEAN_C11320 Oleispira RB-8 (Proteobacteria) || bmcType=EUT1 (main) || 121aa || [R4YPW8] || azure

Maqu_1233 Marinobacter ATCC 700491 (Proteobacteria) || bmcType=EUT1 (main) || 125aa || [A1U004] || azure

KT99_16339 Shewanella KT99 (Proteobacteria) || bmcType=EUT1 (main) || 92aa || [A9D3B5] || azure

CSB48_00345 unclassified-Proteobacteria (CSB48) (Proteobacteria) || bmcType=EUT1 (main) || 107aa || [A0A2G6D528] || azure

GARC_5336 Paraglaciecola BSs20135 (Proteobacteria) || bmcType=EUT1 (main) || 115aa || [K6YE85] || azure

CVU73_12630 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-8 (Proteobacteria) || bmcType=GRMguf (main) || 91aa || [A0A2N2FHI5] || azure

SAMN02745206_03560 Desulfacinum DSM 9756 (Proteobacteria) || bmcType=GRMguf (main) || 93aa || [A0A1M5IAN6] || azure

CVU64_00880 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-21 (Proteobacteria) || bmcType=GRMguf (main) || 92aa || [A0A2N2HE17] || azure

CVU64_00860 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-21 (Proteobacteria) || bmcType=GRMguf (main) || 94aa || [A0A2N2HE30] || azure

SAMN02745206_03556 Desulfacinum DSM 9756 (Proteobacteria) || bmcType=GRMguf (main) || 91aa || [A0A1M5IAB4] || azure

SAMN02745161_2005 Halodesulfovibrio DSM 17456 (Proteobacteria) || bmcType=UA (main) (omitted) || 92aa || [A0A1N6H4Q7] || azure

DP3030 Desulfotalea DSM 12343 (Proteobacteria) || bmcType=GRMguf (main) || 92aa || [Q6AIS1] || azure

BWY64_01331 unclassified-bacterium ADurb.Bin363 (unclassified Bacteria) || bmcType=fragmented (sat) (omitted) || 113aa || [A0A1V5PLM8] || marine0

CO090_02490 unclassified-Acidobacteria CG_4_9_14_3_um_filter_49_7 (Acidobacteria) || bmcType=ACI (main) || 93aa || [A0A2M8D699] || marine0

B7X11_04935 unclassified-Acidobacteria 37-65-4 (Acidobacteria) || bmcType=ACI (main) || 99aa || [A0A257UQT9] || marine1a

CMP01_03560 unclassified-Chromatiales (CMP01) (Proteobacteria) || bmcType=ACI (main) || 96aa || [A0A2D9M2A1] || marine1a

CL475_03050 unclassified-Acidobacteria (CL475) (Acidobacteria) || bmcType=ACI (main) || 96aa || [A0A2E9U7C6] || marine1a

DC054_07050 unclassified-Blastocatellia (DC054) (Acidobacteria) || bmcType=ACI (main) || 95aa || [A0A352FKA0] || marine1a

C5B44_03535 unclassified-Acidobacteria (C5B44) (Acidobacteria) || bmcType=ACI (sat) || 109aa || [A0A2V2RFZ7] || marine1b

DMF72_01705 unclassified-Acidobacteria (DMF72) (Acidobacteria) || bmcType=ACI (main) || 128aa || [A0A2V8LNP4] || marine1b

DMF70_16435 unclassified-Acidobacteria (DMF70) (Acidobacteria) || bmcType=ACI (sat) || 109aa || [A0A2V8R182] || marine1b

DMF63_14020 unclassified-Acidobacteria (DMF63) (Acidobacteria) || bmcType=ACI (sat) || 107aa || [A0A2V8SJS7] || marine1b

UZ17_ACD001001094 unclassified-Acidobacteria OLB17 (Acidobacteria) || bmcType=ACI (sat) || 106aa || [A0A136K1L1] || marine1b

DMF62_12300 unclassified-Acidobacteria (DMF62) (Acidobacteria) || bmcType=ACI (sat) || 105aa || [A0A2V8RJZ0] || marine1b

DEA22_15495 unclassified-Blastocatellia (DEA22) (Acidobacteria) || bmcType=ACI (main) || 108aa || [A0A357F508] || marine1b

CVV64_17960 Ca.Wallbacteria HGW-Wallbacteria-1 (Candidatus Wallbacteria) || bmcType=SPU7 (main) || 94aa || [A0A2N1PJX5] || marine2

A2Y21_11005 unclassified-Clostridiales GWC2_40_7 (Firmicutes) || bmcType=UA (main) (omitted) || 93aa || [A0A1F8UEA2] || marine2

COB02_12425 Ca.Cloacimonetes (COB02) (Candidatus Cloacimonetes) || bmcType=SPU7 (main) || 96aa || [A0A2A5AG85] || marine2

DMG17_10085 unclassified-Acidobacteria (DMG17) (Acidobacteria) || bmcType=ACI (main) || 102aa || [A0A2V8IV17] || marine2

OZSIB_0723 Ca.Ozemobacter sibiricus (Candidatus Riflebacteria) || bmcType=SPU7 (main) || 97aa || [A0A367ZV44] || marine2

BWY02_00382 unclassified-bacterium ADurb.Bin157 (unclassified Bacteria) || bmcType=SPU7 (main) || 98aa || [A0A1V6ADS3] || marine2

CVV42_09630 Ca.Riflebacteria HGW-Riflebacteria-2 (Candidatus Riflebacteria) || bmcType=SPU7 (main) || 97aa || [A0A2N1UAI3] || marine2

CMN58_00885 unclassified-Solibacterales (CMN58) (Acidobacteria) || bmcType=ACI (main) || 92aa || [A0A2E5FIS1] || marine2

A3F84_05300 Ca.Handelsmanbacteria RIFCSPLOWO2_12_FULL_64_10 (Candidatus Handelsmanbacteria) || bmcType=MUF2 (main) || 93aa || [A0A1F6CB75] || marine2

CME26_03720 unclassified-Gemmatimonadetes (CME26) (Gemmatimonadetes) || bmcType=MUF2 (main) || 92aa || [A0A2E6HXX6] || marine2

CME25_02785 unclassified-Gemmatimonadetes (CME25) (Gemmatimonadetes) || bmcType=MUF2 (main) || 93aa || [A0A2E3IX58] || marine2

CME19_25010 unclassified-Gemmatimonadetes (CME19) (Gemmatimonadetes) || bmcType=MUF2 (main) || 93aa || [A0A2E8WLX4] || marine2

C0601_11740 unclassified-bacterium BM706 (unclassified Bacteria) || bmcType=SPU1 (main) || 93aa || [A0A2N5ZBI1] || marine0

AMJ46_09195 Ca.Latescibacteria DG_63 (Candidatus Latescibacteria) || bmcType=MIC7 (main) || 92aa || [A0A0S7XBT3] || marine0

A2W00_06485 Ca.Eisenbacteria RBG_16_71_46 (Candidatus Eisenbacteria) || bmcType=MIC7 (main) || 99aa || [A0A1F5RM23] || marine0

A2138_03670 unclassified-Deltaproteobacteria RBG_16_71_12 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 100aa || [A0A1F9FBG1] || navy

CL916_04165 unclassified-Deltaproteobacteria (CL916) (Proteobacteria) || bmcType=HO (main) || 96aa || [A0A2D4SML9] || navy

DI536_06605 Archangium gephyra (Proteobacteria) || bmcType=HO (main) || 100aa || [A0A2W5V3N9] || navy

A3D19_03205 unclassified-Deltaproteobacteria RIFCSPHIGHO2_02_FULL_38_15 (Proteobacteria) || bmcType=HO (main) || 114aa || [A0A1F9E482] || navy

A3B70_07170 unclassified-Deltaproteobacteria RIFCSPHIGHO2_02_FULL_40_11 (Proteobacteria) || bmcType=HO (main) || 106aa || [A0A1F9F2G6] || navy

DB31_6368 Hyalangium DSM 14724 (Proteobacteria) || bmcType=HO (main) || 100aa || [A0A085WNY0] || navy

AUK47_22050 unclassified-Deltaproteobacteria CG2_30_63_29 (Proteobacteria) || bmcType=HO (main) || 107aa || [A0A1J5DL79] || navy

A3C55_04410 unclassified-Gammaproteobacteria RIFCSPHIGHO2_02_FULL_42_13 (Proteobacteria) || bmcType=SPU5 (main) || 99aa || [A0A1G0F797] || navy

A2103_00530 unclassified-Gammaproteobacteria GWF2_41_13 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 99aa || [A0A1G0DZA8] || navy

A2X78_03645 unclassified-Gammaproteobacteria GWE2_37_16 (Proteobacteria) || bmcType=SPU5 (main) || 99aa || [A0A1G0E5S1] || navy

A2284_13745 unclassified-Deltaproteobacteria RIFOXYA12_FULL_61_11 (Proteobacteria) || bmcType=HO (main) || 101aa || [A0A1F9LYH0] || navy

ACD_21C00259G0003 unclassified-metagenomic (ACD_21C00259G) (unclassified_metagenomic) || bmcType=incomplete (main) (omitted) || 97aa || [K2E4K5] || navy

CL928_09300 unclassified-Deltaproteobacteria (CL928) (Proteobacteria) || bmcType=HO (main) || 99aa || [A0A2E7MAN6] || navy

A3K03_11250 unclassified-Bdellovibrionales RIFOXYD1_FULL_44_7 (Proteobacteria) || bmcType=HO (main) || 101aa || [A0A1F3XTZ3] || navy

CMH50_10320 unclassified-Myxococcales (CMH50) (Proteobacteria) || bmcType=HO (main) || 97aa || [A0A2E4WZK8] || navy

A2289_17455 unclassified-Deltaproteobacteria RIFOXYA12_FULL_58_15 (Proteobacteria) || bmcType=HO (main) || 96aa || [A0A1F9KD72] || navy

CL930_11960 unclassified-Deltaproteobacteria (CL930) (Proteobacteria) || bmcType=HO (main) || 97aa || [A0A2E2NT38] || navy

CMH54_14665 unclassified-Myxococcales (CMH54) (Proteobacteria) || bmcType=HO (main) || 97aa || [A0A2E8S2S9] || navy

CSB49_01770 unclassified-Proteobacteria (CSB49) (Proteobacteria) || bmcType=HO (main) || 98aa || [A0A2G6CP49] || navy

Hoch_5815 Haliangium DSM 14365 (Proteobacteria) || bmcType=HO (main) || 99aa || [D0LID5] 5DJB HO-H || navy

B0D92_03585 Spirochaeta LUC14_002_19_P3 (Spirochaetes) || bmcType=SPU2 (main) || 99aa || [A0A1W9N910] || navy

CMH56_16435 unclassified-Myxococcales (CMH56) (Proteobacteria) || bmcType=HO (main) || 99aa || [A0A2E6VWN2] || navy

CMH52_06625 unclassified-Myxococcales (CMH52) (Proteobacteria) || bmcType=HO (main) || 95aa || [A0A2F0APW8] || navy

A2X86_14145 unclassified-Bdellovibrionales GWA2_49_15 (Proteobacteria) || bmcType=SPU5 (main) || 97aa || [A0A1F3SRM8] || navy

A3I09_03750 unclassified-Deltaproteobacteria RIFCSPLOWO2_02_FULL_47_10 (Proteobacteria) || bmcType=SPU5 (main) || 103aa || [A0A1F9HXQ5] || navy

CME68_08315 unclassified-Halobacteriovoraceae (CME68) (Proteobacteria) || bmcType=SPU5 (main) (omitted) || 117aa || [A0A2E4Y6F0] || lightNavyBlue

A2Y31_00730 unclassified-Spirochaetes GWC2_52_13 (Spirochaetes) || bmcType=SPU2 (main) || 100aa || [A0A1G3MUL9] || lightNavyBlue

AMS17_14195 unclassified-Spirochaetes DG_61 (Spirochaetes) || bmcType=SPU2 (main) || 105aa || [A0A0S7ZG45] || lightNavyBlue

A2Y38_20630 unclassified-Spirochaetes GWB1_59_5 (Spirochaetes) || bmcType=incomplete (sat) (omitted) || 92aa || [A0A1G3MFH0] || lightNavyBlue

AUK42_07640 Ca.Atribacteria CG2_30_33_13 (Candidatus Atribacteria) || bmcType=SPU2 (main) || 107aa || [A0A1J5G3M0] || lightNavyBlue

BWY41_01983 Ca.Atribacteria ADurb.Bin276 (Candidatus Atribacteria) || bmcType=SPU2 (main) || 105aa || [A0A1V5SJ93] || lightNavyBlue

BWX81_00189 unclassified-Spirochaetes ADurb.Bin110 (Spirochaetes) || bmcType=SPU2 (main) || 109aa || [A0A1V6EBC3] || lightNavyBlue

CVV27_03540 Ca.Melainabacteria HGW-Melainabacteria-1 (Candidatus Melainabacteria) || bmcType=SPU2 (main) || 90aa || [A0A2N1V1G2] || lightNavyBlue

U27_02022 Ca.Vecturithrix UASB270 (Candidatus Modulibacteria) || bmcType=SPU2 (main) || 99aa || [A0A0S6WBA8] || lightNavyBlue

A2033_14430 unclassified-Bacteroidetes GWA2_31_9 (Bacteroidetes) || bmcType=SPU2 (main) || 104aa || [A0A1F3BU77] || lightNavyBlue

A2033_14420 unclassified-Bacteroidetes GWA2_31_9 (Bacteroidetes) || bmcType=SPU2 (main) || 102aa || [A0A1F3BZ27] || lightNavyBlue

A2W98_02465 unclassified-Bacteroidetes GWF2_33_38 (Bacteroidetes) || bmcType=SPU2 (main) || 102aa || [A0A1F3K3U1] || lightNavyBlue

CVU14_10330 unclassified-Bacteroidetes HGW-Bacteroidetes-9 (Bacteroidetes) || bmcType=SPU2 (main) || 100aa || [A0A2N2W0C2] || lightNavyBlue

U14_01673 Moduliflexus UASB14 (Candidatus Modulibacteria) || bmcType=SPU2 (main) || 100aa || [A0A0S6VSK2] || lightNavyBlue

CSB45_11155 Ca.Modulibacteria DOLZORAL124_49_17 (Candidatus Modulibacteria) || bmcType=SPU2 (main) || 102aa || [A0A2G6E3E0] || lightNavyBlue

CSA56_08710 Ca.Modulibacteria DOLJORAL78_47_16 (Candidatus Modulibacteria) || bmcType=SPU2 (main) || 97aa || [A0A2G6KEY6] || lightNavyBlue

CVT98_01090 unclassified-Bacteroidetes HGW-Bacteroidetes-15 (Bacteroidetes) || bmcType=SPU2 (main) || 100aa || [A0A2N2ZAM6] || lightNavyBlue

CVT98_01080 unclassified-Bacteroidetes HGW-Bacteroidetes-15 (Bacteroidetes) || bmcType=SPU2 (main) || 100aa || [A0A2N2ZAN6] || lightNavyBlue

C0596_03030 unclassified-Marinilabiliales (C0596) (Bacteroidetes) || bmcType=SPU2 (main) || 99aa || [A0A2N5YZF6] || lightNavyBlue

COZ08_01545 unclassified-Bacteroidetes CG_4_10_14_3_um_filter_42_6 (Bacteroidetes) || bmcType=SPU2 (sat) || 99aa || [A0A2M7PVY2] || lightNavyBlue

CVU14_10320 unclassified-Bacteroidetes HGW-Bacteroidetes-9 (Bacteroidetes) || bmcType=SPU2 (main) || 101aa || [A0A2N2W0A1] || lightNavyBlue

A3F16_00145 unclassified-Deltaproteobacteria RIFCSPHIGHO2_12_FULL_43_9 (Proteobacteria) || bmcType=HO (main) || 110aa || [A0A1F9GVS4] || lightNavyBlue

DDG58_14830 Ardenticatenia Nak82 (Chloroflexi) || bmcType=SPU3 (main) || 106aa || [A0A2U2S498] || lightNavyBlue

A2V85_06845 unclassified-Chloroflexi RBG_16_72_14 (Chloroflexi) || bmcType=SPU3 (main) || 102aa || [A0A1F8S5Z9] || lightNavyBlue

B7486_05400 unclassified-Cyanobacteria TDX16 (Cyanobacteria) || bmcType=SPU3 (main) || 101aa || [A0A254WUT4] || lightNavyBlue

A2X46_03300 unclassified-Lentisphaerae GWF2_57_35 (Lentisphaerae) || bmcType=SPU3 (main) || 99aa || [A0A1G0YFQ3] || lightNavyBlue

BMS3Abin05_02091 unclassified-bacterium BMS3Abin05 (unclassified Bacteria) || bmcType=SPU3 (main) || 104aa || [A0A2H6EYA9] || lightNavyBlue

A2Y78_07070 unclassified-Acidobacteria RBG_13_68_16 (Acidobacteria) || bmcType=SPU3 (main) || 100aa || [A0A1F2QKF5] || lightNavyBlue

BWX54_01117 unclassified-Verrucomicrobia ADurb.Bin018 (Verrucomicrobia) || bmcType=SPU3 (main) || 98aa || [A0A1V6J4X7] || lightNavyBlue

CO151_13520 unclassified-bacterium CG_4_9_14_3_um_filter_65_15 (unclassified Bacteria) || bmcType=SPU3 (main) || 95aa || [A0A2M7YQA8] || lightNavyBlue

DMF56_26195 unclassified-Acidobacteria (DMF56) (Acidobacteria) || bmcType=SPU3 (main) || 101aa || [A0A2V7VSF0] || lightNavyBlue

DC049_09645 unclassified-Spirochaetia (DC049) (Spirochaetes) || bmcType=FRAG2 (main) || 97aa || [A0A352VYX6] || lightNavyBlue

BWX68_02297 unclassified-Verrucomicrobia ADurb.Bin063 (Verrucomicrobia) || bmcType=SPU3 (main) || 98aa || [A0A1V6GEA4] || lightNavyBlue

DD435_11725 unclassified-Cyanobacteria UBA8530 (Cyanobacteria) || bmcType=SPU3 (main) || 99aa || [A0A355UUE0] || lightNavyBlue

COW36_19475 Ca.Blackallbacteria CG17_big_fil_post_rev_8_21_14_2_50_48_46 (Candidatus Blackallbacteria) || bmcType=FRAG2 (main) || 105aa || [A0A2M7FZV2] || lightNavyBlue

CVV27_13790 Ca.Melainabacteria HGW-Melainabacteria-1 (Candidatus Melainabacteria) || bmcType=UA (main) (omitted) || 105aa || [A0A2N1UU75] || lightNavyBlue

CL610_14485 unclassified-Anaerolineaceae (CL610) (Chloroflexi) || bmcType=SPUx (main) (omitted) || 103aa || [A0A2E0L174] || lightNavyBlue

CL608_17360 unclassified-Anaerolineaceae (CL608) (Chloroflexi) || bmcType=SPU3 (main) || 96aa || [A0A2E0ZER4] || lightNavyBlue

CFX0092_A2149 Ca.Promineofilum Cfx-K (Chloroflexi) || bmcType=SPU3 (main) || 96aa || [A0A170PGZ4] || lightNavyBlue

AMJ88_03815 unclassified-Anaerolineae SM23_ 63 (Chloroflexi) || bmcType=SPU3 (main) || 106aa || [A0A0S8IAG9] || lightNavyBlue

A2Z37_05635 unclassified-Chloroflexi RBG_19FT_COMBO_62_14 (Chloroflexi) || bmcType=SPU3 (main) || 100aa || [A0A1F8TDY9] || lightNavyBlue

A2V75_10895 unclassified-Actinobacteria RBG_16_70_17 (Actinobacteria) || bmcType=SPU3 (main) || 101aa || [A0A1F2W7Q6] || lightNavyBlue

A2Y55_07480 unclassified-Actinobacteria RBG_16_68_12 (Actinobacteria) || bmcType=SPU3 (main) || 105aa || [A0A1F2Y2L8] || lightNavyBlue

CSA66_00975 unclassified-Proteobacteria (CSA66) (Proteobacteria) || bmcType=SPU3 (main) || 102aa || [A0A2G6J9V9] || lightNavyBlue

CVU56_13740 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-14 (Proteobacteria) || bmcType=SPU3 (main) || 101aa || [A0A2N2JI57] || lightNavyBlue

A7982_04320 Minicystis DSM 24000 (Proteobacteria) || bmcType=SPU3 (main) || 105aa || [A0A1L6LBA3] || lightNavyBlue

BWY17_02880 unclassified-Deltaproteobacteria ADurb.Bin207 (Proteobacteria) || bmcType=SPU3 (main) || 105aa || [A0A1V5XBQ1] || lightNavyBlue

BWY12_00333 Ca.Sumerlaeota ADurb.Bin183 (Candidatus Sumerlaeota) || bmcType=FRAG6 (sat) || 101aa || [A0A1V5Y5J5] || blurple1

B1H02_06910 Ca.Latescibacteria 4484_107 (Candidatus Latescibacteria) || bmcType=FRAG2 (main) || 95aa || [A0A1V4QRF0] || blurple1

AB833_29380 unclassified-Chromatiales AB1 (Proteobacteria) || bmcType=MIC2 (main) || 101aa || [A0A1E4ZLV7] || blurple1

CNF00_01985 Ca.Thioglobus MED-G25 (Proteobacteria) || bmcType=MIC2 (main) || 98aa || [A0A2A5X104] || blurple1

AVO44_18215 Ruegeria ZGT108 (Proteobacteria) || bmcType=MIC2 (main) || 102aa || [A0A0X3TMZ2] || blurple1

CMM80_06825 unclassified-Rhodospirillaceae (CMM80) (Proteobacteria) || bmcType=MIC2 (main) || 98aa || [A0A2E6UZR4] || blurple1

CML41_02060 unclassified-Rhodobacteraceae (CML41) (Proteobacteria) || bmcType=MIC2 (main) || 98aa || [A0A2E9V5R5] || blurple1

CME16_00625 unclassified-Gemmatimonadetes (CME16) (Gemmatimonadetes) || bmcType=incomplete (sat) (omitted) || 93aa || [A0A2E7MKC3] || blurple1

CME20_04145 unclassified-Gemmatimonadetes (CME20) (Gemmatimonadetes) || bmcType=MUF2 (sat) || 95aa || [A0A2E7JJ31] || blurple1

CME05_08670 unclassified-Gemmatimonadaceae (CME05) (Gemmatimonadetes) || bmcType=MUF2 (sat) (omitted) || 92aa || [A0A2E5WE16] || blurple1

CME15_10400 unclassified-Gemmatimonadetes (CME15) (Gemmatimonadetes) || bmcType=MUF2 (sat) (omitted) || 89aa || [A0A2E8HLY9] || blurple1

CME04_16690 unclassified-Gemmatimonadaceae (CME04) (Gemmatimonadetes) || bmcType=MUF2 (sat) || 92aa || [A0A2E8H6J0] || blurple1

CME10_13185 unclassified-Gemmatimonadetes (CME10) (Gemmatimonadetes) || bmcType=MUF2 (sat) || 98aa || [A0A2D8UEZ6] || blurple1

CME28_06060 unclassified-Gemmatimonadetes (CME28) (Gemmatimonadetes) || bmcType=MUF2 (sat) || 95aa || [A0A2E6CGA1] || blurple1

LuPra_06061 Luteitalea DSM 100886 (Acidobacteria) || bmcType=ACI (sat) || 95aa || [A0A143PYA9] || blurple2

ABS36_02140 unclassified-Acidobacteria SCN 69-37 (Acidobacteria) || bmcType=ACI (sat) || 91aa || [A0A1E3YNM9] || blurple2

A3G21_17530 unclassified-Acidobacteria RIFCSPLOWO2_12_FULL_66_21 (Acidobacteria) || bmcType=ACI (sat) || 95aa || [A0A1F2TUX9] || blurple2

A3H29_05205 unclassified-Acidobacteria RIFCSPLOWO2_02_FULL_67_21 (Acidobacteria) || bmcType=ACI (sat) || 106aa || [A0A1F2T0D2] || blurple2

A3J29_06010 unclassified-Acidobacteria RIFCSPLOWO2_12_FULL_67_14b (Acidobacteria) || bmcType=ACI (sat) || 100aa || [A0A1F2V631] || blurple2

CK533_04655 Acidobacterium (CK533) (Acidobacteria) || bmcType=ACI (sat) || 103aa || [A0A2G4JL99] || blurple2

SBA5_100018 Ca.Sulfotelmatomonas gaucii (Acidobacteria) || bmcType=PVM (main) || 97aa || [A0A2N9L2I6] || blurple2

Acid_1331 Ca.Solibacter Ellin6076 (Acidobacteria) || bmcType=ACI (sat) || 190aa || [Q029G2] || blurple2

SBA5_100020 Ca.Sulfotelmatomonas gaucii (Acidobacteria) || bmcType=PVM (main) || 90aa || [A0A2N9L2S2] || blurple2

Acid_1332 Ca.Solibacter Ellin6076 (Acidobacteria) || bmcType=ACI (sat) || 89aa || [Q029G1] || blurple2

LCGC14_1791230 unclassified-marine-sediment (LCGC14) (unclassified_metagenomic) || bmcType=UA (main) (omitted) || 89aa || [A0A0F9HF53] || blurple3a

LCGC14_0304010 unclassified-marine-sediment (LCGC14) (unclassified_metagenomic) || bmcType=PVM (main) || 90aa || [A0A0F9WB52] || blurple3a

BWX88_00264 unclassified-Planctomycetes ADurb.Bin126 (Planctomycetes) || bmcType=PVM (main) || 91aa || [A0A1V6DDU6] || blurple3a

CMJ18_01095 unclassified-Phycisphaeraceae (CMJ18) (Planctomycetes) || bmcType=PVM (main) || 87aa || [A0A2D5Z0Z1] || blurple3a

CMJ19_11475 unclassified-Phycisphaeraceae (CMJ19) (Planctomycetes) || bmcType=PVM (main) || 87aa || [A0A2E2B1C8] || blurple3a

CMJ20_08925 unclassified-Phycisphaeraceae (CMJ20) (Planctomycetes) || bmcType=PVM (main) || 87aa || [A0A2E5G5B6] || blurple3a

CME04_14175 unclassified-Gemmatimonadaceae (CME04) (Gemmatimonadetes) || bmcType=MUF2 (main) || 88aa || [A0A2E8H4Y9] || blurple3a

CME10_03345 unclassified-Gemmatimonadetes (CME10) (Gemmatimonadetes) || bmcType=MUF2 (main) || 87aa || [A0A2D8U9I4] || blurple3a

CME20_01435 unclassified-Gemmatimonadetes (CME20) (Gemmatimonadetes) || bmcType=MUF2 (main) || 87aa || [A0A2E7JHG4] || blurple3a

CME13_09815 unclassified-Gemmatimonadetes (CME13) (Gemmatimonadetes) || bmcType=MUF2 (main) || 88aa || [A0A2E3YFQ8] || blurple3a

CME13_09840 unclassified-Gemmatimonadetes (CME13) (Gemmatimonadetes) || bmcType=MUF2 (main) || 88aa || [A0A2E9MEY3] || blurple3a

A2107_13770 unclassified-Verrucomicrobia GWF2_62_7 (Verrucomicrobia) || bmcType=PVM (main) || 96aa || [A0A1G3ZDX6] pvmF || blurple3b

CAK85_00825 unclassified-Spartobacteria AMD-G5 (Verrucomicrobia) || bmcType=PVM (main) || 93aa || [A0A2A2Y129] || blurple3b

B9S32_08660 unclassified-Verrucomicrobia Tous-C9LFEB (Verrucomicrobia) || bmcType=PVM (main) || 94aa || [A0A2A2R4A4] || blurple3b

DB354_06180 Opitutus ER46 (Verrucomicrobia) || bmcType=PVM (main) || 96aa || [A0A2T6D617] || blurple3b

DCY13_20240 unclassified-Verrucomicrobiales (DCY13) (Verrucomicrobia) || bmcType=PVM (main) || 94aa || [A0A350F0W6] || blurple3b

BWX48_02619 unclassified-Verrucomicrobia ADurb.Bin006 (Verrucomicrobia) || bmcType=PVM (main) || 93aa || [A0A1V6JRC4] || blurple3b

C5B50_01775 unclassified-Verrucomicrobia (C5B50) (Verrucomicrobia) || bmcType=PVM (main) || 99aa || [A0A2V2SCP2] || blurple3b

CMI66_11710 Pedosphaera (CMI66) (Verrucomicrobia) || bmcType=PVM (main) || 92aa || [A0A2D7BA05] || blurple3b

CMO43_12095 unclassified-Verrucomicrobiales (CMO43) (Verrucomicrobia) || bmcType=PVM (main) || 96aa || [A0A2E8Y6E9] || blurple3b

CMO80_07025 unclassified-Verrucomicrobiales (CMO80) (Verrucomicrobia) || bmcType=PVM (main) || 92aa || [A0A2E5EJ27] || blurple3b

B9S27_05290 unclassified-Opitutae Tous-C8FEB (Verrucomicrobia) || bmcType=PVM (main) || 99aa || [A0A2A2RCK8] || blurple3b

AW736_22410 unclassified-Opitutaceae TSB47 (Verrucomicrobia) || bmcType=PVM (main) || 98aa || [A0A178IEH3] || blurple3b

Ga0100231_13410 unclassified-Opitutaceae TAV4 (Verrucomicrobia) || bmcType=PVM (main) (omitted) || 100aa || [A0A1B7GI63] || blurple3b

BHW65_08315 unclassified-Verrucomicrobia CAG:312_58_20 (Verrucomicrobia) || bmcType=PVM (main) || 100aa || [A0A1Q6UHV0] || blurple3b

CAK88_05490 unclassified-Verrucomicrobiae AMD-G2 (Verrucomicrobia) || bmcType=PVM (main) || 102aa || [A0A2A2YCA5] || blurple3b

CMO40_01745 unclassified-Verrucomicrobiaceae (CMO40) (Verrucomicrobia) || bmcType=PVM (main) || 99aa || [A0A2E5XF09] || blurple3b

CMO35_02115 unclassified-Verrucomicrobiaceae (CMO35) (Verrucomicrobia) || bmcType=PVM (main) || 103aa || [A0A2E0V429] || blurple3b

DCS85_06725 unclassified-Verrucomicrobiales (DCS85) (Verrucomicrobia) || bmcType=PVM (main) || 99aa || [A0A349K1C0] || blurple3b

CMO33_07630 unclassified-Verrucomicrobia (CMO33) (Verrucomicrobia) || bmcType=PVM (main) || 100aa || [A0A2D6UHQ3] || blurple3b

DCY38_04555 unclassified-Opitutae (DCY38) (Verrucomicrobia) || bmcType=PVM (main) || 101aa || [A0A351HE17] || blurple3b

DDZ13_09325 Coraliomargarita WN38 (Verrucomicrobia) || bmcType=PVM (main) || 101aa || [A0A317ZEF9] || blurple3b

ABS34_03585 unclassified-Opitutaceae BACL24 MAG-120322-bin51 (Verrucomicrobia) || bmcType=PVM (main) || 101aa || [A0A0R2XMC4] || blurple3b

DCX06_02565 unclassified-Opitutae (DCX06) (Verrucomicrobia) || bmcType=PVM (main) || 96aa || [A0A350ARF2] || blurple3b

VDG1235_4415 unclassified-Verrucomicrobiae DG1235 (Verrucomicrobia) || bmcType=PVM (main) || 105aa || [B5JM31] || blurple3b

CMJ77_20420 unclassified-Planctomycetaceae (CMJ77) (Planctomycetes) || bmcType=PVM (main) || 99aa || [A0A2E7EQI4] pvmD || vividBlue1

CMJ64_06795 unclassified-Planctomycetaceae (CMJ64) (Planctomycetes) || bmcType=PVM (main) || 100aa || [A0A2E8CZ89] pvmD || vividBlue1

DSM3645_04965 Blastopirellula DSM 3645 (Planctomycetes) || bmcType=PVM (main) || 102aa || [A4A2M6] pvmD || vividBlue1

C5Y83_26330 Blastopirellula Hex-1 MGV (C5Y83) (Planctomycetes) || bmcType=PVM (main) || 102aa || [A0A2S8G1F0] pvmD || vividBlue1

Psta_3280 Pirellula ATCC 27377 (Planctomycetes) || bmcType=PVM (main) || 102aa || [D2QXA4] pvmD || vividBlue1

A2W31_16555 unclassified-Planctomycetes RBG_16_64_10 (Planctomycetes) || bmcType=PVM (main) || 98aa || [A0A1G2ZY30] pvmD || vividBlue1

CBB70_13140 unclassified-Planctomycetaceae TMED10 (Planctomycetes) || bmcType=PVM (main) || 95aa || [A0A1Z8MRJ7] pvmD || vividBlue1

CMJ58_17895 unclassified-Planctomycetaceae (CMJ58) (Planctomycetes) || bmcType=PVM (main) || 97aa || [A0A2E0X660] pvmD || vividBlue1

CMJ80_09210 unclassified-Planctomycetaceae (CMJ80) (Planctomycetes) || bmcType=PVM (main) || 96aa || [A0A2E6AHJ2] pvmD || vividBlue1

CL681_07710 Blastopirellula (CL681) (Planctomycetes) || bmcType=PVM (main) || 98aa || [A0A2E0AU11] pvmD || vividBlue1

CMJ70_00630 unclassified-Planctomycetaceae (CMJ70) (Planctomycetes) || bmcType=PVM (main) || 101aa || [A0A2E7L0T7] pvmD || vividBlue1

THTE_1316 Thermogutta terrifontis (Planctomycetes) || bmcType=PVM (main) || 101aa || [A0A286RD75] pvmD || vividBlue1

CMJ66_05270 unclassified-Planctomycetaceae (CMJ66) (Planctomycetes) || bmcType=PVM (main) || 99aa || [A0A2E8KJS4] pvmD || vividBlue1

CK530_09180 unclassified-Planctomycetaceae (CK530) (Planctomycetes) || bmcType=PVM (main) || 101aa || [A0A2G4ITG8] pvmD || vividBlue1

DD670_12420 unclassified-Planctomycetaceae (DD670) (Planctomycetes) || bmcType=PVM (main) || 102aa || [A0A356ERD4] pvmD || vividBlue1

A2V70_10795 unclassified-Planctomycetes RBG_13_63_9 (Planctomycetes) || bmcType=PVM (main) || 100aa || [A0A1G2ZEJ4] pvmD || vividBlue1

A2V98_10110 unclassified-Planctomycetes RBG_16_64_12 (Planctomycetes) || bmcType=PVM (main) || 101aa || [A0A1G3AP39] pvmD || vividBlue1

RMSM_03095 Rhodopirellula SM1 (Planctomycetes) || bmcType=UA (main) (omitted) || 98aa || [M5S1C0] || vividBlue1

VN12_07485 Pirellula SH-Sr6A (Planctomycetes) || bmcType=PVM (main) || 100aa || [A0A142XYA7] pvmD || vividBlue1

CBB71_01965 Rhodopirellula TMED11 (Planctomycetes) || bmcType=PVM (main) || 99aa || [A0A1Z8MM89] pvmD || vividBlue1

CMM04_15040 Rhodopirellula (CMM04) (Planctomycetes) || bmcType=PVM (main) || 98aa || [A0A2E4MB84] pvmD || vividBlue1

RRSWK_05735 Rhodopirellula SWK7 (Planctomycetes) || bmcType=PVM (main) || 100aa || [M5SYN5] pvmD || vividBlue1

CMM03_09925 Rhodopirellula (CMM03) (Planctomycetes) || bmcType=PVM (main) || 101aa || [A0A2D9Z7B8] pvmD || vividBlue1

CMJ73_07635 unclassified-Planctomycetaceae (CMJ73) (Planctomycetes) || bmcType=PVM (main) || 101aa || [A0A2E2Y588] pvmD || vividBlue1

Isop_1625 Isosphaera ATCC 43644 (Planctomycetes) || bmcType=PVM (main) || 98aa || [E8R082] pvmD || vividBlue2

BSF38_04545 Paludisphaera borealis (Planctomycetes) || bmcType=PVM (main) || 109aa || [A0A1U7CVL6] pvmD || vividBlue2

ABS79_07240 unclassified-Planctomycetes SCN 63-9 (Planctomycetes) || bmcType=incomplete (sat) (omitted) || 95aa || [A0A1E4HLB8] || vividBlue2

SAMN05444166_7392 Singulisphaera GP187 (Planctomycetes) || bmcType=PVM (main) || 109aa || [A0A1N6L7U9] pvmD || vividBlue2

CK551_01320 unclassified-Planctomycetaceae (CK551) (Planctomycetes) || bmcType=PVM (main) || 97aa || [A0A2G4FRI8] pvmD || vividBlue3

DDY78_11140 unclassified-Planctomycetales (DDY78) (Planctomycetes) || bmcType=PVM (main) || 105aa || [A0A354GQV6] pvmD || vividBlue3

DDY91_04405 unclassified-Planctomycetaceae (DDY91) (Planctomycetes) || bmcType=PVM (main) || 101aa || [A0A353Z780] pvmD || vividBlue3

CMJ69_15495 unclassified-Planctomycetaceae (CMJ69) (Planctomycetes) || bmcType=PVM (main) || 94aa || [A0A2E7S0W6] pvmD || vividBlue3

VT03_30205 Planctomyces SH-PL14 (Planctomycetes) || bmcType=PVM (main) || 100aa || [A0A142X5J8] pvmD || vividBlue3

AYO47_04355 Planctomyces SCGC AG-212-M04 (Planctomycetes) || bmcType=PVM (sat) (omitted) || 94aa || [A0A177R3G5] || vividBlue3

A6X21_19895 Planctopirus JC280 (Planctomycetes) || bmcType=PVM (main) || 96aa || [A0A1C3EHD3] pvmD || vividBlue3

SAMN05421753_103242 Planctomicrobium piriforme (Planctomycetes) || bmcType=PVM (main) || 96aa || [A0A1I3DHD4] pvmD || vividBlue3

Fuma_03482 Fuerstia marisgermanicae (Planctomycetes) || bmcType=PVM (main) || 97aa || [A0A1P8WII9] pvmD || vividBlue3

DCX79_20975 unclassified-Planctomycetaceae (DCX79) (Planctomycetes) || bmcType=PVM (main) || 102aa || [A0A350CJL5] pvmD || vividBlue3

CMJ78_25645 unclassified-Planctomycetaceae (CMJ78) (Planctomycetes) || bmcType=PVM (main) || 95aa || [A0A2E7DAF9] pvmD || vividBlue3

DD473_20065 unclassified-Planctomycetaceae (DD473) (Planctomycetes) || bmcType=PVM (main) || 99aa || [A0A356AGJ7] pvmD || vividBlue3

CME21_21875 unclassified-Gemmatimonadetes (CME21) (Gemmatimonadetes) || bmcType=PVM (main) || 97aa || [A0A2E4N312] pvmD || vividBlue3

Plabr_4073 Rubinisphaera ATCC 49424 (Planctomycetes) || bmcType=PVM (main) || 95aa || [F0SGP5] pvmD || vividBlue3

CME32_29145 Gimesia (CME32) (Planctomycetes) || bmcType=PVM (main) || 99aa || [A0A2E7KKP4] pvmD || vividBlue3

CMJ20_08940 unclassified-Phycisphaeraceae (CMJ20) (Planctomycetes) || bmcType=PVM (main) || 99aa || [A0A2E5G5M1] pvmD || vividBlue3

CMJ18_00765 unclassified-Phycisphaeraceae (CMJ18) (Planctomycetes) || bmcType=PVM (sat) || 98aa || [A0A2D5Z0S1] pvmD || vividBlue3

CMJ19_11460 unclassified-Phycisphaeraceae (CMJ19) (Planctomycetes) || bmcType=PVM (main) || 97aa || [A0A2E2B1E8] pvmD || vividBlue3

HRbin36_00867 unclassified-bacterium HR36 (unclassified Bacteria) || bmcType=PVM (main) || 104aa || [A0A2H6ACR5] pvmF || vividBlue3

B1H04_05380 unclassified-Planctomycetales 4484_123 (Planctomycetes) || bmcType=incomplete (sat) (omitted) || 101aa || [A0A1V4QTI6] || vividBlue4a

LCGC14_0304040 unclassified-marine-sediment (LCGC14) (unclassified_metagenomic) || bmcType=PVM (main) || 103aa || [A0A0F9TUI1] pvmD || vividBlue4a

BWX88_00267 unclassified-Planctomycetes ADurb.Bin126 (Planctomycetes) || bmcType=PVM (main) || 101aa || [A0A1V6DDZ0] pvmF || vividBlue4a

CME10_03350 unclassified-Gemmatimonadetes (CME10) (Gemmatimonadetes) || bmcType=MUF2 (main) || 187aa || [A0A2D8UA06] || vividBlue4a

CME20_01440 unclassified-Gemmatimonadetes (CME20) (Gemmatimonadetes) || bmcType=MUF2 (main) || 186aa || [A0A2E7JHH1] || vividBlue4a

CME04_14195 unclassified-Gemmatimonadaceae (CME04) (Gemmatimonadetes) || bmcType=MUF2 (main) || 185aa || [A0A2E8H544] || vividBlue4a

CME04_14170 unclassified-Gemmatimonadaceae (CME04) (Gemmatimonadetes) || bmcType=MUF2 (main) || 185aa || [A0A2E8H597] || vividBlue4a

CME13_09810 unclassified-Gemmatimonadetes (CME13) (Gemmatimonadetes) || bmcType=MUF2 (main) || 185aa || [A0A2E9MEW7] || vividBlue4a

CME13_09835 unclassified-Gemmatimonadetes (CME13) (Gemmatimonadetes) || bmcType=MUF2 (main) || 185aa || [A0A2E9MEX3] || vividBlue4a

B9S32_08670 unclassified-Verrucomicrobia Tous-C9LFEB (Verrucomicrobia) || bmcType=PVM (main) || 98aa || [A0A2A2R499] pvmD || vividBlue4b

DB354_06170 Opitutus ER46 (Verrucomicrobia) || bmcType=PVM (main) || 100aa || [A0A2T6D602] pvmD || vividBlue4b

A2107_13780 unclassified-Verrucomicrobia GWF2_62_7 (Verrucomicrobia) || bmcType=PVM (main) || 93aa || [A0A1G3ZDV3] pvmD || vividBlue4b

B9S27_05280 unclassified-Opitutae Tous-C8FEB (Verrucomicrobia) || bmcType=PVM (main) || 96aa || [A0A2A2RCM0] pvmD || vividBlue4b

CK548_03930 unclassified-Opitutae (CK548) (Verrucomicrobia) || bmcType=PVM (main) || 97aa || [A0A2G4GEM4] pvmD || vividBlue4b

Ga0100231_13400 unclassified-Opitutaceae TAV4 (Verrucomicrobia) || bmcType=PVM (main) (omitted) || 92aa || [A0A1B7GIH2] || vividBlue4b

AW736_22420 unclassified-Opitutaceae TSB47 (Verrucomicrobia) || bmcType=PVM (main) || 92aa || [A0A178IER3] pvmD || vividBlue4b

GALL_97280 unclassified-mine-drainage (GALL) (unclassified_metagenomic) || bmcType=PVM (main) || 93aa || [A0A1J5SVY8] pvmD || vividBlue4b

DCY13_20225 unclassified-Verrucomicrobiales (DCY13) (Verrucomicrobia) || bmcType=PVM (main) || 92aa || [A0A350F0W3] pvmD || vividBlue4b

B9S33_19950 Pedosphaera Tous-C6FEB (Verrucomicrobia) || bmcType=PVM (main) || 93aa || [A0A2A2R4J7] pvmD || vividBlue4b

CMO68_05235 unclassified-Verrucomicrobiales (CMO68) (Verrucomicrobia) || bmcType=PVM (main) || 92aa || [A0A2E8Y6D0] pvmD || vividBlue4b

BWX48_02617 unclassified-Verrucomicrobia ADurb.Bin006 (Verrucomicrobia) || bmcType=PVM (main) || 92aa || [A0A1V6JRD6] pvmD || vividBlue4b

C5B50_01765 unclassified-Verrucomicrobia (C5B50) (Verrucomicrobia) || bmcType=PVM (main) || 92aa || [A0A2V2SD17] pvmD || vividBlue4b

CMI64_02405 Pedosphaera (CMI64) (Verrucomicrobia) || bmcType=PVM (main) || 94aa || [A0A2D8UT76] pvmD || vividBlue4b

CMO80_07015 unclassified-Verrucomicrobiales (CMO80) (Verrucomicrobia) || bmcType=PVM (main) || 91aa || [A0A2E5EIY7] pvmD || vividBlue4b

CBB78_12270 Roseibacillus TMED18 (Verrucomicrobia) || bmcType=PVM (main) (omitted) || 90aa || [A0A1Z8PCB9] || vividBlue4b

DCS85_10525 unclassified-Verrucomicrobiales (DCS85) (Verrucomicrobia) || bmcType=PVM (sat) || 90aa || [A0A349K3G5] pvmD || vividBlue4b

BHW65_08325 unclassified-Verrucomicrobia CAG:312_58_20 (Verrucomicrobia) || bmcType=PVM (main) || 89aa || [A0A1Q6UHY9] pvmD || vividBlue4b

CAK88_05480 unclassified-Verrucomicrobiae AMD-G2 (Verrucomicrobia) || bmcType=PVM (main) || 92aa || [A0A2A2YCI4] pvmD || vividBlue4b

CML13_03580 unclassified-Puniceicoccaceae (CML13) (Verrucomicrobia) || bmcType=PVM (main) || 92aa || [A0A2E9INH5] pvmD || vividBlue4b

DCX06_02555 unclassified-Opitutae (DCX06) (Verrucomicrobia) || bmcType=PVM (main) || 92aa || [A0A350ARF0] pvmD || vividBlue4b

CKL_3387 Clostridium ATCC 8527 (Firmicutes) || bmcType=ETU (sat) || 90aa || [A5N2P4] || royalBlue

SAMN02194393_05394 Maledivibacter M1 (Firmicutes) || bmcType=PDU1D (main) || 93aa || [A0A1T5MVD5] || royalBlue

Ilyop_2353 Ilyobacter DSM 2926 (Fusobacteria) || bmcType=PDU1F (main) || 92aa || [E3HDB3] || royalBlue

Gferi_26045 Geosporobacter IRF9 (Firmicutes) || bmcType=PDU1D (main) || 93aa || [A0A1D8GP97] || royalBlue

SAMN02745975_02743 Geosporobacter DSM 17957 (Firmicutes) || bmcType=PDU1D (main) || 93aa || [A0A1M6LPS3] || royalBlue

PFCIRM512_10840 Propionibacterium (PFCIRM512) (Actinobacteria) || bmcType=PDU1D (main) || 94aa || [A0A0A8P642] || royalBlue

CSA64_02395 Pseudopropionibacterium (CSA64) (Actinobacteria) || bmcType=PDU1D (sat) || 92aa || [A0A2G6JD46] || royalBlue

CR979_00605 Propionibacterium (CR979) (Actinobacteria) || bmcType=incomplete (sat) (omitted) || 97aa || [A0A2G6R169] || royalBlue

HMPREF9154_2976 Pseudopropionibacterium F0230a (Actinobacteria) || bmcType=PDU1D (main) || 92aa || [I6WUE8] || royalBlue

HMPREF9306_01818 Propionimicrobium ACS-093-V-SCH5 (Actinobacteria) || bmcType=PDU1D (main) || 92aa || [S2WWZ6] || royalBlue

HMPREF1531_00730 Propionibacterium F0372 (Actinobacteria) || bmcType=PDU1D (main) || 93aa || [S3X9N1] || royalBlue

HMPREF9154_2984 Pseudopropionibacterium F0230a (Actinobacteria) || bmcType=PDU1D (main) || 90aa || [I6XTZ1] || royalBlue

HMPREF9306_01810 Propionimicrobium ACS-093-V-SCH5 (Actinobacteria) || bmcType=PDU1D (main) || 92aa || [S2VZH3] || royalBlue

CKR_0755 Clostridium NBRC 12016 (Firmicutes) || bmcType=ETU (main) || 121aa || [B9DZY1] || royalPurple1

HMPREF0980_02490 Dorea D27 (Firmicutes) || bmcType=SPU4 (main) || 108aa || [A0A0K9NA56] || royalPurple1

DCY10_06255 unclassified-Clostridiales R-7 (DCY10) (Firmicutes) || bmcType=SPU4 (main) || 102aa || [A0A350UD39] || royalPurple1

CHK_3036 Catabacter ABBA15k (Firmicutes) || bmcType=SPU4 (main) || 100aa || [A0A0M2NB33] || royalPurple1

B5F11_06205 Anaerotruncus An174 (B5F11) (Firmicutes) || bmcType=SPU4 (main) (omitted) || 93aa || [A0A1Y4MNC6] || royalPurple1

DBX46_00400 unclassified-Clostridiales R-7 (DBX46) (Firmicutes) || bmcType=SPU4 (main) || 101aa || [A0A2V2DT08] || royalPurple1

AKG39_06030 Acetobacterium DSM 8239 (Firmicutes) || bmcType=EUT2B (main) || 94aa || [A0A0L6U1U7] || royalPurple1

DC013_01700 unclassified-Ruminococcaceae (DC013) (Firmicutes) || bmcType=SPUx (main) (omitted) || 92aa || [A0A352I3S1] || royalPurple1

DC013_01705 unclassified-Ruminococcaceae (DC013) (Firmicutes) || bmcType=SPUx (main) (omitted) || 122aa || [A0A352I3S2] || royalPurple1

HMPREF1548_05042 Clostridium KLE 1755 (Firmicutes) || bmcType=EUT2B (main) || 99aa || [U2B4M0] || royalPurple1

CVV04_01505 unclassified-Firmicutes HGW-Firmicutes-9 (Firmicutes) || bmcType=SPU4 (main) || 107aa || [A0A2N2A604] || royalPurple1

CVU65_04385 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-22 (Proteobacteria) || bmcType=SPU4 (main) || 93aa || [A0A2N2H2C2] || royalPurple1

CVU65_04395 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-22 (Proteobacteria) || bmcType=SPU4 (main) || 97aa || [A0A2N2H2D0] || royalPurple1

AUJ96_09350 unclassified-Armatimonadetes CG2_30_66_41 (Armatimonadetes) || bmcType=MUF2 (main) || 106aa || [A0A1J5B630] || royalPurple1

BWY64_02989 unclassified-bacterium ADurb.Bin363 (unclassified Bacteria) || bmcType=fragmented (sat) (omitted) || 93aa || [A0A1V5PBL4] || royalPurple1

B7X11_00560 unclassified-Acidobacteria 37-65-4 (Acidobacteria) || bmcType=ACI (sat) || 119aa || [A0A257VCY5] || royalPurple1

DMF77_23305 unclassified-Acidobacteria (DMF77) (Acidobacteria) || bmcType=ACI (sat) || 107aa || [A0A2V7WZW8] || royalPurple1

CL484_12710 unclassified-Acidobacteria (CL484) (Acidobacteria) || bmcType=ACI (sat) || 96aa || [A0A2E7BMX2] || royalPurple1

A3G21_25790 unclassified-Acidobacteria RIFCSPLOWO2_12_FULL_66_21 (Acidobacteria) || bmcType=ACI (sat) || 97aa || [A0A1F2TE73] || royalPurple1

DMF86_21800 unclassified-Acidobacteria (DMF86) (Acidobacteria) || bmcType=ACI (main) || 263aa || [A0A2V8HGS3] || royalPurple1

DMF84_22370 unclassified-Acidobacteria (DMF84) (Acidobacteria) || bmcType=ACI (sat) || 98aa || [A0A2V8ILG4] || royalPurple1

DMF79_09615 unclassified-Acidobacteria (DMF79) (Acidobacteria) || bmcType=ACI (sat) || 99aa || [A0A2V7VCB2] || royalPurple1

LuPra_03466 Luteitalea DSM 100886 (Acidobacteria) || bmcType=ACI (sat) || 99aa || [A0A143PPE2] || royalPurple1

DIU54_06815 unclassified-Acidobacteria (DIU54) (Acidobacteria) || bmcType=ACI (sat) || 97aa || [A0A2W4RUG0] || royalPurple1

CL480_01725 unclassified-Acidobacteria (CL480) (Acidobacteria) || bmcType=incomplete (sat) (omitted) || 92aa || [A0A2E4JDV4] || royalPurple1

CO090_08300 unclassified-Acidobacteria CG_4_9_14_3_um_filter_49_7 (Acidobacteria) || bmcType=ACI (sat) || 97aa || [A0A2M8D2J5] || royalPurple1

DMG29_06705 unclassified-Acidobacteria (DMG29) (Acidobacteria) || bmcType=ACI (sat) || 99aa || [A0A2V9C8R1] || royalPurple1

DMG02_25790 unclassified-Acidobacteria (DMG02) (Acidobacteria) || bmcType=ACI (sat) || 98aa || [A0A2V7ZKI6] || royalPurple1

BWY60_00017 unclassified-Actinobacteria ADurb.Bin346 (Actinobacteria) || bmcType=MIC4 (main) || 116aa || [A0A1V5Q010] || royalPurple1

DMG57_01145 unclassified-Acidobacteria (DMG57) (Acidobacteria) || bmcType=ACI (sat) || 97aa || [A0A2V8VEW7] || royalPurple1

SBA3_3780006 Ca.Sulfopaludibacter SbA3 (Acidobacteria) || bmcType=ACI (sat) || 94aa || [A0A2N9MYK1] || royalPurple1

CMN58_01485 unclassified-Solibacterales (CMN58) (Acidobacteria) || bmcType=ACI (sat) || 92aa || [A0A2E5FJ45] || royalPurple1

C5B51_30400 unclassified-Solibacteres (C5B51) (Acidobacteria) || bmcType=ACI (sat) || 93aa || [A0A317IJP0] || royalPurple1

DMF82_24705 unclassified-Acidobacteria (DMF82) (Acidobacteria) || bmcType=ACI (sat) || 103aa || [A0A2V7TM34] || royalPurple1

DMG06_19325 unclassified-Acidobacteria (DMG06) (Acidobacteria) || bmcType=ACI (sat) || 96aa || [A0A2V9M7D5] || royalPurple1

DMF75_21870 unclassified-Acidobacteria (DMF75) (Acidobacteria) || bmcType=ACI (main) || 132aa || [A0A2V8LKW5] || royalPurple1

DMF61_20855 unclassified-Blastocatellia AA13 (Acidobacteria) || bmcType=ACI (sat) || 129aa || [A0A321L8Z7] || royalPurple1

DMG13_09540 unclassified-Acidobacteria (DMG13) (Acidobacteria) || bmcType=ACI (sat) || 102aa || [A0A2V8NUY7] || royalPurple1

DMG14_11130 unclassified-Acidobacteria (DMG14) (Acidobacteria) || bmcType=ACI (sat) || 104aa || [A0A2V8MZ70] || royalPurple1

AUG12_04760 unclassified-Acidobacteria 13_1_20CM_2_57_8 (Acidobacteria) || bmcType=ACI (sat) || 104aa || [A0A1Q8A1D3] || royalPurple1

DMG19_17115 unclassified-Acidobacteria (DMG19) (Acidobacteria) || bmcType=ACI (sat) || 103aa || [A0A2V8I623] || royalPurple1

DMG15_20230 unclassified-Acidobacteria (DMG15) (Acidobacteria) || bmcType=ACI (sat) || 103aa || [A0A2V8KFJ2] || royalPurple1

DMG17_23025 unclassified-Acidobacteria (DMG17) (Acidobacteria) || bmcType=ACI (sat) || 104aa || [A0A2V8KGP7] || royalPurple1

HMPREF1868_01528 Olsenella DNF00959 (Actinobacteria) || bmcType=GRM1A (sat) || 92aa || [A0A134A3Z0] || royalPurple2

BD821_11348 Clostridium DSM 15099 (Firmicutes) || bmcType=GRM1A (main) || 96aa || [A0A2S6FWC2] || royalPurple2

A2008_00340 Ca.Wallbacteria GWC2_49_35 (Candidatus Wallbacteria) || bmcType=SPUx (main) (omitted) || 94aa || [A0A1F7WFY4] || royalPurple2

Amet_3822 Alkaliphilus QYMF (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A6TUS1] || royalPurple2

SP90_11520 Halodesulfovibrio JC271 (Proteobacteria) || bmcType=GRM1A (main) || 99aa || [A0A1B7XBB2] || royalPurple2

SAMN02745161_1878 Halodesulfovibrio DSM 17456 (Proteobacteria) || bmcType=UA (sat) (omitted) || 113aa || [A0A1N6GXN6] || royalPurple2

SAMN05421736_101635 Bacillus SP (Firmicutes) || bmcType=UA (main) (omitted) || 93aa || [A0A1H3HY56] || royalPurple2

Tlie_0202 Thermovirga DSM 17291 (Synergistetes) || bmcType=PDU1D (main) || 105aa || [G7V6B7] || royalPurple2

XD52_0342 unclassified-bacterium 42_11 (unclassified Bacteria) || bmcType=PDU1D (sat) || 105aa || [A0A117KZ95] || royalPurple2

Apau_0021 Aminomonas DSM 12260 (Synergistetes) || bmcType=PDU1D (main) || 104aa || [E3CVA5] || royalPurple2

Dpep_1744 Dethiosulfovibrio DSM 11002 (Synergistetes) || bmcType=PDU1D (main) || 101aa || [D2Z8H1] || royalPurple2

Anamo_0120 Acetomicrobium DSM 13181 (Synergistetes) || bmcType=PDU1D (main) || 104aa || [I4BU35] || royalPurple2

SAMN05421736_101638 Bacillus SP (Firmicutes) || bmcType=UA (main) (omitted) || 92aa || [A0A1H3HWM9] || royalPurple2

SAMN02745220_04756 Desulfopila DSM 18488 (Proteobacteria) || bmcType=GRM1B (main) || 110aa || [A0A1M7YJJ7] || royalPurple2

FC89_GL001179 Lactobacillus DSM 18630 (Firmicutes) || bmcType=GRM3A (main) || 91aa || [A0A0R1VLA1] || royalPurple2

NCTC13765_01746 Streptococcus NCTC13765 (Firmicutes) || bmcType=GRM3A (main) || 92aa || [A0A380KZP2] || royalPurple2

AFK71_09995 Virgibacillus DSM 26 (Firmicutes) || bmcType=GRM6 (main) || 91aa || [A0A0L0QKW5] || royalPurple2

NCTC13765_01756 Streptococcus NCTC13765 (Firmicutes) || bmcType=GRM3A (main) || 90aa || [A0A380KZP9] || royalPurple2

B0E49_10550 Polaromonas C04 (Proteobacteria) || bmcType=RMM1 (main) || 92aa || [A0A1S8FTL3] || darkIndigo

H663_01220 Limnohabitans II-D5 (Proteobacteria) || bmcType=RMM1 (main) (omitted) || 90aa || [A0A0L8B1C0] || darkIndigo

UC35_13420 Ramlibacter 43961 (Proteobacteria) || bmcType=RMM1 (main) || 90aa || [A0A127JUM8] || darkIndigo

SAMN02982931_04344 Bauldia ATCC 35022 (Proteobacteria) || bmcType=RMM1 (main) || 91aa || [A0A1G6EBW5] || darkIndigo

AZ468_15400 Vibrio PP-638 (Proteobacteria) || bmcType=RMM1 (main) || 91aa || [A0A178J5R4] || darkIndigo

B1L11_27780 Microbispora GKU 823 (Actinobacteria) || bmcType=RMM1 (main) || 94aa || [A0A1V4E6S9] || darkIndigo

LI90_2218 Streptomyces UBT1 (LI90) (Actinobacteria) || bmcType=RMM1 (main) || 93aa || [A0A132N6B4] || darkIndigo

BVC93_24795 Mycobacterium MS1601 (Actinobacteria) || bmcType=RMM1 (main) || 93aa || [A0A1P8XFL3] || darkIndigo

RHA1_ro10418 Rhodococcus RHA1 (Actinobacteria) || bmcType=RMM1 (main) || 93aa || [Q0RVS3] || darkIndigo

AXA44_36325 Rhodococcus SC4 (Actinobacteria) || bmcType=RMM1 (main) || 93aa || [A0A135H214] || darkIndigo

SAMN05660642_03155 Geodermatophilus DSM 45419 (Actinobacteria) || bmcType=RMM1 (main) || 93aa || [A0A1G9VJL0] || darkIndigo

PEL8287_02590 Pelagicola CECT 8287 (Proteobacteria) || bmcType=RMM2 (main) || 94aa || [A0A1Y5SWW2] || darkIndigo

A3731_15625 Roseovarius HI0049 (Proteobacteria) || bmcType=RMM2 (main) || 95aa || [A0A176F942] || darkIndigo

CBC21_02595 unclassified-Gammaproteobacteria TMED61 (Proteobacteria) || bmcType=RMM2 (main) || 94aa || [A0A1Z8VKD2] || darkIndigo

COB36_09625 unclassified-Alphaproteobacteria (COB36) (Proteobacteria) || bmcType=RMM2 (main) || 94aa || [A0A2A4V9F3] || darkIndigo

KQ78_01063 Ca.Izimaplasma HR2 (Tenericutes) || bmcType=SPU4 (main) || 104aa || [A0A094IG97] || mauve0

AUI33_12630 unclassified-Ignavibacteria 13_1_40CM_2_61_4 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 98aa || [A0A1Q7RIQ3] || mauve

KILIM_086_00100 Kineosphaera NBRC 100340 (Actinobacteria) || bmcType=EUT3 (main) || 167aa || [K6XGD9] || merlot

DEH22_11505 unclassified-Chloroflexi (DEH22) (Chloroflexi) || bmcType=UA (main) (omitted) || 94aa || [A0A359HJU7] || merlot

DEH22_11485 unclassified-Chloroflexi (DEH22) (Chloroflexi) || bmcType=UA (main) (omitted) || 98aa || [A0A359HK46] || merlot

B6D57_04860 Ca.Coatesbacteria 4484_99 (Candidatus Coatesbacteria) || bmcType=fragmented (sat) (omitted) || 100aa || [A0A1W9RZU8] || merlot

S06H3_56424 unclassified-marine-sediment (S06H3) (unclassified_metagenomic) || bmcType=fragmented (sat) (omitted) || 99aa || [X1QC85] || merlot

AWL62_1042 Halanaerobium T82-1 (Firmicutes) || bmcType=EUT2B (main) || 97aa || [A0A139D7E8] || merlot

B7C24_11685 unclassified-Bacteroidetes 4572_77 (Bacteroidetes) || bmcType=EUT2B (main) || 108aa || [A0A256WIH0] || merlot

DFR58_106181 Anaerobacterium DSM 27016 (Firmicutes) || bmcType=SPU4 (main) || 89aa || [A0A369B904] || merlot

COV99_12295 unclassified-Bacteroidetes CG12_big_fil_rev_8_21_14_0_65_60_17 (Bacteroidetes) || bmcType=FRAG1 (sat) || 97aa || [A0A2H0JM62] || merlot

CMJ87_01505 unclassified-Planctomycetes (CMJ87) (Planctomycetes) || bmcType=MIC3 (main) || 95aa || [A0A2D5W5D5] || merlot

CMJ86_01710 unclassified-Planctomycetes (CMJ86) (Planctomycetes) || bmcType=MIC3 (main) || 95aa || [A0A2D5XLN5] || merlot

CMJ89_02225 unclassified-Planctomycetes (CMJ89) (Planctomycetes) || bmcType=MIC3 (main) || 98aa || [A0A2D5ASI9] || merlot

CMJ84_00875 unclassified-Planctomycetes (CMJ84) (Planctomycetes) || bmcType=MIC3 (main) || 96aa || [A0A2D6HAL4] || merlot

CMJ98_06055 unclassified-Planctomycetes (CMJ98) (Planctomycetes) || bmcType=MIC3 (main) || 97aa || [A0A2E6D747] || merlot

AMJ84_04780 unclassified-Acidithiobacillales SM23_46 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 96aa || [A0A0S8GK09] || merlot

CL910_11390 unclassified-Deltaproteobacteria (CL910) (Proteobacteria) || bmcType=FRAG8 (main) || 97aa || [A0A2D6BNN1] || merlot

CMJ89_02215 unclassified-Planctomycetes (CMJ89) (Planctomycetes) || bmcType=MIC3 (main) || 101aa || [A0A2D5ASJ2] || merlot

CMJ84_00885 unclassified-Planctomycetes (CMJ84) (Planctomycetes) || bmcType=MIC3 (main) || 102aa || [A0A2D6HAK7] || merlot

CMJ98_06065 unclassified-Planctomycetes (CMJ98) (Planctomycetes) || bmcType=MIC3 (main) || 96aa || [A0A2E6D746] || merlot

CMJ87_01515 unclassified-Planctomycetes (CMJ87) (Planctomycetes) || bmcType=MIC3 (main) || 98aa || [A0A2D5W5D3] || merlot

CMJ86_01720 unclassified-Planctomycetes (CMJ86) (Planctomycetes) || bmcType=MIC3 (main) || 99aa || [A0A2D5XLM1] || merlot

A2W37_00130 unclassified-Chloroflexi RBG_16_63_12 (Chloroflexi) || bmcType=SPU6 (sat) || 106aa || [A0A1F8RCA7] || mauve

LARV_03533 Longilinea KOME-1 (Chloroflexi) || bmcType=SPU6 (main) || 105aa || [A0A0S7BJ06] || mauve

B6243_11625 unclassified-Anaerolineaceae 4572_5.2 (Chloroflexi) || bmcType=SPU6 (main) || 109aa || [A0A1W9V0K6] || mauve

CO064_12275 unclassified-Anaerolineae CG_4_9_14_0_8_um_filter_58_9 (Chloroflexi) || bmcType=SPU6 (sat) || 109aa || [A0A2M8S674] || mauve

DDW14_00450 unclassified-Spirochaetaceae (DDW14) (Spirochaetes) || bmcType=SPU6 (main) || 105aa || [A0A352ZA34] || mauve

DDW19_03430 unclassified-Anaerolineaceae (DDW19) (Chloroflexi) || bmcType=SPU6 (main) || 109aa || [A0A353H1F7] || mauve

CVU40_14270 unclassified-Chloroflexi HGW-Chloroflexi-2 (Chloroflexi) || bmcType=SPU6 (sat) || 108aa || [A0A2N2NR22] || mauve

CVU40_04945 unclassified-Chloroflexi HGW-Chloroflexi-2 (Chloroflexi) || bmcType=SPU6 (main) || 108aa || [A0A2N2NW93] || mauve

A2X24_10955 unclassified-Chloroflexi GWB2_54_36 (Chloroflexi) || bmcType=SPU6 (main) || 110aa || [A0A1F8L5E2] || mauve

CVU43_12825 unclassified-Chloroflexi HGW-Chloroflexi-5 (Chloroflexi) || bmcType=SPU6 (main) || 106aa || [A0A2N2N5I3] || mauve

BWY10_01115 unclassified-Chloroflexi ADurb.Bin180 (Chloroflexi) || bmcType=UA (main) (omitted) || 102aa || [A0A1V5YIB6] || mauve

PROPAUS_1845 Propionibacterium australiense (Actinobacteria) || bmcType=PDU_EUT (main) (omitted) || 100aa || [A0A383S939] || mauve

A2W09_05165 unclassified-Deltaproteobacteria RBG_16_50_11 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 99aa || [A0A1F9BRD9] || mauve

A2W09_05135 unclassified-Deltaproteobacteria RBG_16_50_11 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 96aa || [A0A1F9BRR0] || mauve

A2W09_05175 unclassified-Deltaproteobacteria RBG_16_50_11 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 94aa || [A0A1F9BTT4] || mauve

ABS52_17750 unclassified-Gemmatimonadetes SCN 70-22 (Gemmatimonadetes) || bmcType=FRAG8 (sat) || 97aa || [A0A1E4B2C6] || mauve

CEE45_05325 Ca.Heimdallarchaeota B3-JM-08 (Candidatus Heimdallarchaeota) || bmcType=SPUx (main) (omitted) || 92aa || [A0A2U3CI70] || mauve

BWY60_01136 unclassified-Actinobacteria ADurb.Bin346 (Actinobacteria) || bmcType=MIC4 (sat) || 96aa || [A0A1V5PSF9] || mauve

AUK34_02490 unclassified-Ignavibacteriae CG2_30_36_16 (Ignavibacteriae) || bmcType=incomplete (sat) (omitted) || 339aa || [A0A1J5G712] || mauve

A2Y13_11320 unclassified-Planctomycetes GWC2_45_44 (Planctomycetes) || bmcType=UA (main) (omitted) || 100aa || [A0A1G2X9J7] || mauve

S01H1_59208 unclassified-marine-sediment (S01H1) (unclassified_metagenomic) || bmcType=fragmented (sat) (omitted) || 99aa || [X0W570] || mauve

BSK56_20970 Paenibacillus DSM 13188 (BSK56) (Firmicutes) || bmcType=UA (main) (omitted) || 95aa || [A0A1R0YC69] || mauve

LY28_00121 Ruminiclostridium DSM 19573 (Firmicutes) || bmcType=incomplete (main) (omitted) || 91aa || [A0A318XPK0] || mauve

DCE79_07520 Lysinibacillus 2017 (Firmicutes) || bmcType=EUT2C (main) || 112aa || [A0A2S1H0U7] || lavender

SAMN05518871_108156 Psychrobacillus OK028 (Firmicutes) || bmcType=EUT2C (main) || 120aa || [A0A1H0F7S2] || lavender

AZE41_20435 Sporosarcina DSM 6497 (Firmicutes) || bmcType=EUT2C (main) || 120aa || [A0A127W3M7] || lavender

BCM40_03730 Planococcus DSM 22276 (Firmicutes) || bmcType=EUT2C (main) || 116aa || [A0A1C7EFQ1] || lavender

AU377_03500 Sporosarcina HYO08 (Firmicutes) || bmcType=EUT2C (main) || 119aa || [A0A135WG17] || lavender

OXB_1307 Bacillus OxB-1 (Firmicutes) || bmcType=EUT2C (main) || 118aa || [A0A0A8JJ57] || lavender

AWH48_01465 Domibacillus DSM 4337 (AWH48) (Firmicutes) || bmcType=EUT2C (main) || 119aa || [A0A177KX45] || lavender

SAMN05443094_106214 Domibacillus DSM 25145 (Firmicutes) || bmcType=EUT2C (main) || 119aa || [A0A1N6ZG95] || lavender

CSV79_07875 Sporosarcina P13 (Firmicutes) || bmcType=EUT2C (main) || 111aa || [A0A2G5WJI4] || lavender

CSV62_01425 Sporosarcina P35 (Firmicutes) || bmcType=EUT2C (main) || 112aa || [A0A2G6B3Q7] || lavender

DFR56_11817 Pseudogracilibacillus DSM 28556 (Firmicutes) || bmcType=EUT2C (main) || 116aa || [A0A2V3VKW9] || lavender

C3943_19220 Lysinibacillus B2A1 (Firmicutes) || bmcType=EUT2x (main) || 129aa || [A0A2S0JUB0] || lavender

VK91_02500 Lysinibacillus LK3 (Firmicutes) || bmcType=EUT2x (main) || 130aa || [A0A0J6KZG9] || lavender

ADM90_15375 Lysinibacillus DSM 54 (Firmicutes) || bmcType=EUT2x (main) || 120aa || [A0A0N0CUY6] || lavender

A0U40_05025 Lysinibacillus KCTC 13219 (Firmicutes) || bmcType=EUT2H (main) || 117aa || [A0A150YMY5] || lavender

H131_10013 Lysinibacillus OT4b.31 (Firmicutes) || bmcType=EUT2H (main) || 117aa || [R7ZEL6] || lavender

C3943_09555 Lysinibacillus B2A1 (Firmicutes) || bmcType=EUT2H (main) || 121aa || [A0A2S0JK17] || lavender

ADM90_16645 Lysinibacillus DSM 54 (Firmicutes) || bmcType=EUT2H (main) || 118aa || [A0A0M9DH64] || lavender

GY31_10355 Lysinibacillus 2362 (GY31) (Firmicutes) || bmcType=EUT2H (main) || 115aa || [A0A1D2VY96] || lavender

A374_04269 Fictibacillus ZFHKF-1 (Firmicutes) || bmcType=EUT2C (main) || 118aa || [I8UIV0] || paleLilac

C8P63_102133 Melghirimyces DSM 45787 (Firmicutes) || bmcType=EUT2C (main) || 92aa || [A0A2T6C8L8] || paleLilac

BN1090_A2_02852 Aneurinibacillus nagano (BN1090_A2) (Firmicutes) || bmcType=EUT2C (main) || 161aa || [A0A0K2WG87] || paleLilac

ACH33_10355 Aneurinibacillus Xh2 (Firmicutes) || bmcType=EUT2C (main) || 153aa || [A0A120HSG3] || paleLilac

A3781_15780 Bacillus MTCC 1458 (A3781) (Firmicutes) || bmcType=EUT2C (main) || 127aa || [A0A0C2XWB3] || paleLilac

A8F95_19905 Bacillus FJAT-27215 (Firmicutes) || bmcType=EUT2C (main) || 129aa || [A0A1B9B6T9] || paleLilac

CGZ90_20125 Fictibacillus GDSW-R2A3 (Firmicutes) || bmcType=EUT2C (main) || 124aa || [A0A235F403] || paleLilac

CVD28_12140 Bacillus M6-12 (Firmicutes) || bmcType=fragmented (main) (omitted) || 128aa || [A0A2N5I5S4] || paleLilac

DFR56_102186 Pseudogracilibacillus DSM 28556 (Firmicutes) || bmcType=EUT2x (main) || 138aa || [A0A2V3WL10] || paleLilac

DCC39_02670 Pueribacillus T8 (Firmicutes) || bmcType=EUT2C (main) || 129aa || [A0A2U1K7T3] || paleLilac

D478_06709 Brevibacillus BAB-2500 (Firmicutes) || bmcType=EUT2x (main) || 145aa || [L5MWR4] || paleLilac

A6D91_11760 unclassified-Bacillaceae G1 (Firmicutes) || bmcType=UA (main) (omitted) || 142aa || [A0A1L8I445] || paleLilac

CSV77_05920 Sporosarcina P16b (Firmicutes) || bmcType=EUT2x (main) || 131aa || [A0A2G5X4B1] || paleLilac

CSV78_04350 Sporosarcina P16a (Firmicutes) || bmcType=EUT2x (main) || 123aa || [A0A2G5WVT1] || paleLilac

CSV68_05550 Sporosarcina P29 (Firmicutes) || bmcType=EUT2x (main) || 129aa || [A0A2G5ZGQ3] || paleLilac

ASE51_05900 Bacillus Root147 (Firmicutes) || bmcType=EUT2C (main) || 137aa || [A0A0Q9GBM5] || paleLilac

BHE18_03860 Bacillus SAMM (Firmicutes) || bmcType=EUT2C (main) || 139aa || [A0A1J6W4P1] || paleLilac

DFO70_101371 Bacillus 14_TX (DFO70) (Firmicutes) || bmcType=EUT2C (main) || 128aa || [A0A366K471] || paleLilac

BIV60_27235 Bacillus MUM 116 (Firmicutes) || bmcType=EUT2C (main) || 130aa || [A0A1S2QKB3] || paleLilac

BWY06_01622 Ca.Latescibacteria ADurb.Bin168 (Candidatus Latescibacteria) || bmcType=fragmented (main) (omitted) || 209aa || [A0A1V5ZGZ7] || paleLilac

CFK40_04655 Virgibacillus LMG 19488 (Firmicutes) || bmcType=EUT2C (main) || 143aa || [A0A221M9L1] || paleLilac

HM131_05495 Halobacillus KTB 131 (Firmicutes) || bmcType=EUT2C (main) || 135aa || [A0A1W5ZSQ1] || paleLilac

CKW00_12785 Salimicrobium WN024 (Firmicutes) || bmcType=EUT2C (main) || 133aa || [A0A2A3A545] || paleLilac

M670_01592 Bacillus MEV2011 (Firmicutes) || bmcType=EUT2x (main) || 94aa || [A0A072NP22] || paleLilac

CUU64_17400 Bacillus V5-8f (Firmicutes) || bmcType=EUT2C (main) || 89aa || [A0A2N5MEB3] || paleLilac

CU633_06010 Bacillus V3-13 (Firmicutes) || bmcType=EUT2x (main) || 123aa || [A0A2N5GCA0] || paleLilac2

BAVI_09446 Bacillus LMG 21834 (Firmicutes) || bmcType=SPU4 (sat) (omitted) || 122aa || [W1SIP0] || paleLilac2

M670_01594 Bacillus MEV2011 (Firmicutes) || bmcType=EUT2x (main) || 89aa || [A0A072NQP3] || paleLilac2

CUU64_17440 Bacillus V5-8f (Firmicutes) || bmcType=EUT2C (main) || 90aa || [A0A2N5MEA9] || paleLilac2

DCC39_02500 Pueribacillus T8 (Firmicutes) || bmcType=EUT2x (main) || 87aa || [A0A2U1K653] || paleLilac2

AC623_07200 Bacillus FJAT-27231 (Firmicutes) || bmcType=EUT2C (main) || 126aa || [A0A0K9H4F0] || paleLilac2

D478_06729 Brevibacillus BAB-2500 (Firmicutes) || bmcType=EUT2x (main) || 99aa || [L5MX54] || paleLilac2

BFZC1_11507 Lysinibacillus ZC1 (Firmicutes) || bmcType=EUT2x (main) || 96aa || [D7WSG6] || paleLilac2

ADM90_15400 Lysinibacillus DSM 54 (Firmicutes) || bmcType=EUT2x (main) || 94aa || [A0A0N1J036] || paleLilac2

C3943_19245 Lysinibacillus B2A1 (Firmicutes) || bmcType=EUT2x (main) || 95aa || [A0A2S0JPW5] || paleLilac2

CMR00_09290 Chlorobium 445 (Chlorobi) || bmcType=incomplete (sat) (omitted) || 89aa || [A0A2G9SPC2] || mediumGrey

IALB_1381 Ignavibacterium DSM 19864 (Ignavibacteriae) || bmcType=incomplete (sat) (omitted) || 236aa || [I0AJD4] || mediumGrey

BWY38_01468 unclassified-Ignavibacteriae ADurb.Bin266 (Ignavibacteriae) || bmcType=UA (sat) (omitted) || 92aa || [A0A1V5TKD7] || mediumGrey

IALB_1380 Ignavibacterium DSM 19864 (Ignavibacteriae) || bmcType=incomplete (sat) (omitted) || 94aa || [I0AJD3] || mediumGrey

B6D60_04925 Ca.KSB1 4484_87 (candidate division KSB1) || bmcType=MIC4 (main) || 92aa || [A0A1W9RR60] || mediumGrey

MROS_0102 Melioribacter JCM 17771 (Ignavibacteriae) || bmcType=MIC4 (main) || 93aa || [I7A040] || mediumGrey

APF77_15225 unclassified-Clostridia BRH_c25 (Firmicutes) || bmcType=BUF3 (main) || 94aa || [A0A101WB74] || mediumGrey

SAMN02194393_00100 Maledivibacter M1 (Firmicutes) || bmcType=BUF3 (main) || 91aa || [A0A1T5IA88] || mediumGrey

CLOHYLEM_04362 Lachnoclostridium DSM 15053 (Firmicutes) || bmcType=BUF3 (main) || 92aa || [C0BX28] || mediumGrey

SAMN02194393_00103 Maledivibacter M1 (Firmicutes) || bmcType=BUF3 (main) || 87aa || [A0A1T5I9Y0] || mediumGrey

HMPREF0980_00678 Dorea D27 (Firmicutes) || bmcType=BUF3 (main) || 95aa || [A0A0K9NH70] || mediumGrey

APF77_15240 unclassified-Clostridia BRH_c25 (Firmicutes) || bmcType=BUF3 (main) || 87aa || [A0A101WAW1] || mediumGrey

A2107_13785 unclassified-Verrucomicrobia GWF2_62_7 (Verrucomicrobia) || bmcType=PVM (main) || 89aa || [A0A1G3ZE03] pvmE || purplishGrey1

CMO80_07010 unclassified-Verrucomicrobiales (CMO80) (Verrucomicrobia) || bmcType=PVM (main) || 95aa || [A0A2E5EIW2] pvmE || purplishGrey1

CBC62_03110 unclassified-Opitutae TMED102 (Verrucomicrobia) || bmcType=PVM (main) || 96aa || [A0A1Z9CA29] pvmE || purplishGrey1

CMI64_02410 Pedosphaera (CMI64) (Verrucomicrobia) || bmcType=PVM (main) || 96aa || [A0A2D5VWI4] pvmE || purplishGrey1

BWX48_02616 unclassified-Verrucomicrobia ADurb.Bin006 (Verrucomicrobia) || bmcType=PVM (main) || 97aa || [A0A1V6JRK2] pvmE || purplishGrey1

B9S33_19955 Pedosphaera Tous-C6FEB (Verrucomicrobia) || bmcType=PVM (main) || 97aa || [A0A2A2R545] pvmE || purplishGrey1

DCY13_20220 unclassified-Verrucomicrobiales (DCY13) (Verrucomicrobia) || bmcType=PVM (main) || 94aa || [A0A350F0W2] pvmE || purplishGrey1

CAK88_05475 unclassified-Verrucomicrobiae AMD-G2 (Verrucomicrobia) || bmcType=PVM (main) || 90aa || [A0A2A2YCD4] pvmE || purplishGrey1

CBB78_12265 Roseibacillus TMED18 (Verrucomicrobia) || bmcType=PVM (main) (omitted) || 90aa || [A0A1Z8PBV9] || purplishGrey1

CMN05_06970 Roseibacillus (CMN05) (Verrucomicrobia) || bmcType=PVM (main) || 90aa || [A0A2E5QPG6] pvmE || purplishGrey1

CMO33_07645 unclassified-Verrucomicrobia (CMO33) (Verrucomicrobia) || bmcType=PVM (main) || 88aa || [A0A2D6UHQ7] pvmE || purplishGrey1

DDZ13_09340 Coraliomargarita WN38 (Verrucomicrobia) || bmcType=PVM (main) || 90aa || [A0A317ZHQ4] pvmE || purplishGrey1

BHW65_08330 unclassified-Verrucomicrobia CAG:312_58_20 (Verrucomicrobia) || bmcType=PVM (main) || 89aa || [A0A1Q6UHZ4] pvmE || purplishGrey1

CKA38_05670 Ereboglobus luteus (Verrucomicrobia) || bmcType=PVM (main) || 89aa || [A0A2U8E1X6] pvmE || purplishGrey1

Oter_1290 Opitutus DSM 11246 (Verrucomicrobia) || bmcType=PVM (main) || 90aa || [B1ZR88] pvmE || purplishGrey1

B9S27_05275 unclassified-Opitutae Tous-C8FEB (Verrucomicrobia) || bmcType=PVM (main) || 89aa || [A0A2A2RCY6] pvmE || purplishGrey1

OpiT1DRAFT_04564 unclassified-Opitutaceae TAV1 (Verrucomicrobia) || bmcType=PVM (main) || 90aa || [I6AYD6] pvmE || purplishGrey1

B9S32_08675 unclassified-Verrucomicrobia Tous-C9LFEB (Verrucomicrobia) || bmcType=PVM (main) || 88aa || [A0A2A2R498] pvmE || purplishGrey1

DB354_06165 Opitutus ER46 (Verrucomicrobia) || bmcType=PVM (main) || 89aa || [A0A2T6D604] pvmE || purplishGrey1

CMJ20_08935 unclassified-Phycisphaeraceae (CMJ20) (Planctomycetes) || bmcType=PVM (main) || 87aa || [A0A2E5G5Q4] pvmE || purplishGrey2a

CMJ18_00770 unclassified-Phycisphaeraceae (CMJ18) (Planctomycetes) || bmcType=PVM (sat) || 86aa || [A0A2D5Z0S7] pvmE || purplishGrey2a

CMJ19_11465 unclassified-Phycisphaeraceae (CMJ19) (Planctomycetes) || bmcType=PVM (main) || 86aa || [A0A2E2B1W1] pvmE || purplishGrey2a

LCGC14_0304030 unclassified-marine-sediment (LCGC14) (unclassified_metagenomic) || bmcType=PVM (main) || 87aa || [A0A0F9WVM2] pvmE || purplishGrey2a

BWX88_00266 unclassified-Planctomycetes ADurb.Bin126 (Planctomycetes) || bmcType=PVM (main) || 87aa || [A0A1V6DDU4] pvmE || purplishGrey2a

SBA5_100019 Ca.Sulfotelmatomonas gaucii (Acidobacteria) || bmcType=PVM (main) || 89aa || [A0A2N9L267] pvmE || purplishGrey2a

CBB70_13145 unclassified-Planctomycetaceae TMED10 (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A1Z8MRD8] pvmE || purplishGrey2b

CMJ64_06800 unclassified-Planctomycetaceae (CMJ64) (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A2E8CZ43] pvmE || purplishGrey2b

Psta_3281 Pirellula ATCC 27377 (Planctomycetes) || bmcType=PVM (main) || 89aa || [D2QXA5] pvmE || purplishGrey2b

C5Y93_12810 Blastopirellula Hex-1 MGV (C5Y93) (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A2S8GN02] pvmE || purplishGrey2b

CK530_09185 unclassified-Planctomycetaceae (CK530) (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A2G4ITV9] pvmE || purplishGrey2b

DC048_09270 unclassified-Planctomycetaceae (DC048) (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A352DWP3] pvmE || purplishGrey2b

A2V70_10800 unclassified-Planctomycetes RBG_13_63_9 (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A1G2ZFC4] pvmE || purplishGrey2b

B7Z73_18250 unclassified-Planctomycetia 21-64-5 (Planctomycetes) || bmcType=incomplete (sat) (omitted) || 89aa || [A0A257T6V9] || purplishGrey2b

CL681_07705 Blastopirellula (CL681) (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A2E0AU72] pvmE || purplishGrey2b

CMJ59_18910 unclassified-Planctomycetaceae (CMJ59) (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A2E1KQQ0] pvmE || purplishGrey2b

CMJ76_01410 unclassified-Planctomycetaceae (CMJ76) (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A2E3DG79] pvmE || purplishGrey2b

CMM04_15045 Rhodopirellula (CMM04) (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A2E4MB06] pvmE || purplishGrey2b

CMJ73_07630 unclassified-Planctomycetaceae (CMJ73) (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A2E2Y591] pvmE || purplishGrey2b

DTL42_05870 Blastopirellula HEX PRIS-MGV (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A368KYG1] pvmE || purplishGrey2b

CMJ77_20415 unclassified-Planctomycetaceae (CMJ77) (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A2E7EQM3] pvmE || purplishGrey2b

COA78_07865 Blastopirellula (COA78) (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A2G2KQ55] pvmE || purplishGrey2b

A2W31_16550 unclassified-Planctomycetes RBG_16_64_10 (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A1G2ZY12] pvmE || purplishGrey2b

CMM00_13155 Rhodopirellula (CMM00) (Planctomycetes) || bmcType=PVM (sat) (omitted) || 108aa || [A0A2D9JGZ5] || purplishGrey2b

RMSM_03096 Rhodopirellula SM1 (Planctomycetes) || bmcType=UA (main) (omitted) || 89aa || [M5RKY5] || purplishGrey2b

VN12_07480 Pirellula SH-Sr6A (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A142XYD5] pvmE || purplishGrey2b

CMJ58_17890 unclassified-Planctomycetaceae (CMJ58) (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A2E0X698] pvmE || purplishGrey2b

Isop_1627 Isosphaera ATCC 43644 (Planctomycetes) || bmcType=PVM (main) || 92aa || [E8R084] pvmE || purplishGrey3

SAMN05444166_7394 Singulisphaera GP187 (Planctomycetes) || bmcType=PVM (main) || 95aa || [A0A1N6L7J8] pvmE || purplishGrey3

BSF38_04543 Paludisphaera borealis (Planctomycetes) || bmcType=PVM (main) || 94aa || [A0A1U7CVM8] pvmE || purplishGrey3

BGO49_00255 unclassified-Planctomycetales 26207 (Planctomycetes) || bmcType=PVM (main) || 94aa || [A0A1U7GHG2] pvmE || purplishGrey3

Isop_1626 Isosphaera ATCC 43644 (Planctomycetes) || bmcType=PVM (main) || 112aa || [E8R083] pvmF || purplishGrey3

ABS79_07245 unclassified-Planctomycetes SCN 63-9 (Planctomycetes) || bmcType=incomplete (sat) (omitted) || 99aa || [A0A1E4HLB5] || purplishGrey3

SAMN05444166_7393 Singulisphaera GP187 (Planctomycetes) || bmcType=PVM (main) || 106aa || [A0A1N6L7K9] pvmE || purplishGrey3

BGO49_00250 unclassified-Planctomycetales 26207 (Planctomycetes) || bmcType=PVM (main) || 107aa || [A0A1U7GHD5] pvmE || purplishGrey3

HRbin36_00868 unclassified-bacterium HR36 (unclassified Bacteria) || bmcType=PVM (main) || 97aa || [A0A2H6ACV0] pvmE || purplishGrey3

CK551_01325 unclassified-Planctomycetaceae (CK551) (Planctomycetes) || bmcType=PVM (main) || 98aa || [A0A2G4FRL3] pvmE || purplishGrey3

DDY78_11145 unclassified-Planctomycetales (DDY78) (Planctomycetes) || bmcType=PVM (main) || 101aa || [A0A354GQV7] pvmE || purplishGrey3

DDY91_04400 unclassified-Planctomycetaceae (DDY91) (Planctomycetes) || bmcType=PVM (main) || 90aa || [A0A353Z779] pvmE || purplishGrey3

A6X21_19890 Planctopirus JC280 (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A1C3EHY4] pvmE || purplishGrey3

PM8797T_14781 Gimesia DSM 8797 (Planctomycetes) || bmcType=PVM (main) || 130aa || [A6C952] pvmE || purplishGrey3

Plabr_4074 Rubinisphaera ATCC 49424 (Planctomycetes) || bmcType=PVM (main) || 89aa || [F0SGP6] pvmE || purplishGrey3

CME21_21880 unclassified-Gemmatimonadetes (CME21) (Gemmatimonadetes) || bmcType=PVM (main) || 89aa || [A0A2E4N306] pvmE || purplishGrey3

CMJ78_25640 unclassified-Planctomycetaceae (CMJ78) (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A2E7DAE7] pvmE || purplishGrey3

Fuma_03483 Fuerstia marisgermanicae (Planctomycetes) || bmcType=PVM (main) || 88aa || [A0A1P8WIG8] pvmE || purplishGrey3

DCX79_20980 unclassified-Planctomycetaceae (DCX79) (Planctomycetes) || bmcType=PVM (main) || 88aa || [A0A352L173] pvmE || purplishGrey3

VT03_30200 Planctomyces SH-PL14 (Planctomycetes) || bmcType=PVM (main) || 88aa || [A0A142X5D8] pvmE || purplishGrey3

SAMN05421753_103241 Planctomicrobium piriforme (Planctomycetes) || bmcType=PVM (main) || 87aa || [A0A1I3DHZ6] pvmE || purplishGrey3

AYO47_04360 Planctomyces SCGC AG-212-M04 (Planctomycetes) || bmcType=PVM (sat) (omitted) || 88aa || [A0A177R3H3] || purplishGrey3

CMJ65_07965 unclassified-Planctomycetaceae (CMJ65) (Planctomycetes) || bmcType=PVM (main) || 89aa || [A0A2E8FGL7] pvmE || purplishGrey3

CMJ68_05625 unclassified-Planctomycetaceae (CMJ68) (Planctomycetes) || bmcType=PVM (main) || 90aa || [A0A2E7NLV8] pvmE || purplishGrey3

CMJ69_15500 unclassified-Planctomycetaceae (CMJ69) (Planctomycetes) || bmcType=PVM (main) || 90aa || [A0A2E7S0U5] pvmE || purplishGrey3

BWY83_00962 unclassified-bacterium ADurb.Bin478 (unclassified Bacteria) || bmcType=fragmented (sat) (omitted) || 96aa || [A0A1V5KSU7] || fuchsia1

B0537_00235 Desulfotomaculum GSS09 (Firmicutes) || bmcType=GRM1A (main) || 96aa || [A0A1S6ISE5] || fuchsia1

AB840_05560 Megasphaera DSM 20462 (AB840) (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A0J6WWB9] || fuchsia1

Tph_c07060 Thermacetogenium DSM 12270 (Firmicutes) || bmcType=EUT2B (main) || 105aa || [K4LDN9] || fuchsia1

APF76_01160 Desulfitibacter BRH_c19 (Firmicutes) || bmcType=UA (sat) (omitted) || 95aa || [A0A101V9Y9] || fuchsia1

BWY10_01121 unclassified-Chloroflexi ADurb.Bin180 (Chloroflexi) || bmcType=UA (main) (omitted) || 197aa || [A0A1V5YIB9] || fuchsia1

DEF42_04305 Desulfosporosinus (DEF42) (Firmicutes) || bmcType=GRMguf (main) || 98aa || [A0A358PXT0] || fuchsia1

SAMN02194393_04896 Maledivibacter M1 (Firmicutes) || bmcType=GRM1A (main) || 91aa || [A0A1T5MJW5] || fuchsia2

APF76_15305 Desulfitibacter BRH_c19 (Firmicutes) || bmcType=UA (main) (omitted) || 163aa || [A0A101VBN8] || fuchsia2

HMPREF9246_1425 Anaerococcus ACS-025-V-Sch4 (Firmicutes) || bmcType=GRM1A (main) || 136aa || [F0H1F0] || fuchsia2

BJL90_00640 Clostridium ATCC 27076 (BJL90) (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A1D9FGQ0] || fuchsia2

SAMN05443428_101114 Caloramator USBA 833 (Firmicutes) || bmcType=GRM1A (main) || 98aa || [A0A1T4WFK9] || fuchsia2

SAMN02745751_01005 Dethiosulfatibacter DSM 17477 (Firmicutes) || bmcType=EUT2B (main) || 95aa || [A0A1M6DQL8] || fuchsia3

BN000_01722 Bacillus LF1 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A0U1NUS1] || fuchsia3

B5F15_06615 Butyricicoccus An180 (B5F15) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 195aa || [A0A1Y4LXM8] || fuchsia3

A4U99_13300 Flavonifractor 2789STDY5834932 (A4U99) (Firmicutes) || bmcType=EUT2B (main) || 184aa || [A0A174LC56] || fuchsia3

BACCAP_01542 Pseudoflavonifractor ATCC 29799 (Firmicutes) || bmcType=EUT2B (main) || 200aa || [A6NTL3] || fuchsia3

BRYFOR_07174 Marvinbryantia DSM 14469 (Firmicutes) || bmcType=EUT2B (main) || 204aa || [C6LEX3] || fuchsia3

KL86CLO1_13356 unclassified-Clostridiales (KL86CLO1) (Firmicutes) || bmcType=EUT2B (main) || 194aa || [A0A212KJD5] || fuchsia3

SAMEA3545390_02458 Butyricicoccus (SAMEA3545390) (Firmicutes) || bmcType=EUT2B (main) || 164aa || [A0A1C6G666] || fuchsia3

BIV19_07015 Intestinimonas DSM 26588 (BIV19) (Firmicutes) || bmcType=EUT2B (main) || 192aa || [A0A1Q9KAY3] || fuchsia3

Lebu_0076 Leptotrichia ATCC 14201 (Fusobacteria) || bmcType=EUT2B (main) || 101aa || [C7NCT9] || orchid

AV540_20435 Brevibacillus CN1 (AV540) (Firmicutes) || bmcType=EUT2E (main) || 95aa || [A0A161TVG8] || orchid

CGZ75_20550 Paenibacillus R33 (Firmicutes) || bmcType=EUT2E (main) || 95aa || [A0A229NU84] || orchid

GGS_1834 Streptococcus RE378 (Firmicutes) || bmcType=GRM1A (main) || 108aa || [M4YZ37] || orchid

NC01_02775 Streptococcus NCTC4673 (Firmicutes) || bmcType=GRM1A (main) || 189aa || [A0A0A6S5S2] || orchid

SAMN02194393_04909 Maledivibacter M1 (Firmicutes) || bmcType=GRM1A (main) || 235aa || [A0A1T5MJZ6] || orchid

BWZ10_02195 Ca.Sumerlaeota ADurb.BinA364 (Candidatus Sumerlaeota) || bmcType=FRAG6 (sat) || 96aa || [A0A1V5FVH6] || orchid

CVV65_12980 Kyrpidia EA-1 (Firmicutes) || bmcType=EUT2C (main) || 96aa || [A0A2K8N8P8] || orchid

A3781_15765 Bacillus MTCC 1458 (A3781) (Firmicutes) || bmcType=EUT2C (main) || 98aa || [A0A0C2Y4M9] || orchid

AZE41_20450 Sporosarcina DSM 6497 (Firmicutes) || bmcType=EUT2C (main) || 95aa || [A0A127W3L6] || orchid

DFR56_11820 Pseudogracilibacillus DSM 28556 (Firmicutes) || bmcType=EUT2C (main) || 95aa || [A0A2V3VKV6] || orchid

DFR56_102188 Pseudogracilibacillus DSM 28556 (Firmicutes) || bmcType=EUT2x (main) || 93aa || [A0A2V3W8U4] || orchid

OXB_1769 Bacillus OxB-1 (Firmicutes) || bmcType=EUT2x (main) || 93aa || [A0A0A8JHZ7] || orchid

CSV68_05535 Sporosarcina P29 (Firmicutes) || bmcType=EUT2x (main) || 95aa || [A0A2G5ZGI4] || orchid

M670_01598 Bacillus MEV2011 (Firmicutes) || bmcType=EUT2x (main) || 96aa || [A0A072NPN3] || orchid

CU633_05990 Bacillus V3-13 (Firmicutes) || bmcType=EUT2x (main) || 96aa || [A0A2N5GC73] || orchid

CFK40_04635 Virgibacillus LMG 19488 (Firmicutes) || bmcType=EUT2C (main) || 98aa || [A0A221M9L8] || orchid

CSV68_05520 Sporosarcina P29 (Firmicutes) || bmcType=EUT2x (main) || 95aa || [A0A2G5ZGL0] || orchid

DC000_11905 unclassified-Clostridiales R-7 (DC000) (Firmicutes) || bmcType=EUT2I (main) || 98aa || [A0A352A8Z1] || palePink

BN466_01053 unclassified-Firmicutes MGS:110 (Firmicutes) || bmcType=EUT2G (main) || 101aa || [R5EDK9] || palePink

BN490_00975 unclassified-Firmicutes CAG:137 (Firmicutes) || bmcType=EUT2G (main) || 103aa || [R6GW66] || palePink

MORIYA_2249 Moritella DB21MT 5 (Proteobacteria) || bmcType=GRM1B (main) || 93aa || [A0A330LNZ9] || palePink

HMPREF9460_02120 Flavonifractor 1_3_50AFAA (Firmicutes) || bmcType=EUT2G (main) || 225aa || [A0A096B8A6] || palePink

SAMEA3545396_02053 Flavonifractor (SAMEA3545396) (Firmicutes) || bmcType=EUT2G (main) || 231aa || [A0A1C6FPP3] || palePink

C7373_105159 Intestinimonas DSM 26588 (C7373) (Firmicutes) || bmcType=EUT2G (main) || 294aa || [A0A2U1C1F3] || palePink

BGO13_10280 unclassified-Burkholderiales 66-5 (Proteobacteria) || bmcType=MIC1 (main) || 105aa || [A0A1M3BYY2] || palePink

ABT15_21865 Pseudonocardia SCN 73-27 (Actinobacteria) || bmcType=MIC1 (main) || 110aa || [A0A1E4P6X6] || palePink

CBI38_32705 Rhodococcus S2-17 (Actinobacteria) || bmcType=MIC1 (main) || 107aa || [A0A2S2C5Q9] || palePink

DIU77_04560 Thermocrispum agreste (Actinobacteria) || bmcType=MIC2 (main) || 94aa || [A0A2W4LQV2] || palePink

DFR58_106179 Anaerobacterium DSM 27016 (Firmicutes) || bmcType=SPU4 (main) || 107aa || [A0A369B900] || palePink

CMK21_01520 Ca.Poribacteria (CMK21) (Candidatus Poribacteria) || bmcType=FRAG2 (sat) || 113aa || [A0A2E4DKJ5] || palePink

CBB75_18010 unclassified-bacterium TMED15 (unclassified Bacteria) || bmcType=FRAG2 (sat) || 108aa || [A0A1Z8LZK4] || palePink

CMK12_13915 Ca.Poribacteria (CMK12) (Candidatus Poribacteria) || bmcType=FRAG2 (sat) || 107aa || [A0A2D5VIJ1] || palePink

CL478_04940 unclassified-Acidobacteria (CL478) (Acidobacteria) || bmcType=ACI (sat) || 95aa || [A0A2E7NDM3] || palePink

COA36_05780 Desulfotalea (COA36) (Proteobacteria) || bmcType=GRM1B (main) || 93aa || [A0A2G2DWA7] || palePink

DCS48_04995 Desulfovibrio (DCS48) (Proteobacteria) || bmcType=GRM1B (main) || 95aa || [A0A349HH82] || palePink

DESAM_21365 Desulfovibrio DSM 14728 (Proteobacteria) || bmcType=GRM1B (main) || 95aa || [L0RBP3] || palePink

BCS36_13390 Desulfovibrio MES5 (Proteobacteria) || bmcType=GRM1B (main) || 95aa || [A0A231NZB7] || palePink

SAMN05660420_01720 Desulfuromusa DSM 7343 (Proteobacteria) || bmcType=EUT2B (main) || 95aa || [A0A1H3ZXT9] || palePink

SAMN05660420_01721 Desulfuromusa DSM 7343 (Proteobacteria) || bmcType=EUT2B (main) || 94aa || [A0A1H3ZXW3] || palePink

HMPREF0401_02342 Fusobacterium 11_3_2 (Fusobacteria) || bmcType=EUT2F (main) || 99aa || [F7L3B9] || palePink

Closa_1501 Lachnoclostridium ATCC 35040 (Firmicutes) || bmcType=EUT2A (main) || 99aa || [D9R9P9] || palePink

SAMN02745220_04755 Desulfopila DSM 18488 (Proteobacteria) || bmcType=GRM1B (main) || 89aa || [A0A1M7YJI7] || palePink

MCBG_02084 Micromonospora M42 (Actinobacteria) || bmcType=BUF2 (main) || 102aa || [W7VCM7] || palePink

COA36_05815 Desulfotalea (COA36) (Proteobacteria) || bmcType=GRM1B (main) || 97aa || [A0A2G2DVM4] || palePink

SAMN05660297_01835 Natronincola DSM 18979 (Firmicutes) || bmcType=UA (main) (omitted) || 97aa || [A0A1I0CZ56] || palePink

SD71_05090 Cohnella kolymensis (Firmicutes) || bmcType=SPU4 (main) || 87aa || [A0A0C2QG00] || palePink

BTR25_19545 Bacillus MRMR6 (Firmicutes) || bmcType=SPU4 (main) || 91aa || [A0A1Q9PMK0] || palePink

CIB95_01720 Bacillus SA5d-4 (Firmicutes) || bmcType=SPU4 (main) || 90aa || [A0A263BX80] || palePink

PDENDC454_17128 Paenibacillus C454 (Firmicutes) || bmcType=GRM1A (main) || 93aa || [H3SIQ2] || palePink

BN1356_01938 Streptococcus FF10 (Firmicutes) || bmcType=EUT2A (main) || 95aa || [A0A0E3WFI8] || palePink

ERS132539_01542 Streptococcus 01ZN-TG187 (ERS132539) (Firmicutes) || bmcType=PDU_EUT (main) (omitted) || 97aa || [A0A116P6U6] || palePink

SAMN02194393_04912 Maledivibacter M1 (Firmicutes) || bmcType=GRM1A (main) || 94aa || [A0A1T5MK03] || palePink

SAMN02745912_02227 Paramaledivibacter DSM 15212 (Firmicutes) || bmcType=EUT2B (main) || 96aa || [A0A1M6PN21] || palePink

BSZ36_03170 Rubricoccus SG-29 (Rhodothermaeota) || bmcType=FRAG1 (sat) || 96aa || [A0A259TWH4] || palePink

GV64_00660 Endozoicomonas DSM 22380 (Proteobacteria) || bmcType=EUT2B (main) || 95aa || [A0A081K5L5] || palePink

DOZ58_03800 Acetobacterium KB-1 (Firmicutes) || bmcType=EUT2B (main) || 97aa || [A0A2Z4I4Y3] || palePink

N784_13360 Pontibacillus JSM 072002 (Firmicutes) || bmcType=EUT2I (main) || 95aa || [A0A0A5FXI3] || palePink

RHS_4922 Robinsoniella RHS (Firmicutes) || bmcType=EUT2I (main) || 106aa || [A0A0J1G1V2] || palePink

CNR29_11455 Lactobacillus D7 (CNR29) (Firmicutes) || bmcType=EUT2A (main) || 102aa || [A0A2A3U0W2] || palePink

CUC10_08160 Lactobacillus 482_46 (CUC10) (Firmicutes) || bmcType=EUT2A (main) || 99aa || [A0A2G9IJS9] || palePink

FD35_GL002147 Lactobacillus DSM 15814 (Firmicutes) || bmcType=EUT2A (main) || 97aa || [A0A0R1RS13] || palePink

FC85_GL002340 Lactobacillus DSM 14421 (Firmicutes) || bmcType=EUT2A (sat) || 102aa || [A0A0R1SIV0] || palePink

ATZ99_21720 Thermovenabulum R270 (Firmicutes) || bmcType=EUT2B (main) || 96aa || [A0A161PV53] || carnation1a

Dred_1299 Desulfotomaculum MI-1 (Firmicutes) || bmcType=EUT2D (main) || 95aa || [A4J430] || carnation1a

TSYNT_187 Tepidanaerobacter JL (Firmicutes) || bmcType=EUT2B (main) || 97aa || [A0A0U9HCA9] || carnation1a

BWY85_02279 unclassified-Firmicutes ADurb.Bin506 (Firmicutes) || bmcType=UA (sat) (omitted) || 97aa || [A0A1V5JZA1] || carnation1a

ATZ99_21830 Thermovenabulum R270 (Firmicutes) || bmcType=EUT2B (main) || 103aa || [A0A161PSQ0] || carnation1a

SAMN04488499_103227 Sporomusa Mol (Firmicutes) || bmcType=EUT2D (main) || 103aa || [A0A1G7I5N4] || carnation1a

DD730_06980 Desulfosporosinus (DD730) (Firmicutes) || bmcType=incomplete (main) (omitted) || 103aa || [A0A356P8K4] || carnation1a

Noca_4030 Nocardioides JS614 (Actinobacteria) || bmcType=EUT3 (main) || 104aa || [A1SNZ2] || carnation1a

BWY63_03349 unclassified-Chloroflexi ADurb.Bin360 (Chloroflexi) || bmcType=incomplete (sat) (omitted) || 97aa || [A0A1V5P8Z0] || carnation1a

BWX85_00886 unclassified-Chloroflexi ADurb.Bin120 (Chloroflexi) || bmcType=SPU6 (sat) || 96aa || [A0A1V6D6J5] || carnation1a

CLRAG_02920 Clostridium P11 (Firmicutes) || bmcType=EUT2B (main) || 97aa || [A0A1A6B3D4] || carnation1b

DI43_10080 Geobacillus CAMR12739 (Firmicutes) || bmcType=UA (main) (omitted) || 139aa || [A0A063YKT6] || carnation1b

A0V43_07750 Geobacillus JS12 (Firmicutes) || bmcType=EUT2E (main) || 95aa || [A0A142D1A6] || carnation1b

A2V82_12435 Ca.KSB3 RBG_16_48_16 (candidate division KSB1) || bmcType=incomplete (sat) (omitted) || 95aa || [A0A1F4R4G6] || carnation1b

BED41_04150 Cloacibacillus CL-84 (Synergistetes) || bmcType=EUT2B (main) || 96aa || [A0A1B2I300] || carnation1b

SAMN05661093_10179 Kibdelosporangium DSM 43828 (Actinobacteria) || bmcType=ARO (main) || 98aa || [A0A1W2FY70] || lipstickRed

ABS81_07735 Pseudonocardia SCN 72-86 (Actinobacteria) || bmcType=ARO (main) || 97aa || [A0A1E4I859] || lipstickRed

C8D89_103351 Actinomycetospora DSM 45771 (Actinobacteria) || bmcType=ARO (main) || 96aa || [A0A2U1FJ45] || lipstickRed

CLT72_1007 Micromonospora CNZ309 (Actinobacteria) || bmcType=ARO (main) || 96aa || [A0A2N3YXW6] || lipstickRed

C1A38_18150 Verrucosispora ts21 (Actinobacteria) || bmcType=ARO (main) || 96aa || [A0A2N7T017] || lipstickRed

TheveDRAFT_1604 Thermanaerovibrio DSM 12556 (Synergistetes) || bmcType=EUT2B (main) || 101aa || [H0UQ84] || carnation1c

SAMEA3545351_00080 Roseburia (SAMEA3545351) (Firmicutes) || bmcType=EUT2B (main) || 96aa || [A0A1C5VGR3] || carnation1c

CSA35_01220 Dethiosulfovibrio peptidovorans (Synergistetes) || bmcType=EUT2B (main) || 102aa || [A0A2G6M5J0] || carnation1c

AXF21_00790 Eubacterium ATCC 700079 (Firmicutes) || bmcType=EUT2B (main) || 94aa || [A0A223B3L6] || carnation1c

SAMN04488499_103233 Sporomusa Mol (Firmicutes) || bmcType=EUT2D (main) || 113aa || [A0A1G7I655] || carnation1c

SAMN04488500_101392 Sporomusa DSM 5090 (Firmicutes) || bmcType=EUT2_GRM1 (main) (omitted) || 121aa || [A0A1W1YI13] || carnation1c

DEF89_20480 Desulfosporosinus (DEF89) (Firmicutes) || bmcType=EUT2D (main) || 111aa || [A0A358U5C5] || carnation1c

SAMEA3545351_00079 Roseburia (SAMEA3545351) (Firmicutes) || bmcType=EUT2B (main) || 95aa || [A0A1C5VFR0] || carnation1c

CLOSYM_03523 Lachnoclostridium ATCC 14940 (Firmicutes) || bmcType=EUT2B (main) || 105aa || [U2D5X0] || carnation1c

C814_01588 Anaerotruncus G3(2012) (Firmicutes) || bmcType=EUT2B (main) || 98aa || [R9LTL7] || carnation1c

CC1_05930 Coprococcus GD_7 (Firmicutes) || bmcType=EUT2B (main) || 98aa || [D4J569] || carnation1c

BN553_01966 unclassified-Firmicutes MGS:238 (Firmicutes) || bmcType=EUT2B (main) || 141aa || [R6DUF5] || carnation1c

SAMEA3545387_00652 Clostridium (SAMEA3545387) (Firmicutes) || bmcType=EUT2B (main) || 97aa || [A0A1C5ZJQ6] || carnation2

B1H13_00905 unclassified-Desulfobacteraceae 4484_190.3 (Proteobacteria) || bmcType=MIC6 (main) || 93aa || [A0A1V4SCU8] || carnation2

Bint_1607 Brachyspira ATCC 51140 (Spirochaetes) || bmcType=PDU_EUT (main) (omitted) || 102aa || [G0EI67] || carnation2

CLOST_0252 Acetoanaerobium ATCC 12662 (Firmicutes) || bmcType=EUT2B (main) || 97aa || [E3PUC1] || carnation2

FD03_GL000472 Lactobacillus DSM 19682 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A0R1KIK3] || carnation2

SAMN04489857_0181 Olsenella (SAMN04489857) (Actinobacteria) || bmcType=GRM1A (main) || 221aa || [A0A1H1KRW4] || carnation2

SAMN04489746_1429 Atopobium minutum (Actinobacteria) || bmcType=GRM1A (main) || 143aa || [A0A1H4P1C0] || carnation2

C6I21_05245 Bacillus BZ-SZ-XJ18 (Firmicutes) || bmcType=SPU4 (main) || 92aa || [A0A2P6MJB8] || carnation2

C7122_00930 unclassified-Lachnospiraceae F0428 (Firmicutes) || bmcType=GRM1A (main) || 97aa || [A0A2T4TC02] || carnation2

AB685_06035 Bacillus LL01 (Firmicutes) || bmcType=SPU4 (main) || 92aa || [A0A0J5H349] || carnation2

BN000_03131 Bacillus LF1 (Firmicutes) || bmcType=SPU4 (main) || 129aa || [A0A0U1NZB1] || carnation2

DFR56_11021 Pseudogracilibacillus DSM 28556 (Firmicutes) || bmcType=SPU4 (main) || 123aa || [A0A2V3VUC4] || carnation2

SD71_05070 Cohnella kolymensis (Firmicutes) || bmcType=SPU4 (main) || 99aa || [A0A0C2UYS8] || carnation2

CMK14_13625 Ca.Poribacteria (CMK14) (Candidatus Poribacteria) || bmcType=FRAG2 (sat) || 90aa || [A0A2E0XJT0] || carnation2

CMK21_16500 Ca.Poribacteria (CMK21) (Candidatus Poribacteria) || bmcType=FRAG2 (sat) || 90aa || [A0A2E4DU16] || carnation2

CN481_20945 Bacillus AFS006103 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A2A8IBM7] || carnation2

SAMN04488579_12018 Eubacterium VPI 5359 (Firmicutes) || bmcType=EUT2B (main) || 99aa || [A0A1H3HZ82] || carnation2

SAMN04488579_12019 Eubacterium VPI 5359 (Firmicutes) || bmcType=EUT2B (main) || 93aa || [A0A1H3HZD0] || carnation2

EHSB41UT_03922 Parendozoicomonas haliclonae (Proteobacteria) || bmcType=EUT2 (sat) (omitted) || 91aa || [A0A1X7AP82] || carnation2

NB231_15193 Nitrococcus Nb-231 (Proteobacteria) || bmcType=CsomeACh (main) || 118aa || [A4BLI9] csoS1 || hotpink1

THSYN_29510 Thiodictyon Cad16T (Proteobacteria) || bmcType=CsomeACh (main) || 106aa || [A0A2K8UIS1] csoS1 || hotpink1

ThidrDRAFT_4015 Thiorhodococcus AZ1 (Proteobacteria) || bmcType=CsomeACh (main) || 107aa || [G2E6V2] csoS1 || hotpink1

COB33_04245 unclassified-Thiotrichaceae (COB33) (Proteobacteria) || bmcType=CsomeACh (main) || 102aa || [A0A2A4WM39] csoS1 || hotpink1

Thi970DRAFT_00499 Thiorhodovibrio 970 (Proteobacteria) || bmcType=CsomeACh (main) || 106aa || [H8YWN7] csoS1 || hotpink1

SAMN05660831_01598 Thiohalospira HL3 (Proteobacteria) || bmcType=CsomeACh (main) || 105aa || [A0A1I1S7J0] csoS1 || hotpink1

CMH70_06815 unclassified-Nitrosomonadaceae (CMH70) (Proteobacteria) || bmcType=CsomeACh (main) || 110aa || [A0A2E6USJ3] csoS1 || hotpink2

BBta_2647 Bradyrhizobium BTAi1 (Proteobacteria) || bmcType=CsomeACh (main) || 113aa || [A5EF46] csoS1C || hotpink2

TOK_4357 Pseudonocardia N23 (Actinobacteria) || bmcType=CsomeACh (main) || 110aa || [A0A292YYC7] csoS1 || hotpink2

C8R32_101268 Nitrosospira Nsp5 (Proteobacteria) || bmcType=CsomeACh (main) || 106aa || [A0A2T5JRX2] csoS1 || hotpink2

AUR63_04735 Halothiobacillus XI15 (Proteobacteria) || bmcType=CsomeACh (main) || 109aa || [A0A0W1RT44] csoS1 || hotpink2

Tgr7_3195 Thioalkalivibrio HL-EbGR7 (Proteobacteria) || bmcType=CsomeACh (main) || 112aa || [B8GQP0] csoS1 || hotpink2

B7X52_03805 unclassified-Thiotrichales 34-46-19 (Proteobacteria) || bmcType=CsomeACh (main) || 113aa || [A0A259KBC4] csoS1 || hotpink2

THI_0144 Thiomonas CB6 (Proteobacteria) || bmcType=CsomeACh (main) || 136aa || [D6CQK8] csoS1c || hotpink2

GGI1_15688 Acidithiobacillus GGI-221 (Proteobacteria) || bmcType=CsomeACh (sat) || 124aa || [F8XT51] csoS1 || hotpink2

Tel_03325 Ca.Tenderia electrophaga (Proteobacteria) || bmcType=CsomeACh (main) || 102aa || [A0A0S2TAW3] csoS1 || hotpink3a

BO98_02315 Synechococcus LMB bulk10D (Cyanobacteria) || bmcType=CsomeACy (main) || 106aa || [A0A1T1D5S8] csoS1 || hotpink3b

CBD29_06725 Synechococcus TMED169 (Cyanobacteria) || bmcType=incomplete (sat) (omitted) || 104aa || [A0A1Z9J6Y0] || hotpink3b

FOKN1_0716 Thiohalobacter FOKN1 (FOKN1) (Proteobacteria) || bmcType=CsomeACh (main) || 107aa || [A0A1Z4VP54] csoS1 || hotpink3a

COA54_10060 unclassified-Thiotrichaceae (COA54) (Proteobacteria) || bmcType=CsomeACh (main) || 102aa || [A0A2A5G062] csoS1 || hotpink3a

DDY14_14625 unclassified-Chromatiaceae (DDY14) (Proteobacteria) || bmcType=CsomeACh (main) || 107aa || [A0A353UR80] csoS1 || hotpink3a

TH68_02800 Synechococcus spongiarum 142 (Cyanobacteria) || bmcType=CsomeACy (main) || 173aa || [A0A0G8B069] csoS1E || greenApple

CK536_05980 Synechococcus Baikal-G1 (Cyanobacteria) || bmcType=CsomeACy (main) || 261aa || [A0A2G4HMM5] csoS1E || greenApple

WH5701_11319 Synechococcus WH5701 (Cyanobacteria) || bmcType=CsomeACy (main) || 209aa || [A3YZ39] csoS1E || greenApple

SynRCC307_0825 Synechococcus RCC307 (Cyanobacteria) || bmcType=CsomeACy (main) || 169aa || [A5GS69] csoS1E || greenApple

CPCC7001_1349 Cyanobium PCC 7001 (Cyanobacteria) || bmcType=CsomeACy (sat) || 188aa || [B5ILN7] csoS1E || greenApple

CBD89_00945 unclassified-Cyanobacteria TMED229 (Cyanobacteria) || bmcType=CsomeACy (main) || 183aa || [A0A1Z9Q4B7] csoS1E || greenApple

CBD83_05175 Prochlorococcus TMED223 (Cyanobacteria) || bmcType=CsomeACy (main) || 200aa || [A0A1Z9PCB7] csoS1E || greenApple

BL107_10591 Synechococcus BL107 (Cyanobacteria) || bmcType=CsomeACy (main) || 174aa || [Q060P4] csoS1E || greenApple

CMN93_08200 Synechococcus CPC35 (Cyanobacteria) || bmcType=CsomeACy (main) || 178aa || [A0A2D4YYV3] csoS1E || greenApple

CMK48_02745 Prochlorococcus MED630 (Cyanobacteria) || bmcType=CsomeACy (main) || 182aa || [A0A2D7LSE2] csoS1E || greenApple

EV05_0505 Prochlorococcus MIT 0601 (Cyanobacteria) || bmcType=CsomeACy (main) || 183aa || [A0A0A2BFH3] csoS1E || greenApple

Pro_0557 Prochlorococcus CCMP 1375 (Cyanobacteria) || bmcType=CsomeACy (main) || 169aa || [Q7VD27] csoS1E || greenApple

CVV65_12965 Kyrpidia EA-1 (Firmicutes) || bmcType=EUT2C (main) || 100aa || [A0A2K8NBB3] || mulberry1

Tph_c06980 Thermacetogenium DSM 12270 (Firmicutes) || bmcType=EUT2B (main) || 100aa || [K4LG28] || mulberry1

A2X23_10735 unclassified-Chloroflexi GWC2_73_18 (Chloroflexi) || bmcType=UA (main) (omitted) || 97aa || [A0A1F8L3A8] || mulberry1

AS156_18450 Bradyrhizobium BR 10303 (Proteobacteria) || bmcType=MIC1 (main) || 94aa || [A0A109JGB9] eutK-like || mulberry1

DFR50_10619 Roseiarcus DSM 24875 (Proteobacteria) || bmcType=MIC1 (main) || 96aa || [A0A366FN54] eutK-like || mulberry1

Y695_00294 Hydrogenophaga T4 (Proteobacteria) || bmcType=MIC1 (main) || 97aa || [W7WYB7] eutK-like || mulberry1

Y694_03067 Methylibium T29-B (Proteobacteria) || bmcType=MIC1 (sat) || 98aa || [W7WRJ9] eutK-like || mulberry1

BGO13_10320 unclassified-Burkholderiales 66-5 (Proteobacteria) || bmcType=MIC1 (main) || 97aa || [A0A1M3BZ07] eutK-like || mulberry1

Y694_02323 Methylibium T29-B (Proteobacteria) || bmcType=MIC1 (main) || 100aa || [W7WB48] eutK || mulberry1

GARC_5326 Paraglaciecola BSs20135 (Proteobacteria) || bmcType=EUT1 (main) || 104aa || [K6YE75] eutK-like || mulberry2

HMPREF0178_02118 Bilophila 4_1_30 (Proteobacteria) || bmcType=GRMguf (main) || 134aa || [G1V3M1] eutK-like || mulberry2

Cabys_340 Caldithrix LF13 (Calditrichaeota) || bmcType=fragmented (sat) (omitted) || 167aa || [H1XR87] eutK-like || mulberry2

BWY38_02215 unclassified-Ignavibacteriae ADurb.Bin266 (Ignavibacteriae) || bmcType=UA (main) (omitted) || 183aa || [A0A1V5TGY2] eutK-like || mulberry2

CVV23_10830 unclassified-Ignavibacteriae HGW-Ignavibacteriae-2 (Ignavibacteriae) || bmcType=UA (sat) (omitted) || 197aa || [A0A2N1VV51] eutK-like || mulberry2

BWY77_00105 unclassified-bacterium ADurb.Bin431 (unclassified Bacteria) || bmcType=incomplete (sat) (omitted) || 193aa || [A0A1V5LNF3] eutK-like || mulberry2

CVU64_00875 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-21 (Proteobacteria) || bmcType=GRMguf (main) || 119aa || [A0A2N2HE14] eutK-like || mulberry2

CVU73_12645 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-8 (Proteobacteria) || bmcType=GRMguf (main) || 118aa || [A0A2N2FHI3] eutK-like || mulberry2

SAMN02745161_2004 Halodesulfovibrio DSM 17456 (Proteobacteria) || bmcType=UA (main) (omitted) || 116aa || [A0A1N6H4N5] eutK-like || mulberry2

DP3042 Desulfotalea DSM 12343 (Proteobacteria) || bmcType=GRMguf (main) || 122aa || [Q6AIQ9] eutK-like || mulberry2

SAMN02745206_03557 Desulfacinum DSM 9756 (Proteobacteria) || bmcType=GRMguf (main) || 116aa || [A0A1M5IBA3] eutK-like || mulberry2

SAMN02746041_01355 Desulfacinum DSM 13146 (Proteobacteria) || bmcType=GRMguf (main) || 116aa || [A0A1W1XDU1] eutK-like || mulberry2

A3F78_08870 unclassified-Burkholderiales RIFCSPLOWO2_12_FULL_61_40 (Proteobacteria) || bmcType=EUT1 (sat) || 88aa || [A0A1F4K8V0] eutK-like || mulberry3

A2503_16675 unclassified-Burkholderiales RIFOXYD12_FULL_59_19 (Proteobacteria) || bmcType=EUT1 (main) || 96aa || [A0A1F4M5X1] eutK-like || mulberry3

C666_15180 Thauera DSM 12138 (Proteobacteria) || bmcType=EUT1 (sat) || 226aa || [N6YTM4] eutK || mulberry3

VI26_12235 Chromobacterium LK1 (Proteobacteria) || bmcType=EUT1 (main) || 162aa || [A0A0J6N8T1] eutK || mulberry3

CSQ88_09245 Iodobacter BJB302 (Proteobacteria) || bmcType=EUT1 (main) || 196aa || [A0A2G3JBP7] eutK || mulberry3

A9C11_26705 Pseudomonas SJTE-3 (A9C11) (Proteobacteria) || bmcType=EUT1 (main) || 162aa || [A0A1A9KJP9] eutK || mulberry3

DKL61_02050 unclassified-Gammaproteobacteria ESL0073 (Proteobacteria) || bmcType=EUT1 (main) || 196aa || [A0A2Z3HWI9] eutK || mulberry3

GHAL_2559 Hafnia ATCC 13337 (Proteobacteria) || bmcType=EUT1 (main) || 188aa || [A0A085GU93] eutK || mulberry3

SRDD_21920 Serratia DD3 (Proteobacteria) || bmcType=EUT1 (main) || 162aa || [A0A084A0H3] eutK || mulberry3

ERS008530_04157 Yersinia FCF84 (ERS008530) (Proteobacteria) || bmcType=EUT1 (main) || 184aa || [A0A0T9MY52] eutK || mulberry3

M976_03630 Buttiauxella ATCC 51602 (Proteobacteria) || bmcType=EUT1 (main) || 156aa || [A0A1B7I9P3] eutK || mulberry3

CRX51_12465 Pluralibacter SF84F43 (CRX51) (Proteobacteria) || bmcType=EUT1 (main) || 176aa || [A0A2C5WNZ6] eutK || mulberry3

NCTC9128_06537 Klebsiella PB39 (NCTC9128) (Proteobacteria) || bmcType=EUT1 (main) || 98aa || [A0A2X3F3C4] eutK-like || mulberry3

ECSE_2728 Escherichia SE11 (Proteobacteria) || bmcType=EUT1 (main) || 168aa || [B6I514] eutK || mulberry3

LTSEMON_3575 Salmonella S5-403 (Proteobacteria) || bmcType=EUT1 (main) || 84aa || [G5Q5W2] eutK-like || mulberry3

SAMEA2273575_01433 Klebsiella 2880STDY5682456 (SAMEA2273575) (Proteobacteria) || bmcType=EUT1 (main) || 182aa || [A0A169JX28] eutK || mulberry3

SB30_270311 Klebsiella (SB30) (Proteobacteria) || bmcType=EUT1 (main) || 165aa || [W8XRH3] eutK || mulberry3

AAY51_22765 Vibrio F30368 (Proteobacteria) || bmcType=EUT1 (main) || 168aa || [A0A0M3E098] eutK || mulberry3

HMPREF0880_04655 Yokenella ATCC 43003 (Proteobacteria) || bmcType=EUT1_GRM2 (main) (omitted) || 168aa || [G9ZAT9] eutK || mulberry3

BW732_05570 Vagococcus CD276 (Firmicutes) || bmcType=GRM1A (main) || 224aa || [A0A1Q2D645] || bubblegum1

A5798_001146 Enterococcus 6C8_DIV0013 (Firmicutes) || bmcType=GRM1A (main) || 202aa || [A0A242L9E8] || bubblegum1

AUF12_18775 Enterococcus FDAARGOS_182 (AUF12) (Firmicutes) || bmcType=GRM1A (main) || 205aa || [A0A2N8PSM0] || bubblegum1

UAK_00938 Enterococcus ATCC 49464 (Firmicutes) || bmcType=GRM1A (main) || 218aa || [R2RCP2] || bubblegum1

FD03_GL000469 Lactobacillus DSM 19682 (Firmicutes) || bmcType=GRM1A (main) || 224aa || [A0A0R1KKU2] || bubblegum1

FC78_GL001038 Lactobacillus DSM 19674 (Firmicutes) || bmcType=GRM1A (main) || 177aa || [A0A0R1KLP3] || bubblegum1

SAMN02745115_02052 Peptoanaerobacter ATCC 43714 (Firmicutes) || bmcType=GRM1A (main) || 248aa || [A0A1T5KRA9] || bubblegum1

UAS_02194 Enterococcus ATCC 700915 (Firmicutes) || bmcType=GRM1A (main) || 218aa || [R2PL69] || bubblegum1

HMPREF9964_1408 Streptococcus SK1249 (Firmicutes) || bmcType=GRM1A (main) || 201aa || [F5U660] || bubblegum1

BKX95_02975 Streptococcus QMA0248 (BKX95) (Firmicutes) || bmcType=GRM1A (sat) || 191aa || [A0A1S1XWA0] || bubblegum1

ERS133248_05650 Chlamydia R36176extract (ERS133248) (Chlamydiae) || bmcType=GRM1A (sat) || 196aa || [A0A0E9GD53] || bubblegum1

SAMEA4412692_02078 Streptococcus NCTC13788 (Firmicutes) || bmcType=GRM1A (main) || 211aa || [A0A239T0C7] || bubblegum1

ERS132457_00081 Streptococcus 01ZN-TG187 (ERS132457) (Firmicutes) || bmcType=GRM1A (main) || 208aa || [A0A116MIX4] || bubblegum1

SR187_4430 Streptococcus ruminantium (Firmicutes) || bmcType=GRM1A (main) || 200aa || [A0A2Z5TQ95] || bubblegum1

HMPREF1654_00423 Streptococcus SK54 (Firmicutes) || bmcType=GRM1A (main) || 201aa || [A0A0E2J8I7] || bubblegum1

HMPREF2780_00610 Streptococcus HMSC062B01 (Firmicutes) || bmcType=GRM1A (main) || 211aa || [A0A1E9DYI7] || bubblegum1

C7122_00990 unclassified-Lachnospiraceae F0428 (Firmicutes) || bmcType=GRM1A (main) || 192aa || [A0A2T4TBI2] || bubblegum2a

SAMN05660830_01908 Desulfovibrio DSM 7057 (SAMN05660830) (Proteobacteria) || bmcType=GRM1A (main) || 256aa || [A0A1M6HQ54] || bubblegum2a

ERS852568_01657 Clostridium 771-14 (ERS852568) (Firmicutes) || bmcType=GRM1A (main) || 220aa || [A0A174T0S4] || bubblegum2a

Cphy_1427 Lachnoclostridium ATCC 700394 (Firmicutes) || bmcType=GRM1A (main) || 228aa || [A9KPE0] || bubblegum2b

Closa_4008 Lachnoclostridium ATCC 35040 (Firmicutes) || bmcType=GRM1A (main) || 201aa || [D9R1J6] || bubblegum2b

A4V08_24195 Lachnoclostridium YL32 (Firmicutes) || bmcType=GRM1A (main) || 205aa || [A0A1C7G7Z1] || bubblegum2b

B5G03_08310 Gemmiger An50 (Firmicutes) || bmcType=GRM1A (main) || 215aa || [A0A1Y3XWF1] || bubblegum2b

DFR60_10996 Hungatella DSM 24995 (Firmicutes) || bmcType=GRM1A (main) || 214aa || [A0A2V3Y420] || bubblegum2b

CLOSTHATH_02744 Hungatella DSM 13479 (Firmicutes) || bmcType=GRM1A (main) || 194aa || [D3AGK8] || bubblegum2b

HMPREF9470_03317 Lachnoclostridium WAL-19142 (Firmicutes) || bmcType=GRM1A (main) || 229aa || [A0A0J9BZJ9] || bubblegum2b

SAMN04489866_103130 Peptococcus DSM 20475 (Firmicutes) || bmcType=GRM1A (main) || 180aa || [A0A1G6US18] || bubblegum2b

DXC12_02065 Melissococcus OM08-11BH (Firmicutes) || bmcType=GRM1A (main) || 198aa || [A0A374JJE6] || bubblegum2b

BCR25_14070 Enterococcus LMG 8895 (BCR25) (Firmicutes) || bmcType=GRM1A (main) || 179aa || [A0A1E5H4Z6] || bubblegum2b

ATZ35_14935 Enterococcus LMG 26678 (Firmicutes) || bmcType=GRM1A (main) || 177aa || [A0A0U2VLK1] || bubblegum2b

ATZ33_06400 Enterococcus LMG 23085 (Firmicutes) || bmcType=GRM1A (main) || 177aa || [A0A0S3K9U9] || bubblegum2b

UAY_02008 Enterococcus ATCC BAA-383 (Firmicutes) || bmcType=GRM1A (main) || 174aa || [R2T2H3] || bubblegum2b

UC7_02751 Enterococcus ATCC BAA-1240 (Firmicutes) || bmcType=GRM1A (main) || 171aa || [R3W7D0] || bubblegum2b

SAMEA3545284_01701 Eubacterium (SAMEA3545284) (Firmicutes) || bmcType=GRM1A (main) || 114aa || [A0A1C5SS36] || bubblegum3

BHK98_03025 Eubacterium 24907 (Firmicutes) || bmcType=GRM1A (main) || 222aa || [A0A1Q9JG10] || bubblegum3

C817_05358 Dorea 43953 (Firmicutes) || bmcType=GRM1A (main) || 215aa || [R9MXU2] || bubblegum3

A5888_000508 Enterococcus 9E7_DIV0242 (Firmicutes) || bmcType=GRM1A (main) || 193aa || [A0A242KBZ7] || bubblegum3

BCR26_06390 Enterococcus LMG 25899 (Firmicutes) || bmcType=GRM1A (main) || 174aa || [A0A1E5KSI5] || bubblegum3

A5875_000622 Enterococcus 3H8_DIV0648 (Firmicutes) || bmcType=GRM1A (main) || 196aa || [A0A242D9V1] || bubblegum3

A5865_001117 Enterococcus 12E11_DIV0728 (Firmicutes) || bmcType=GRM1A (main) || 190aa || [A0A242HNZ8] || bubblegum3

AB840_05575 Megasphaera DSM 20462 (AB840) (Firmicutes) || bmcType=GRM1A (main) || 212aa || [A0A0J6WYE3] || bubblegum3

ACT01_04865 Megasphaera MH (Firmicutes) || bmcType=GRM1A (main) || 228aa || [A0A344MI81] || bubblegum3

AZ66_25985 Paenibacillus E194 (Firmicutes) || bmcType=GRM1A (main) || 272aa || [A0A0D7KGJ4] || bubblegum3

DEAC_c12220 Desulfosporosinus M1 (Firmicutes) || bmcType=GRM1A (main) || 202aa || [A0A0J1IPE6] || bubblegum3

Desaci_1581 Desulfosporosinus DSM 22704 (Firmicutes) || bmcType=GRM1A (main) || 219aa || [I4D461] || bubblegum3

DEF42_09215 Desulfosporosinus (DEF42) (Firmicutes) || bmcType=GRM1A (main) || 209aa || [A0A358Q0K6] || bubblegum3

DesyoDRAFT_5119 Desulfosporosinus DSM 17734 (Firmicutes) || bmcType=GRM1A (main) || 205aa || [H5Y074] || bubblegum3

Desru_2077 Desulfotomaculum DSM 2154 (Firmicutes) || bmcType=GRM1A (main) || 202aa || [F6DK15] || bubblegum3

DESHY_120092 Desulfotomaculum DSM 18033 (Firmicutes) || bmcType=GRM1A (main) || 190aa || [K8E899] || bubblegum3

Dred_3267 Desulfotomaculum MI-1 (Firmicutes) || bmcType=GRM1A (main) || 222aa || [A4J9L4] || bubblegum3

SAMN04488500_10759 Sporomusa DSM 5090 (Firmicutes) || bmcType=GRM1A (main) || 190aa || [A0A1W2BBS6] || bubblegum3

SPSIL_47670 Sporomusa DSM 10669 (Firmicutes) || bmcType=GRM1A (main) || 214aa || [A0A259U915] || bubblegum3

SAMN02746098_00573 Desulfosporosinus DSM 15449 (Firmicutes) || bmcType=GRM1A (main) || 222aa || [A0A1M5RIG1] || bubblegum3

DSBG_3608 Desulfosporosinus BG (Firmicutes) || bmcType=GRM1A (main) || 199aa || [A0A1C3F1L7] || bubblegum3

DOT_2433 Desulfosporosinus OT (Firmicutes) || bmcType=GRM1A (main) || 199aa || [G2FRU6] || bubblegum3

SAMN02745123_03552 Desulfotomaculum DSM 10349 (Firmicutes) || bmcType=GRM1A (main) || 192aa || [A0A1M6WAI3] || bubblegum3

SAMN02745161_1891 Halodesulfovibrio DSM 17456 (Proteobacteria) || bmcType=UA (sat) (omitted) || 335aa || [A0A1N6GYK9] || bubblegum3

B0537_00250 Desulfotomaculum GSS09 (Firmicutes) || bmcType=GRM1A (main) || 194aa || [A0A1S6ISE4] || bubblegum3

SAMN02745215_01896 Desulfitobacterium DSM 11544 (Firmicutes) || bmcType=GRM1A (main) || 183aa || [A0A1M7TEK6] || bubblegum3

Desor_5409 Desulfosporosinus DSM 765 (Firmicutes) || bmcType=GRM1A (main) || 210aa || [G7WEH2] || bubblegum3

Desde_4186 Desulfitobacterium ATCC 51507 (Firmicutes) || bmcType=GRM1A (main) || 183aa || [I4AER2] || bubblegum3

BN000_01726 Bacillus LF1 (Firmicutes) || bmcType=GRM1A (main) || 200aa || [A0A0U1NUT0] || bubblegum4a

CN481_20960 Bacillus AFS006103 (Firmicutes) || bmcType=GRM1A (main) || 222aa || [A0A2A8IBC5] || bubblegum4a

SAMN05443428_101117 Caloramator USBA 833 (Firmicutes) || bmcType=GRM1A (main) || 233aa || [A0A1T4WF24] || bubblegum4a

CAETHG_3286 Clostridium DSM 10061 (Firmicutes) || bmcType=GRM1_GRM6 (main) (omitted) || 258aa || [U5S131] || bubblegum4a

B6230_07285 unclassified-Desulfobacteraceae 4572_89 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 204aa || [A0A1W9WMR0] || bubblegum4a

COA36_05825 Desulfotalea (COA36) (Proteobacteria) || bmcType=GRM1B (main) || 194aa || [A0A2G2DVP8] || bubblegum4b

DCS48_10615 Desulfovibrio (DCS48) (Proteobacteria) || bmcType=GRM1B (sat) || 222aa || [A0A349HKC7] || bubblegum4b

Desal_0470 Desulfovibrio DSM 2638 (Proteobacteria) || bmcType=GRM1B (main) || 221aa || [C6BX57] || bubblegum4b

DESAM_21356 Desulfovibrio DSM 14728 (Proteobacteria) || bmcType=GRM1B (main) || 211aa || [L0RA19] || bubblegum4b

SAMN06295933_2788 Desulfovibrio K3S (Proteobacteria) || bmcType=GRM1B (main) || 200aa || [A0A1X7E8H8] || bubblegum4b

SAMN02745702_01619 Desulfovibrio DSM 18034 (Proteobacteria) || bmcType=GRM1B (main) || 238aa || [A0A1T4W4M6] || bubblegum4b

Dde_3280 Desulfovibrio G20 (Proteobacteria) || bmcType=GRM1B (main) || 207aa || [Q30W72] || bubblegum4b

BIT28_13635 Photobacterium 44178 (Proteobacteria) || bmcType=GRM1B (main) || 201aa || [A0A1Q9GJ25] || bubblegum4b

MORIYA_2255 Moritella DB21MT 5 (Proteobacteria) || bmcType=GRM1B (main) || 246aa || [A0A330LPU5] || bubblegum4b

DBY37_06250 unclassified-Desulfovibrionaceae (DBY37) (Proteobacteria) || bmcType=GRM1B (main) || 218aa || [A0A316NAQ8] || bubblegum4b

KM92DES2_10367 Desulfovibrio (KM92DES2) (Proteobacteria) || bmcType=GRM1B (main) || 179aa || [A0A212J175] || bubblegum4b

SAMN05192586_103105 Desulfovibrio KHC7 (Proteobacteria) || bmcType=GRM1B (main) || 196aa || [A0A1G7JQ48] || bubblegum4b

BCS36_13380 Desulfovibrio MES5 (Proteobacteria) || bmcType=GRM1B (main) || 207aa || [A0A231P0S5] || bubblegum4b

Ddes_1359 Desulfovibrio DSM 6949 (Proteobacteria) || bmcType=GRM1B (main) || 202aa || [B8J0I4] || bubblegum4b

Amet_3825 Alkaliphilus QYMF (Firmicutes) || bmcType=GRM1A (main) || 199aa || [A6TUS4] || bubblegum5a

CACET_c30090 Clostridium DSM 1496 (Firmicutes) || bmcType=GRM1A (main) || 222aa || [A0A0D8IDW8] || bubblegum5a

BJL90_00655 Clostridium ATCC 27076 (BJL90) (Firmicutes) || bmcType=GRM1A (main) || 218aa || [A0A1D9FH29] || bubblegum5a

Clos_2388 Alkaliphilus OhILAs (Firmicutes) || bmcType=GRM1A (main) || 246aa || [A8MJD8] || bubblegum5a

SAMN02745174_01577 Cetobacterium ATCC 700028 (Fusobacteria) || bmcType=GRM1A (main) || 182aa || [A0A1T4NMW1] || bubblegum5a

SAMN02745163_01535 Clostridium DSM 21758 (Firmicutes) || bmcType=GRM1A (main) || 229aa || [A0A1M6HP71] || bubblegum5a

A500_11319 Clostridium AAU1 (Firmicutes) || bmcType=GRM1A (main) || 215aa || [R9CCX9] || bubblegum5a

CCH01_017470 Clostridium JF4335 (Firmicutes) || bmcType=GRM1 (main) (omitted) || 203aa || [S6FBM4] || bubblegum5a

CLO_2317 Clostridium str. 'BoNT E Beluga' (Firmicutes) || bmcType=GRM1A (main) || 252aa || [C5UWC1] || bubblegum5a

SAMEA3545416_00080 Clostridium (SAMEA3545416) (Firmicutes) || bmcType=GRM1A (main) || 239aa || [A0A1C6AQM5] || bubblegum5a

SAMN02745207_02896 Clostridium DSM 8605 (Firmicutes) || bmcType=GRM1A (main) || 233aa || [A0A1M5WGI9] || bubblegum5b

NCTC9836_00848 Clostridium NCTC9836 (Firmicutes) || bmcType=GRM1A (main) || 245aa || [A0A381J842] || bubblegum5b

SAMN04488528_100853 Clostridium DSM 12271 (Firmicutes) || bmcType=EUT2_GRM1 (main) (omitted) || 217aa || [A0A1I0XE36] || bubblegum5b

KQ44_02285 Brachyspira G79 (Spirochaetes) || bmcType=PDU1D (main) || 91aa || [A0A2A4ILX6] || bubblegum5b

Bint_1599 Brachyspira ATCC 51140 (Spirochaetes) || bmcType=PDU_EUT (main) (omitted) || 91aa || [G0EI59] || bubblegum5b

DCR69_01675 Clostridium (DCR69) (Firmicutes) || bmcType=GRM1A (main) || 225aa || [A0A351QWL6] || bubblegum5b

CSCA_4494 Clostridium ATCC 25775 (Firmicutes) || bmcType=GRM1A (main) || 218aa || [A0A0E3M8J8] || bubblegum5b

C3495_09130 unclassified-Clostridiaceae 14S0207 (Firmicutes) || bmcType=GRM1A (main) || 239aa || [A0A2Z4WCA8] || bubblegum5b

DFR80_10593 Halanaerobium ST460_2HS_T2 (Firmicutes) || bmcType=GRM5like (main) || 206aa || [A0A368WZ66] || bubblegum5b

RSJ3_1728 Clostridium ATCC 25763 (RSJ3) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 294aa || [A0A2I4NV89] || bubblegum5b

CLAOCE_08100 Clostridium DSM 10703 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 242aa || [A0A1E8EZU1] || bubblegum5b

U732_3409 Clostridium CDC 2741 (Firmicutes) || bmcType=GRM1A (main) || 250aa || [A0A0C1U1E4] || bubblegum5b

CLMAG_37930 Clostridium DSM 2767 (Firmicutes) || bmcType=GRM1A (main) || 228aa || [A0A161YK53] || bubblegum5b

JGI20_01062 Ca.Kryptobacter (JGI20) (Candidatus Kryptonia) || bmcType=FRAG1 (sat) || 164aa || [A0A0P1LX48] || russet1

CL946_05250 unclassified-Ectothiorhodospiraceae (CL946) (Proteobacteria) || bmcType=FRAG1 (sat) || 175aa || [A0A2E0UIV9] || russet1

UY77_C0035G0004 Ca.Uhrbacteria GW2011_GWA2_53_10 (Candidatus Uhrbacteria) || bmcType=incomplete (sat) (omitted) || 149aa || [A0A0G2AHU7] || russet1

ABS52_17745 unclassified-Gemmatimonadetes SCN 70-22 (Gemmatimonadetes) || bmcType=FRAG8 (sat) || 158aa || [A0A1E4B2E4] || russet1

MROS_1899 Melioribacter JCM 17771 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 198aa || [I7A5G7] || russet2

BMS3Abin03_01710 unclassified-bacterium BMS3Abin03 (unclassified Bacteria) || bmcType=FRAG1 (sat) || 210aa || [A0A2H6EE64] || russet2

A2W30_09330 unclassified-Ignavibacteria RBG_16_36_9 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 216aa || [A0A1G0S504] || russet2

COW08_02240 unclassified-Ignavibacteriales CG12_big_fil_rev_8_21_14_0_65_30_8 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 184aa || [A0A2M7I3Y2] || russet2

COZ25_07585 unclassified-Ignavibacteria CG_4_10_14_3_um_filter_37_18 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 264aa || [A0A2M7MLW6] || russet2

A2057_00090 unclassified-Ignavibacteria GWA2_35_9 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 234aa || [A0A1G0NW99] || russet2

A2V93_08890 unclassified-Ignavibacteriae RBG_16_34_14 (Ignavibacteriae) || bmcType=incomplete (sat) (omitted) || 226aa || [A0A1G0SKR8] || russet2

A3G43_10810 unclassified-Ignavibacteria RIFCSPLOWO2_12_FULL_56_21 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 185aa || [A0A1G0SFI2] || russet2

COV99_12290 unclassified-Bacteroidetes CG12_big_fil_rev_8_21_14_0_65_60_17 (Bacteroidetes) || bmcType=FRAG1 (sat) || 138aa || [A0A2H0JM51] || russet2

BSZ37_18250 Rubrivirga SAORIC-28 (Rhodothermaeota) || bmcType=FRAG1 (sat) || 163aa || [A0A271J6E8] || russet2

BSZ36_03175 Rubricoccus SG-29 (Rhodothermaeota) || bmcType=FRAG1 (sat) || 164aa || [A0A259U3G8] || russet2

B1759_13840 Rubrivirga SAORIC476 (Rhodothermaeota) || bmcType=FRAG1 (sat) || 163aa || [A0A271J846] || russet2

A2068_01700 unclassified-Ignavibacteria GWB2_35_6b (Ignavibacteriae) || bmcType=FRAG1 (sat) || 209aa || [A0A1G0PH23] || russet3

ASZ90_005261 unclassified-metagenomic (ASZ90) (unclassified_metagenomic) || bmcType=FRAG1 (sat) || 211aa || [A0A0W8FVM8] || russet3

BMS3Abin04_00898 unclassified-bacterium BMS3Abin04 (unclassified Bacteria) || bmcType=FRAG1 (main) || 202aa || [A0A2H6EL16] || russet3

A2V66_08380 unclassified-Ignavibacteria RBG_13_36_8 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 177aa || [A0A1G0R3Q3] || russet3

CR986_04605 unclassified-Ignavibacteriae (CR986) (Ignavibacteriae) || bmcType=FRAG1 (sat) || 196aa || [A0A2G6ECL0] || russet3

A2299_12590 unclassified-Ignavibacteria RIFOXYB2_FULL_37_11 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 229aa || [A0A1G0VAU7] || russet3

CMF23_13645 unclassified-Ignavibacteriae (CMF23) (Ignavibacteriae) || bmcType=FRAG1 (sat) || 292aa || [A0A2E0W5M4] || russet3

A2W25_06505 Ca.Zixibacteria RBG_16_53_22 (candidate division Zixibacteria) || bmcType=fragmented (sat) (omitted) || 173aa || [A0A1F4YIM7] || russet3

CO129_03825 unclassified-Ignavibacteriales CG_4_9_14_3_um_filter_34_10 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 262aa || [A0A2M7ZEY1] || russet3

CVV23_12500 unclassified-Ignavibacteriae HGW-Ignavibacteriae-2 (Ignavibacteriae) || bmcType=UA (sat) (omitted) || 225aa || [A0A2N1VU95] || russet3

HY22_04940 Chlorobium GBChlB (Chlorobi) || bmcType=FRAG1 (sat) || 178aa || [A0A081SHL5] || russet4

Ctha_1876 Chloroherpeton ATCC 35110 (Chlorobi) || bmcType=FRAG1 (sat) || 169aa || [B3QU84] || russet4

BWY06_01067 Ca.Latescibacteria ADurb.Bin168 (Candidatus Latescibacteria) || bmcType=fragmented (sat) (omitted) || 161aa || [A0A1V5ZKZ7] || russet4

CVU37_08830 Ca.Sumerlaeota HGW-BRC1-1 (Candidatus Sumerlaeota) || bmcType=FRAG6 (main) || 101aa || [A0A2N2PGK1] || russet4

BRCON_0787 Ca.Sumerlaea BY40 (Candidatus Sumerlaeota) || bmcType=FRAG6 (main) || 106aa || [A0A2Z4Y390] || russet4

SAMN04487970_100473 Paenibacillus CGMCC 1.8946 (Firmicutes) || bmcType=EUT2E (main) || 177aa || [A0A1G4PVH3] || russet5

BG52_03315 Paenibacillus darwinianus (Firmicutes) || bmcType=EUT2E (main) || 160aa || [A0A015LUS7] || russet5

SAMN04487897_10496 Paenibacillus YR247 (Firmicutes) || bmcType=EUT2E (main) || 111aa || [A0A1H0DG31] || russet5

BC351_30255 Paenibacillus CY1 (Firmicutes) || bmcType=EUT2E (main) || 181aa || [A0A1V4HHR6] || russet5

SAMN05428962_4211 Paenibacillus BC26 (Firmicutes) || bmcType=EUT2E (main) || 106aa || [A0A1I6V288] || russet5

DL346_16840 Paenibacillus RA17 (Firmicutes) || bmcType=EUT2E (main) || 106aa || [A0A328TX62] || russet5

BVG16_05920 Paenibacillus ES3-24 (Firmicutes) || bmcType=EUT2E (main) || 95aa || [A0A1T2XK75] || russet5

CGZ75_20540 Paenibacillus R33 (Firmicutes) || bmcType=EUT2E (main) || 128aa || [A0A229NU93] || russet5

AV540_14515 Brevibacillus CN1 (AV540) (Firmicutes) || bmcType=EUT2E (main) || 163aa || [A0A163L950] || russet5

SAMN05518846_106212 Brevibacillus OK042 (Firmicutes) || bmcType=EUT2E (main) || 119aa || [A0A1I3V5Y5] || russet5

I532_12539 Brevibacillus AK1 (Firmicutes) || bmcType=EUT2E (main) || 172aa || [M8DG92] || russet5

T458_27760 Brevibacillus W25 (Firmicutes) || bmcType=EUT2E (main) || 133aa || [V6M082] || russet5

DI43_10090 Geobacillus CAMR12739 (Firmicutes) || bmcType=UA (main) (omitted) || 113aa || [A0A063YN07] || russet5

B4119_4241 Parageobacillus B4119 (Firmicutes) || bmcType=EUT2E (main) || 128aa || [A0A150LDK4] || russet5

ADS79_25115 Brevibacillus DSM 9887 (Firmicutes) || bmcType=EUT2 (main) (omitted) || 131aa || [A0A0K9YKL4] || russet5

I532_04925 Brevibacillus AK1 (Firmicutes) || bmcType=EUT2E (main) || 124aa || [M8DIR9] || russet5

BIV60_06815 Bacillus MUM 116 (Firmicutes) || bmcType=EUT2E (main) || 169aa || [A0A1S2RDN2] || russet5

A8F95_20325 Bacillus FJAT-27215 (Firmicutes) || bmcType=EUT2E (main) || 182aa || [A0A1B9B6L7] || russet5

SAMN05878482_110122 Bacillus RUG2-6 (Firmicutes) || bmcType=incomplete (main) (omitted) || 177aa || [A0A1N7FWR0] || russet5

HMPREF0889_1220 Megasphaera 28L (Firmicutes) || bmcType=GRM3A (main) || 94aa || [D3LW79] || driedBlood1a

HMPREF3182_01479 unclassified-Veillonellaceae KA00182 (Firmicutes) || bmcType=GRM3A (main) || 170aa || [A0A134CD85] || driedBlood1a

SAMN05660299_00742 Megasphaera DSM 16981 (Firmicutes) || bmcType=GRM3A (main) || 199aa || [A0A1G9SJG7] || driedBlood1a

HMPREF3201_00317 Megasphaera MJR9396C (Firmicutes) || bmcType=GRM3A (main) || 166aa || [A0A133SKF3] || driedBlood1a

C6Y28_09420 Megasphaera YE34 (C6Y28) (Firmicutes) || bmcType=GRM3A (main) || 179aa || [A0A2S0M8M7] || driedBlood1a

SAMN02910262_00051 Lachnoclostridium F (SAMN02910262) (Firmicutes) || bmcType=GRM3A (main) || 254aa || [A0A1I6I9B2] || driedBlood1a

SAMN02910417_01712 Eubacterium DSM 3217 (Firmicutes) || bmcType=GRM3A (main) || 258aa || [A0A1G6BR79] || driedBlood1a

SAMN02910384_02475 Pseudobutyrivibrio ACV-2 (Firmicutes) || bmcType=GRM3A (main) || 203aa || [A0A1H4EEU6] || driedBlood1a

SAMN00017477_1383 Peptoniphilus DSM 20463 (Firmicutes) || bmcType=GRM3A (main) || 177aa || [A0A1W1V4R2] || driedBlood1b

CLOHIR_00405 Clostridium DSM 13275 (Firmicutes) || bmcType=GRM3A (main) || 216aa || [B6FX06] || driedBlood1b

HMPREF9129_0372 Peptoniphilus ATCC 29427 (Firmicutes) || bmcType=GRM3A (main) || 138aa || [G4D1U2] || driedBlood1b

CINTURNW_0715 Clostridium URNW (Firmicutes) || bmcType=GRM3A (main) || 222aa || [U2NSK5] || driedBlood1b

CLOBL_28760 Clostridium BL-8 (Firmicutes) || bmcType=GRM3A (main) || 192aa || [A0A1S8TJ36] || driedBlood1b

CBEIBR21_04215 Clostridium NCP 260 (CBEIBR21) (Firmicutes) || bmcType=GRM3A (main) || 207aa || [A0A1S9ND30] || driedBlood1b

SAMN02745115_01122 Peptoanaerobacter ATCC 43714 (Firmicutes) || bmcType=GRM3A (main) || 183aa || [A0A1T5JCD4] || driedBlood1b

HMPREF9628_01357 Peptoanaerobacter CM5 (HMPREF9628) (Firmicutes) || bmcType=GRM3A (main) || 193aa || [G9XBJ0] || driedBlood1b

HMPREF1143_2167 Peptoanaerobacter CM5 (HMPREF1143) (Firmicutes) || bmcType=GRM3A (main) || 189aa || [J5WPV5] || driedBlood1b

BN3589_00217 Clostridium C105KSO14 (Firmicutes) || bmcType=GRM3A (main) || 187aa || [A0A0U5P601] || driedBlood1b

SAMN04487885_104127 Clostridium NLAE-zl-G419 (Firmicutes) || bmcType=GRM3A (main) || 198aa || [A0A1I2K416] || driedBlood1b

DWY93_03530 Clostridium AF28-12 (Firmicutes) || bmcType=GRM3A (main) || 200aa || [A0A373C5J0] || driedBlood1b

CLS_23680 Lachnoclostridium K10 (Firmicutes) || bmcType=GRM3A (main) || 228aa || [D6DJA7] || driedBlood1b

SAMN02745116_01130 Pilibacter ATCC BAA-1030 (Firmicutes) || bmcType=PDU1E (main) || 135aa || [A0A1T4MK71] || driedBlood1c

UAI_01026 Enterococcus ATCC 43197 (Firmicutes) || bmcType=PDU1E (main) || 191aa || [R2P9Q8] || driedBlood1c

A5875_000330 Enterococcus 3H8_DIV0648 (Firmicutes) || bmcType=PDU1E (main) || 183aa || [A0A242D8Z1] || driedBlood1c

AUF12_05165 Enterococcus FDAARGOS_182 (AUF12) (Firmicutes) || bmcType=PDU1E (main) || 187aa || [A0A2N8PXE4] || driedBlood1c

CUS89_03480 Enterococcus QAUEM2808 (CUS89) (Firmicutes) || bmcType=PDU1E (main) || 172aa || [A0A2S7RXS3] || driedBlood1c

JL58_05910 Listeria WSLC 30167 (Firmicutes) || bmcType=PDU_EUT (main) (omitted) || 148aa || [A0A097B4E5] || driedBlood1c

lwe1116 Listeria ATCC 35897 (Firmicutes) || bmcType=PDU_EUT (main) (omitted) || 148aa || [A0AHQ2] || driedBlood1c

HMPREF1141_2880 Clostridium MSTE9 (Firmicutes) || bmcType=GRM3A (main) || 275aa || [J0N6B6] || driedBlood1c

FM121_10160 Vagococcus bH819 (Firmicutes) || bmcType=PDU1C (main) || 171aa || [A0A1X6WQ86] || driedBlood1d

CUS93_10930 Enterococcus MJR8396B (CUS93) (Firmicutes) || bmcType=PDU1C (main) || 162aa || [A0A2S7RQI4] || driedBlood1d

FC16_GL001236 Lactobacillus DSM 20004 (FC16_GL) (Firmicutes) || bmcType=PDU1C (main) || 192aa || [A0A0R1KUR5] || driedBlood1d

FC24_GL001434 Lactobacillus DSM 20253 (Firmicutes) || bmcType=PDU1C (main) || 172aa || [A0A0R2DAB9] || driedBlood1d

FD35_GL002173 Lactobacillus DSM 15814 (Firmicutes) || bmcType=PDU1C (main) || 157aa || [A0A0R1RQA5] || driedBlood1d

IV55_GL001605 Lactobacillus DSM 22696 (IV55_GL) (Firmicutes) || bmcType=PDU1C (main) || 158aa || [A0A0R2L3E8] || driedBlood1d

FC27_GL000999 Lactobacillus DSM 14857 (Firmicutes) || bmcType=PDU1C (main) || 159aa || [A0A0R1SGA3] || driedBlood1d

CG419_00705 Lactobacillus MRS6 (CG419) (Firmicutes) || bmcType=PDU1C (main) || 115aa || [A0A0B2XKN6] || driedBlood1d

LFUMFP_500016 Lactobacillus MFPC41A2801 (Firmicutes) || bmcType=PDU1C (main) || 115aa || [A0A2N9DY28] || driedBlood1d

NCTC12020_01592 Veillonella NCTC12020 (Firmicutes) || bmcType=PDU1E (main) || 198aa || [A0A380NLV8] || driedBlood1e

HMPREF9282_00609 Veillonella ACS-216-V-Col6b (Firmicutes) || bmcType=PDU1E (main) || 242aa || [K9DJ32] || driedBlood1e

SAMN05216390_11567 unclassified-Lachnospiraceae KH1T2 (Firmicutes) || bmcType=UA (main) (omitted) || 179aa || [A0A1I4G341] || driedBlood1e

NCTC13765_01755 Streptococcus NCTC13765 (Firmicutes) || bmcType=GRM3A (main) || 169aa || [A0A380L1D3] || driedBlood1e

FC89_GL001181 Lactobacillus DSM 18630 (Firmicutes) || bmcType=GRM3A (main) || 175aa || [A0A0R1VSH5] || driedBlood1e

SAMN05421736_101637 Bacillus SP (Firmicutes) || bmcType=UA (main) (omitted) || 227aa || [A0A1H3HWJ5] || driedBlood1e

HMPREF9199_1697 Veillonella F0412 (Firmicutes) || bmcType=PDU1E (main) || 198aa || [E4LFP9] || driedBlood1e

HMPREF1504_0260 Veillonella ICM51a (Firmicutes) || bmcType=PDU1E (main) || 168aa || [X8HBA8] || driedBlood1e

HMPREF9200_0642 Veillonella F0422 (Firmicutes) || bmcType=GRM3A (main) || 175aa || [F9N5Q7] || driedBlood1e

HMPREF1504_1737 Veillonella ICM51a (Firmicutes) || bmcType=GRM3A (main) || 185aa || [X8HBY7] || driedBlood1e

KP77_28110 Jeotgalibacillus YKJ-13 (Firmicutes) || bmcType=PVMlike (main) || 94aa || [A0A0C2RY24] || driedBlood20

SAMN04488053_10845 Bacillus CGMCC 1.10369 (Firmicutes) || bmcType=PVMlike (main) || 103aa || [A0A1H0HCF2] || driedBlood20

Bsel_3115 Bacillus ATCC 700615 (Firmicutes) || bmcType=PVMlike (main) || 105aa || [D6Y0M9] || driedBlood20

FC85_GL001972 Lactobacillus DSM 14421 (Firmicutes) || bmcType=PDU1C (main) || 206aa || [A0A0R1RZY8] || driedBlood2a

FD12_GL002608 Lactobacillus DSM 19907 (Firmicutes) || bmcType=PDU1C (main) || 217aa || [A0A0R1NLM9] || driedBlood2a

FD14_GL002892 Lactobacillus DSM 23365 (Firmicutes) || bmcType=PDU1C (main) || 217aa || [A0A0R2ET27] || driedBlood2a

AYR63_08180 Lactobacillus TMW 1.1979 (Firmicutes) || bmcType=PDU1C (main) || 225aa || [A0A1B2IYJ2] || driedBlood2a

FC96_GL000512 Lactobacillus JCM 15530 (Firmicutes) || bmcType=PDU1C (main) || 167aa || [A0A0R1HVA3] || driedBlood2a

IWT126_00527 Lactobacillus IWT126 (Firmicutes) || bmcType=PDU1C (main) || 172aa || [A0A1Z5IG24] || driedBlood2a

PECL_1377 Pediococcus DSM 14800 (Firmicutes) || bmcType=PDU1C (main) || 140aa || [G8PEJ4] || driedBlood2a

BIY40_06570 Pediococcus NRCC1 (BIY40) (Firmicutes) || bmcType=incomplete (main) (omitted) || 155aa || [A0A1S2SV39] || driedBlood2a

NCTC8066_00306 Pediococcus KCCM 40703 (Firmicutes) || bmcType=PDU1C (main) || 135aa || [A0A379BRD7] || driedBlood2a

CCS05_08605 Lactobacillus D7 (CCS05) (Firmicutes) || bmcType=PDU1C (main) || 162aa || [A0A2Z3R941] || driedBlood2a

FD37_GL002470 Lactobacillus DSM 15429 (Firmicutes) || bmcType=PDU1C (main) || 179aa || [A0A0R1QYG5] || driedBlood2a

DA798_03000 Lactobacillus PFC-70 (Firmicutes) || bmcType=PDU1C (main) || 186aa || [A0A2T4XR65] || driedBlood2a

JG30_04620 Lactobacillus Bin4 (Firmicutes) || bmcType=PDU1C (main) || 181aa || [A0A0F4LU27] || driedBlood2a

FD32_GL001711 Lactobacillus DSM 6035 (Firmicutes) || bmcType=PDU1C (main) || 190aa || [A0A0R1XFT0] || driedBlood2a

ADV92_07195 Lactobacillus 482_46 (ADV92) (Firmicutes) || bmcType=PDU1C (main) || 189aa || [A0A143PZX9] || driedBlood2a

FC82_GL003371 Lactobacillus DSM 20515 (Firmicutes) || bmcType=PDU1C (main) || 211aa || [A0A0R2B4U6] || driedBlood2a

FC99_GL002557 Lactobacillus JCM 16448 (Firmicutes) || bmcType=PDU1C (main) || 213aa || [A0A0R1L5P9] || driedBlood2a

FD38_GL000335 Lactobacillus DSM 19395 (Firmicutes) || bmcType=PDU1C (main) || 183aa || [A0A0R1MHI7] || driedBlood2a

Y71_28510 Kosakonia D5/23 (Proteobacteria) || bmcType=GRM4 (main) || 288aa || [A0A1V0LMT3] || driedBlood2b

Tola_1692 Tolumonas DSM 9187 (Proteobacteria) || bmcType=PDU1AB (main) || 168aa || [C4LFD5] || driedBlood2b

SAMN05880558_101439 Aeromonas RU39B (Proteobacteria) || bmcType=PDU1AB (main) || 246aa || [A0A1N6P4S9] || driedBlood2b

SAMN04488136_110144 Vibrio CGMCC 1.10228 (Proteobacteria) || bmcType=PDU1AB (sat) || 114aa || [A0A1G8AK51] || driedBlood2b

VIM7927_03945 Vibrio CECT 7927 (Proteobacteria) || bmcType=PDU1AB (main) || 181aa || [A0A1Y6J032] || driedBlood2b

C1M56_13835 Vibrio 60.6F (C1M56) (Proteobacteria) || bmcType=PDU1AB (main) || 200aa || [A0A2J8GMM0] || driedBlood2b

CBW52_00295 Yersinia ATCC 33639 (CBW52) (Proteobacteria) || bmcType=PDU1AB (main) || 202aa || [A0A208ZT51] || driedBlood2b

CJD50_04410 Hafnia C10 (CJD50) (Proteobacteria) || bmcType=PDU1AB (main) || 199aa || [A0A2A2MIQ1] || driedBlood2b

CBW54_13065 Yersinia ATCC 33639 (CBW54) (Proteobacteria) || bmcType=PDU1AB (main) || 193aa || [A0A208ZY44] || driedBlood2b

ERS008547_00243 Yersinia FCF84 (ERS008547) (Proteobacteria) || bmcType=PDU1AB (main) || 200aa || [A0A0T9T6K9] || driedBlood2b

DJ58_3548 Yersinia ATCC 33641 (Proteobacteria) || bmcType=PDU1AB (main) || 187aa || [A0A094SIY9] || driedBlood2b

A6J66_008395 Yersinia 8081 (A6J66) (Proteobacteria) || bmcType=PDU1AB (main) || 190aa || [A0A2J9SB09] || driedBlood2b

DES37_102187 Mangrovibacter DSM 19579 (Proteobacteria) || bmcType=PDU1AB (main) || 195aa || [A0A317Q755] || driedBlood2b

BMT53_11140 Escherichia GN05128 (BMT53) (Proteobacteria) || bmcType=PDU1AB (main) || 152aa || [A0A085PBC3] || driedBlood2b

C2U51_06100 unclassified-Enterobacteriaceae ENNIH1 (Proteobacteria) || bmcType=PDU1AB (main) || 164aa || [A0A2I8Q3Y5] || driedBlood2b

ROD_21321 Citrobacter ICC168 (Proteobacteria) || bmcType=PDU1AB (main) || 153aa || [D2TPR4] || driedBlood2b

F384_10440 Citrobacter Y19 (Proteobacteria) || bmcType=PDU1AB (main) || 163aa || [M1JHG0] || driedBlood2b

AM352_12665 Citrobacter L168 (AM352) (Proteobacteria) || bmcType=PDU1AB (main) || 154aa || [A0A2L1NIB9] || driedBlood2b

C5U37_18755 Escherichia YH17130 (C5U37) (Proteobacteria) || bmcType=PDU1AB_GRM2 (main) (omitted) || 144aa || [A0A2S7SE67] || driedBlood2b

AAW06_03425 Escherichia GN05128 (AAW06) (Proteobacteria) || bmcType=PDU1AB (main) || 140aa || [A0A166TC98] || driedBlood2b

LFZ47_09415 Salmonella 1315K (Proteobacteria) || bmcType=PDU1AB (main) || 147aa || [A0A241SC67] || driedBlood2b

NCTC6266_00279 Citrobacter c196 (NCTC6266) (Proteobacteria) || bmcType=PDU1AB (main) || 154aa || [A0A336NU21] || driedBlood2b

NCTC13708_03004 Citrobacter NCTC13708 (NCTC13708) (Proteobacteria) || bmcType=PDU1AB (main) || 154aa || [A0A381HRK0] || driedBlood2b

CD006_09520 Enterobacter 44105 (Proteobacteria) || bmcType=PDU1AB (main) || 154aa || [A0A267RWB9] || driedBlood2b

AWN63_04390 Klebsiella WUSM_KV_31 (AWN63) (Proteobacteria) || bmcType=PDU1AB (main) || 155aa || [A0A288THU9] || driedBlood2b

NCTC8256_02523 Salmonella CFSAN024758 (NCTC8256) (Proteobacteria) || bmcType=PDU1AB (main) || 95aa || [A0A379VQY6] || driedBlood2b

NCTC9186_01438 Klebsiella 2880STDY5682456 (NCTC9186) (Proteobacteria) || bmcType=PDU1AB (main) || 162aa || [A0A378ELD9] || driedBlood2b

SPC_1668 Salmonella RKS4594 (Proteobacteria) || bmcType=PDU1 (main) (omitted) || 160aa || [C0Q1M9] || driedBlood2b

A3F84_20290 Ca.Handelsmanbacteria RIFCSPLOWO2_12_FULL_64_10 (Candidatus Handelsmanbacteria) || bmcType=MUF2 (sat) || 153aa || [A0A1F6CBU6] || darkRose

CME25_02825 unclassified-Gemmatimonadetes (CME25) (Gemmatimonadetes) || bmcType=MUF2 (main) || 154aa || [A0A2E3IXE9] || darkRose

CME26_03680 unclassified-Gemmatimonadetes (CME26) (Gemmatimonadetes) || bmcType=MUF2 (main) || 144aa || [A0A2E6HXZ9] || darkRose

CME21_06795 unclassified-Gemmatimonadetes (CME21) (Gemmatimonadetes) || bmcType=MUF2 (main) || 147aa || [A0A2E4MUI8] || darkRose

CME19_18870 unclassified-Gemmatimonadetes (CME19) (Gemmatimonadetes) || bmcType=MUF2 (sat) || 145aa || [A0A2E8WIM6] || darkRose

CME05_00155 unclassified-Gemmatimonadaceae (CME05) (Gemmatimonadetes) || bmcType=MUF2 (sat) (omitted) || 168aa || [A0A2E5W940] || darkRose

CME04_18465 unclassified-Gemmatimonadaceae (CME04) (Gemmatimonadetes) || bmcType=MUF2 (sat) || 162aa || [A0A2E8H932] || darkRose

CME15_07895 unclassified-Gemmatimonadetes (CME15) (Gemmatimonadetes) || bmcType=MUF2 (sat) (omitted) || 182aa || [A0A2E8HKD3] || darkRose

CME20_07460 unclassified-Gemmatimonadetes (CME20) (Gemmatimonadetes) || bmcType=MUF2 (sat) || 155aa || [A0A2E7JKX8] || darkRose

CME10_02260 unclassified-Gemmatimonadetes (CME10) (Gemmatimonadetes) || bmcType=MUF2 (sat) || 152aa || [A0A2D8U8F0] || darkRose

CME28_06585 unclassified-Gemmatimonadetes (CME28) (Gemmatimonadetes) || bmcType=MUF2 (sat) || 167aa || [A0A2E6CH02] || darkRose

B1H02_04015 Ca.Latescibacteria 4484_107 (Candidatus Latescibacteria) || bmcType=FRAG2 (sat) || 152aa || [A0A1V4QXU2] || fireEngine1a

Dalk_4994 Desulfatibacillum AK-01 (Proteobacteria) || bmcType=PDU1D (main) || 218aa || [B8FDN4] || fireEngine1a

F3D3_0487 Fusibacter 3D3 (Firmicutes) || bmcType=EUT2B (main) || 203aa || [A0A1B6B829] || fireEngine1a

Tfer_2648 Thermincola Z-0001 (Firmicutes) || bmcType=EUT2D (main) || 215aa || [A0A0L6W115] || fireEngine1a

CVU89_07515 unclassified-Firmicutes HGW-Firmicutes-14 (Firmicutes) || bmcType=EUT2D (main) || 185aa || [A0A2N2DHG6] || fireEngine1a

TSYNT_185 Tepidanaerobacter JL (Firmicutes) || bmcType=EUT2B (main) || 209aa || [A0A0U9HE19] || fireEngine1a

ATZ99_21850 Thermovenabulum R270 (Firmicutes) || bmcType=EUT2B (main) || 265aa || [A0A162M606] || fireEngine1a

CEE45_05300 Ca.Heimdallarchaeota B3-JM-08 (Candidatus Heimdallarchaeota) || bmcType=SPUx (main) (omitted) || 103aa || [A0A2U3CHX2] || fireEngine1a

DC094_05645 unclassified-Flavobacteriaceae Hp12 (Bacteroidetes) || bmcType=incomplete (sat) (omitted) || 223aa || [A0A2V1H6T3] || fireEngine1b

EHSB41UT_02889 Parendozoicomonas haliclonae (Proteobacteria) || bmcType=EUT2 (main) (omitted) || 222aa || [A0A1X7ALC8] || fireEngine1b

GV64_00670 Endozoicomonas DSM 22380 (Proteobacteria) || bmcType=EUT2B (main) || 176aa || [A0A081K5L6] || fireEngine1b

EHSB41UT_03921 Parendozoicomonas haliclonae (Proteobacteria) || bmcType=EUT2 (sat) (omitted) || 203aa || [A0A1X7APV4] || fireEngine1b

SAMN05216233_13416 Desulfoluna AA1 (Proteobacteria) || bmcType=GRM1B (sat) || 217aa || [A0A1G5JMU9] || fireEngine1b

SAMN05660420_01723 Desulfuromusa DSM 7343 (Proteobacteria) || bmcType=EUT2B (main) || 178aa || [A0A1H3ZY68] || fireEngine1b

Cloev_0769 Cloacibacillus DSM 19522 (Synergistetes) || bmcType=EUT2B (main) || 188aa || [A0A011A9E0] || fireEngine1b

BED41_04140 Cloacibacillus CL-84 (Synergistetes) || bmcType=EUT2B (main) || 188aa || [A0A1B2I307] || fireEngine1b

SAMN03080606_03786 Alkaliphilus DSM 18978 (Firmicutes) || bmcType=EUT2B (main) || 208aa || [A0A1G5KUP1] || fireEngine1b

Amet_0258 Alkaliphilus QYMF (Firmicutes) || bmcType=EUT2B (main) || 206aa || [A6TJX3] || fireEngine1b

CACET_c04010 Clostridium DSM 1496 (Firmicutes) || bmcType=EUT2B (main) || 178aa || [A0A0G3W7N0] || fireEngine1b

SAMN05446037_1004193 Anaerovirgula SCA (Firmicutes) || bmcType=EUT2B (main) || 204aa || [A0A239BY12] || fireEngine1b

SAMN02745176_01985 Lutispora DSM 19022 (Firmicutes) || bmcType=EUT2B (main) || 202aa || [A0A1M6FIV7] || fireEngine2a

HMPREF9130_0496 Peptoniphilus F0436 (Firmicutes) || bmcType=EUT2B (main) || 124aa || [F9MRY8] || fireEngine2a

BHK79_04920 Halanaerobium MDAL1 (Firmicutes) || bmcType=EUT2B (main) || 228aa || [A0A1E5HZU1] || fireEngine2a

Halsa_2078 Halanaerobium sapolanicus (Firmicutes) || bmcType=PDU_EUT (sat) (omitted) || 177aa || [E4RJS5] || fireEngine2a

SAMN05660297_02562 Natronincola DSM 18979 (Firmicutes) || bmcType=EUT2B (main) || 192aa || [A0A1I0EUY4] || fireEngine2a

SAMN02194393_03626 Maledivibacter M1 (Firmicutes) || bmcType=EUT2B (main) || 172aa || [A0A1T5M0G1] || fireEngine2a

SAMN02745912_02238 Paramaledivibacter DSM 15212 (Firmicutes) || bmcType=EUT2B (main) || 239aa || [A0A1M6PNQ9] || fireEngine2a

SAMN02745883_01917 Caminicella DSM 14501 (Firmicutes) || bmcType=EUT2B (main) || 198aa || [A0A1M6S0I3] || fireEngine2a

Gferi_15875 Geosporobacter IRF9 (Firmicutes) || bmcType=EUT2B (main) || 186aa || [A0A1D8GJ09] || fireEngine2a

SAMN02745975_02213 Geosporobacter DSM 17957 (Firmicutes) || bmcType=EUT2B (main) || 189aa || [A0A1M6JRJ6] || fireEngine2a

CVU98_05410 unclassified-Firmicutes HGW-Firmicutes-3 (Firmicutes) || bmcType=EUT2B (main) || 199aa || [A0A2N2BHW6] || fireEngine2a

COA82_06920 Alkaliphilus (COA82) (Firmicutes) || bmcType=EUT2B (main) || 212aa || [A0A2G2MID8] || fireEngine2a

CLRAG_02940 Clostridium P11 (Firmicutes) || bmcType=EUT2B (main) || 242aa || [A0A1A6B3D0] || fireEngine2a

CTM_06301 Clostridium DSM 665 (Firmicutes) || bmcType=EUT2I (main) || 157aa || [A0A037Z7W0] || fireEngine2a

ABG79_01696 Caloramator VF08 (Firmicutes) || bmcType=EUT2B (main) || 174aa || [A0A0R3JTY8] || fireEngine2a

C3495_02285 unclassified-Clostridiaceae 14S0207 (Firmicutes) || bmcType=EUT2I (main) || 216aa || [A0A2Z4W7P2] || fireEngine2a

SAMN02745248_00413 Hathewaya DSM 3090 (Firmicutes) || bmcType=EUT2I (main) || 182aa || [A0A1M6KC83] || fireEngine2a

M918_02710 Clostridium BL8 (Firmicutes) || bmcType=EUT2I (main) || 101aa || [T0PHC1] || fireEngine2a

SAMN02745196_00518 Clostridium DSM 3089 (Firmicutes) || bmcType=EUT2I (main) || 206aa || [A0A1M5TCD1] || fireEngine2a

U732_1330 Clostridium CDC 2741 (Firmicutes) || bmcType=EUT2I (main) || 210aa || [A0A0C1U579] || fireEngine2a

BD821_10850 Clostridium DSM 15099 (Firmicutes) || bmcType=EUT2I (main) || 222aa || [A0A2S6FXN5] || fireEngine2a

BN906_02361 Clostridium 12124569 (Firmicutes) || bmcType=EUT2I (main) || 179aa || [U6F1S8] || fireEngine2a

B9W14_11200 Clostridium SL1 (Firmicutes) || bmcType=EUT2I (main) || 183aa || [A0A2U8DQW3] || fireEngine2b

C7380_103126 Oceanotoga DSM 24906 (Thermotogae) || bmcType=EUT2I (main) || 169aa || [A0A316D2C7] || fireEngine2b

C8C78_13223 Halanaerobium WG6 (C8C78) (Firmicutes) || bmcType=GRM5like (main) || 100aa || [A0A1G6KII9] || fireEngine2b

DFR80_10589 Halanaerobium ST460_2HS_T2 (Firmicutes) || bmcType=GRM5like (main) || 99aa || [A0A368X242] || fireEngine2b

DZB91_09805 Brevibacillus VP (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A371TXY9] || fireEngine2b

C2W64_00378 Brevibacillus LAK 1210 (C2W64) (Firmicutes) || bmcType=EUT2I (main) || 232aa || [A0A328RDL6] || fireEngine2b

BLGI_684 Brevibacillus GI-9 (Firmicutes) || bmcType=EUT2I (main) || 217aa || [H0U5Q4] || fireEngine2b

CLOST_0250 Acetoanaerobium ATCC 12662 (Firmicutes) || bmcType=EUT2B (main) || 168aa || [E3PUB9] || fireEngine2b

Sterm_1042 Sebaldella ATCC 33386 (Fusobacteria) || bmcType=PDU_EUT (main) (omitted) || 248aa || [D1AFM5] || fireEngine2b

Lebu_0077 Leptotrichia ATCC 14201 (Fusobacteria) || bmcType=EUT2B (main) || 244aa || [C7NCU0] || fireEngine2b

GCWU000323_02012 Leptotrichia F0254 (Fusobacteria) || bmcType=EUT2B (main) || 204aa || [C9MZP2] || fireEngine2b

HMPREF1552_00939 Leptotrichia F0557 (Fusobacteria) || bmcType=EUT2B (main) || 250aa || [U2RLZ3] || fireEngine2b

DDY85_10350 Fusobacterium (DDY85) (Fusobacteria) || bmcType=EUT2F (main) || 150aa || [A0A354SUS6] || fireEngine2b

SAMN02745174_01147 Cetobacterium ATCC 700028 (Fusobacteria) || bmcType=EUT2F (main) || 128aa || [A0A1T4MBL3] || fireEngine2b

DV867_09870 Psychrilyobacter S5 (Fusobacteria) || bmcType=EUT2F (main) || 136aa || [A0A369XUC8] || fireEngine2b

HMPREF0202_01036 Cetobacterium ATCC BAA-474 (Fusobacteria) || bmcType=EUT2F (main) || 134aa || [U7VD44] || fireEngine2b

B437_05625 Fusobacterium ChDC F128 (Fusobacteria) || bmcType=EUT2F (main) || 148aa || [J8VAQ4] || fireEngine2b

HMPREF0409_01870 Fusobacterium 4_8 (Fusobacteria) || bmcType=EUT2F (main) || 148aa || [R9R9A2] || fireEngine2b

SAMN04488695_10129 Proteiniclasticum ML2 (SAMN04488695) (Firmicutes) || bmcType=EUT2B (main) || 196aa || [A0A1I4XKL8] || fireEngine2c

SAMN05192551_10244 Tindallia Z-7934 (Firmicutes) || bmcType=EUT2B (main) || 201aa || [A0A1I3BWD6] || fireEngine2c

CSA35_01210 Dethiosulfovibrio peptidovorans (Synergistetes) || bmcType=EUT2B (main) || 185aa || [A0A2G6M5K7] || fireEngine2c

TheveDRAFT_1606 Thermanaerovibrio DSM 12556 (Synergistetes) || bmcType=EUT2B (main) || 200aa || [H0UQ86] || fireEngine2c

BWY99_00011 unclassified-Synergistetes ADurb.BinA166 (Synergistetes) || bmcType=EUT2B (main) || 221aa || [A0A1V5IAD8] || fireEngine2c

Taci_0073 Thermanaerovibrio ATCC 49978 (Synergistetes) || bmcType=EUT2B (main) || 175aa || [D1B7R0] || fireEngine2c

KQ44_02230 Brachyspira G79 (Spirochaetes) || bmcType=PDU1D (main) || 177aa || [A0A2A4IKH7] || fireEngine2c

Bint_1610 Brachyspira ATCC 51140 (Spirochaetes) || bmcType=PDU_EUT (main) (omitted) || 193aa || [G0EI70] || fireEngine2c

DQQ01_02430 Blautia KCTC 15426 (Firmicutes) || bmcType=EUT2B (main) || 185aa || [A0A2Z4U8J1] || fireEngine2c

EH55_00795 Synergistes 28491 (Synergistetes) || bmcType=EUT2B (main) || 235aa || [A0A073J4V3] || fireEngine2c

AXF21_00785 Eubacterium ATCC 700079 (Firmicutes) || bmcType=EUT2B (main) || 187aa || [A0A223B062] || fireEngine2c

SAMN05216249_11755 Acetitomaculum DSM 5522 (Firmicutes) || bmcType=EUT2B (main) || 195aa || [A0A1I0ZUH6] || fireEngine2c

B5F29_01800 Lachnoclostridium An196 (Firmicutes) || bmcType=EUT2B (main) || 199aa || [A0A1Y4ISN6] || fireEngine2c

CG710_18300 Lachnotalea CCRI-19302 (CG710) (Firmicutes) || bmcType=EUT2B (main) || 210aa || [A0A255I257] || fireEngine2c

SAMN05216180_0681 Hydrogenoanaerobacterium CGMCC 1.5070 (Firmicutes) || bmcType=EUT2B (main) || 200aa || [A0A1H7ZI48] || fireEngine2c

DW644_06240 unclassified-Clostridiales AM23-16LB (Firmicutes) || bmcType=EUT2B (main) || 195aa || [A0A373BGH7] || fireEngine2c

SAMN04488528_102445 Clostridium DSM 12271 (Firmicutes) || bmcType=EUT2I (main) || 199aa || [A0A1I0ZRJ0] || fireEngine3

SAMN04488528_100844 Clostridium DSM 12271 (Firmicutes) || bmcType=EUT2_GRM1 (main) (omitted) || 223aa || [A0A1I0XE12] || fireEngine3

SAMN04487885_102209 Clostridium NLAE-zl-G419 (Firmicutes) || bmcType=EUT2I (main) || 211aa || [A0A1I2JS82] || fireEngine3

DC000_11895 unclassified-Clostridiales R-7 (DC000) (Firmicutes) || bmcType=EUT2I (main) || 206aa || [A0A352A8Y9] || fireEngine3

DCR69_00825 Clostridium (DCR69) (Firmicutes) || bmcType=EUT2I (sat) || 226aa || [A0A348YYY7] || fireEngine3

CHF27_10935 Romboutsia CCRI-22766 (Firmicutes) || bmcType=EUT2 (main) (omitted) || 210aa || [A0A255I1H4] || fireEngine3

Clole_4089 Cellulosilyticum ATCC 49066 (Firmicutes) || bmcType=EUT2I (main) || 188aa || [F2JLY5] || fireEngine3

SAMN02746066_03008 Anaerosporobacter DSM 15930 (Firmicutes) || bmcType=EUT2I (main) || 215aa || [A0A1M7L1U0] || fireEngine3

SAMN04489757_14322 Anaerocolumna DSM 1283 (Firmicutes) || bmcType=EUT2 (main) (omitted) || 236aa || [A0A1I5IEH1] || fireEngine3

Cphy_2643 Lachnoclostridium ATCC 700394 (Firmicutes) || bmcType=EUT2I (main) || 363aa || [A9KMZ3] || fireEngine3

QEW_2341 Clostridioides CD160 (Firmicutes) || bmcType=EUT2I (main) || 229aa || [T3DEA3] || fireEngine3

SAMN04515677_10182 Romboutsia DSM 797 (Firmicutes) || bmcType=EUT2I (main) || 216aa || [A0A1G9I364] || fireEngine3

B2H97_00625 Paraclostridium SU1074NT (Firmicutes) || bmcType=EUT2I (main) || 190aa || [A0A1X2JLN0] || fireEngine3

HMPREF3222_01506 Clostridium 11 (HMPREF3222) (Firmicutes) || bmcType=EUT2I (main) || 256aa || [A0A133N6S1] || fireEngine3

SAMN04487885_103157 Clostridium NLAE-zl-G419 (Firmicutes) || bmcType=EUT2I (main) || 210aa || [A0A1I2JZZ2] || fireEngine3

BEN19_06615 Epulopiscium Nuni2H_MBin003 (Firmicutes) || bmcType=UA (main) (omitted) || 217aa || [A0A1V2YLX8] || fireEngine3

C8P63_102139 Melghirimyces DSM 45787 (Firmicutes) || bmcType=EUT2C (main) || 184aa || [A0A2T6C8K9] || fireEngine3

CVU92_00570 unclassified-Firmicutes HGW-Firmicutes-17 (Firmicutes) || bmcType=EUT2B (main) || 212aa || [A0A2N2CZD9] || fireEngine3

CVU99_05925 unclassified-Firmicutes HGW-Firmicutes-4 (Firmicutes) || bmcType=EUT2B (main) || 227aa || [A0A2N2BSA4] || fireEngine3

DOZ58_03810 Acetobacterium KB-1 (Firmicutes) || bmcType=EUT2B (main) || 195aa || [A0A2Z4I4S8] || fireEngine3

BS637_02885 Clostridium PE (Firmicutes) || bmcType=EUT2I (main) || 215aa || [A0A1S9HZJ7] || fireEngine4

C2W64_00226 Brevibacillus LAK 1210 (C2W64) (Firmicutes) || bmcType=EUT2I (main) || 220aa || [A0A328RAA4] || fireEngine4

PGLA_19790 Paenibacillus DSM 22343 (Firmicutes) || bmcType=EUT2I (main) || 228aa || [A0A162M4N5] || fireEngine4

BVG16_22360 Paenibacillus ES3-24 (Firmicutes) || bmcType=EUT2I (main) || 230aa || [A0A1T2X6P1] || fireEngine4

B7C51_17555 Paenibacillus CCM 38 (B7C51) (Firmicutes) || bmcType=EUT2I (main) || 143aa || [A0A1V0UVQ7] || fireEngine4

NCTC11027_03541 Paenibacillus BO5 (NCTC11027) (Firmicutes) || bmcType=EUT2I (main) || 224aa || [A0A378ZIW7] || fireEngine4

SAMN05661091_1839 Paenibacillus N3/975 (Firmicutes) || bmcType=EUT2I (main) || 240aa || [A0A1X7H6W4] || fireEngine4

SAMN05661091_3457 Paenibacillus N3/975 (Firmicutes) || bmcType=EUT2I (main) || 231aa || [A0A1X7HH59] || fireEngine4

SAMN06295960_3952 Paenibacillus 11 (Firmicutes) || bmcType=EUT2I (main) || 258aa || [A0A1X7LQP1] || fireEngine4

BBG47_23865 Paenibacillus KS1 (Firmicutes) || bmcType=EUT2I (main) || 309aa || [A0A1B8UL00] || fireEngine4

BK123_29065 Paenibacillus BHU3 (Firmicutes) || bmcType=EUT2I (main) || 241aa || [A0A1R1ATV6] || fireEngine4

PAV_6c04910 Paenibacillus ATCC 6344 (PAV_6c) (Firmicutes) || bmcType=EUT2I (main) || 242aa || [K4ZDV7] || fireEngine4

CHH80_17155 Bacillus 2046851 (Firmicutes) || bmcType=EUT2I (main) || 193aa || [A0A268IB30] || fireEngine4

N784_13350 Pontibacillus JSM 072002 (Firmicutes) || bmcType=EUT2I (main) || 189aa || [A0A0A5HLP3] || fireEngine4

SAMN04488168_105100 Bacillus 491MF (Firmicutes) || bmcType=incomplete (sat) (omitted) || 184aa || [A0A1I1JLY8] || fireEngine4

CN450_03580 Bacillus AFS018489 (CN450) (Firmicutes) || bmcType=EUT2I (main) || 184aa || [A0A2A8REI0] || fireEngine4

SAMN04488559_12136 Isobaculum DSM 13760 (Firmicutes) || bmcType=EUT2A (main) || 185aa || [A0A1H9U552] || fireEngine5

BN424_440 Carnobacterium LMA28 (Firmicutes) || bmcType=EUT2A (main) || 182aa || [K8E243] || fireEngine5

lwe1136 Listeria ATCC 35897 (Firmicutes) || bmcType=PDU_EUT (main) (omitted) || 162aa || [A0AHS2] || fireEngine5

HMPREF0557_01833 Listeria ATCC 33091 (Firmicutes) || bmcType=EUT2A (main) || 165aa || [H1GCU2] || fireEngine5

JL58_06010 Listeria WSLC 30167 (Firmicutes) || bmcType=PDU_EUT (main) (omitted) || 163aa || [A0A097B4G4] || fireEngine5

BB664_12105 Listeria FSIS11810476 (BB664) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 173aa || [A0A1D2IX14] || fireEngine5

BCAMP_10335 Brochothrix FSL F6-1037 (Firmicutes) || bmcType=EUT2A (main) || 163aa || [W7CJ39] || fireEngine5

BFR34_12020 Brochothrix DSM 20171 (Firmicutes) || bmcType=EUT2A (main) || 164aa || [W7CQ52] || fireEngine5

BG261_09700 Floricoccus DF1 (Firmicutes) || bmcType=EUT2A (main) || 133aa || [A0A1E8GNT0] || fireEngine5

UAY_01301 Enterococcus ATCC BAA-383 (Firmicutes) || bmcType=EUT2A (main) || 154aa || [R2T382] || fireEngine5

BCR21_02480 Enterococcus DSM 23328 (Firmicutes) || bmcType=EUT2A (main) || 154aa || [A0A1E5GMF4] || fireEngine5

BCR26_14135 Enterococcus LMG 25899 (Firmicutes) || bmcType=EUT2A (main) || 152aa || [A0A1E5KWE9] || fireEngine5

A5821_001336 Enterococcus 7F3_DIV0205 (Firmicutes) || bmcType=EUT2A (main) || 154aa || [A0A242AWD5] || fireEngine5

BCR25_02650 Enterococcus LMG 8895 (BCR25) (Firmicutes) || bmcType=EUT2A (main) || 139aa || [A0A1E5H732] || fireEngine5

A5889_002417 Enterococcus 9D6_DIV0238 (Firmicutes) || bmcType=EUT2A (main) || 137aa || [A0A200J8Y9] || fireEngine5

FM121_08975 Vagococcus bH819 (Firmicutes) || bmcType=EUT2A (main) || 153aa || [A0A1X6WPK4] || fireEngine5

BN814_02271 Veillonella MGS:933 (Firmicutes) || bmcType=EUT2A (main) || 205aa || [R5BIR2] || fireEngine5

FC24_GL001575 Lactobacillus DSM 20253 (Firmicutes) || bmcType=EUT2A (main) || 187aa || [A0A0R2D042] || fireEngine5

OMU_02337 Enterococcus ATCC 14025 (Firmicutes) || bmcType=EUT2A (main) || 193aa || [S0RUK7] || fireEngine5

RU97_GL000941 Enterococcus DSM 17029 (Firmicutes) || bmcType=EUT2A (main) || 175aa || [A0A1L8RHX2] || fireEngine5

JG29_14630 Lactobacillus Hon2 (Firmicutes) || bmcType=EUT2A (main) || 206aa || [A0A0F4KQR5] || fireEngine5

CUC10_08170 Lactobacillus 482_46 (CUC10) (Firmicutes) || bmcType=EUT2A (main) || 186aa || [A0A2G9IJ89] || fireEngine5

FD14_GL002303 Lactobacillus DSM 23365 (Firmicutes) || bmcType=EUT2A (main) || 239aa || [A0A0R2FNW3] || fireEngine5

CNR29_11465 Lactobacillus D7 (CNR29) (Firmicutes) || bmcType=EUT2A (main) || 197aa || [A0A2A3U0I4] || fireEngine5

RV14_GL002146 Enterococcus DSM 15687 (Firmicutes) || bmcType=EUT2A (main) || 178aa || [A0A1L8WPB1] || fireEngine5

BZK37_17015 Enterococcus NLAE-zl-C414 (BZK37) (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A1V3NEW8] || fireEngine5

CUS74_10185 Enterococcus 263EA1 (CUS74) (Firmicutes) || bmcType=EUT2A (sat) (omitted) || 172aa || [A0A2P6BMB3] || fireEngine5

SAMN02745116_00107 Pilibacter ATCC BAA-1030 (Firmicutes) || bmcType=EUT2A (main) || 170aa || [A0A1T4K651] || fireEngine5

CUS89_05155 Enterococcus QAUEM2808 (CUS89) (Firmicutes) || bmcType=EUT2A (main) || 179aa || [A0A2S7RWB3] || fireEngine5

TES5_2639 Trichococcus ES5 (Firmicutes) || bmcType=EUT2A (main) || 201aa || [A0A143Z779] || fireEngine5

BW727_100368 Jeotgalibaca EX-07 (Firmicutes) || bmcType=EUT2A (main) || 178aa || [A0A1S6IMP1] || fireEngine5

CL176_08830 unclassified-Aerococcaceae ZY16052 (Firmicutes) || bmcType=EUT2A (main) || 225aa || [A0A347WLY9] || fireEngine5

Clos_0800 Alkaliphilus OhILAs (Firmicutes) || bmcType=EUT2A (main) || 197aa || [A8MEM2] || fireEngine5

CIW83_05825 Tissierella P1 (Firmicutes) || bmcType=EUT2A (main) || 201aa || [A0A265Q9E1] || fireEngine5

Closa_1499 Lachnoclostridium ATCC 35040 (Firmicutes) || bmcType=EUT2A (main) || 173aa || [D9R9P7] || fireEngine5

SAMN04488529_11539 Clostridium DSM 12272 (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A1H0VB04] || fireEngine5

Sp14A_19520 Streptococcus TH11417 (Firmicutes) || bmcType=EUT2A (main) || 186aa || [A0A345VM87] || fireEngine5

SAMN04488558_11423 Ignavigranum DSM 15695 (Firmicutes) || bmcType=EUT2A (sat) || 229aa || [A0A1H9GIR4] || fireEngine5

D822_03634 Streptococcus FA-1 (Firmicutes) || bmcType=EUT2A (main) || 180aa || [J3F9E7] || fireEngine5

BN1356_01940 Streptococcus FF10 (Firmicutes) || bmcType=EUT2A (main) || 220aa || [A0A0E4H5A2] || fireEngine5

ERS132539_01540 Streptococcus 01ZN-TG187 (ERS132539) (Firmicutes) || bmcType=PDU_EUT (main) (omitted) || 227aa || [A0A0Z8P8T2] || fireEngine5

SAMEA4412692_00342 Streptococcus NCTC13788 (Firmicutes) || bmcType=EUT2A (main) || 188aa || [A0A239SN77] || fireEngine5

STRDD11_01282 Streptococcus DD11 (Firmicutes) || bmcType=EUT2A (main) || 187aa || [A0A139P6J6] || fireEngine5

HMPREF9421_1285 Streptococcus ATCC 700641 (Firmicutes) || bmcType=PDU_EUT (main) (omitted) || 222aa || [E7SAR8] || fireEngine5

C4N20_01475 Fusobacterium ATCC 49185 (C4N20) (Fusobacteria) || bmcType=PDU1F (main) || 140aa || [A0A2P1S054] || tangerine

Ilyop_2352 Ilyobacter DSM 2926 (Fusobacteria) || bmcType=PDU1F (main) || 189aa || [E3HDB2] || tangerine

HMPREF0400_01471 Fusobacterium 1_1_41FAA (Fusobacteria) || bmcType=PDU1F (main) || 148aa || [D6LIA7] || tangerine

CTM92_04675 Fusobacterium ChDC F213 (Fusobacteria) || bmcType=PDU1F (main) || 150aa || [A0A2D3PK28] || tangerine

CJ209_07595 Fusobacterium 12230 MIT 2016 (CJ209) (Fusobacteria) || bmcType=PDU1F (main) || 143aa || [A0A2N6TIB3] || tangerine

B437_02881 Fusobacterium ChDC F128 (Fusobacteria) || bmcType=PDU1F (main) || 140aa || [J8V5Y2] || tangerine

HMPREF9306_01811 Propionimicrobium ACS-093-V-SCH5 (Actinobacteria) || bmcType=PDU1D (main) || 222aa || [S2WI25] || tangerine

HMPREF1531_00723 Propionibacterium F0372 (Actinobacteria) || bmcType=PDU1D (main) || 204aa || [S3YC99] || tangerine

CSA64_00175 Pseudopropionibacterium (CSA64) (Actinobacteria) || bmcType=PDU1D (main) || 150aa || [A0A2G6JEA6] || tangerine

HMPREF9154_2983 Pseudopropionibacterium F0230a (Actinobacteria) || bmcType=PDU1D (main) || 196aa || [I6WR09] || tangerine

PROPJV5_0448 Propionibacterium JV5 (Actinobacteria) || bmcType=PDU_EUT (main) (omitted) || 205aa || [A0A375HYP9] || tangerine

PFR_JS21-2_1429 Propionibacterium (PFR_JS21-2) (Actinobacteria) || bmcType=incomplete (sat) (omitted) || 205aa || [A0A2C7ZPM4] || tangerine

CVT65_12490 unclassified-Actinobacteria HGW-Actinobacteria-5 (Actinobacteria) || bmcType=PDU1D (main) || 177aa || [A0A2N3FQ14] || tangerine

SAMN02745219_01025 Desulfofundulus DSM 16057 (Firmicutes) || bmcType=PDU1D (main) || 158aa || [A0A1M6DW49] || tangerine

CME06_16110 unclassified-Gemmatimonadetes (CME06) (Gemmatimonadetes) || bmcType=FRAG8 (main) || 142aa || [A0A2D5ZS36] || tangerine

cpu_04290 Carboxydothermus Ug1 (Firmicutes) || bmcType=BUF1 (main) || 118aa || [A0A1L8CSX1] || banana

CHY_0684 Carboxydothermus DSM 6008 (Firmicutes) || bmcType=BUF1 (main) || 117aa || [Q3AE95] || banana

TR13x_08690 Caloranaerobacter TR13 (Firmicutes) || bmcType=BUF1 (main) || 121aa || [A0A0N8NM11] || banana

COA82_02510 Alkaliphilus (COA82) (Firmicutes) || bmcType=BUF1 (main) || 99aa || [A0A2G2MLK1] || banana

Amet_4578 Alkaliphilus QYMF (Firmicutes) || bmcType=BUF1 (main) || 126aa || [A6TWT1] || banana

Clos_0368 Alkaliphilus OhILAs (Firmicutes) || bmcType=BUF1 (main) || 125aa || [A8MLL3] || banana

SAMN03080606_03813 Alkaliphilus DSM 18978 (Firmicutes) || bmcType=BUF1 (main) || 127aa || [A0A1G5KVQ0] || banana

SAMN05192546_108119 Tindallia APO (Firmicutes) || bmcType=BUF1 (main) || 115aa || [A0A1H3Q6H0] || banana

SAMN05446037_101446 Anaerovirgula SCA (Firmicutes) || bmcType=BUF1 (main) || 125aa || [A0A239FTL7] || banana

AN619_19300 Thermotalea B2-1 (Firmicutes) || bmcType=BUF1 (main) || 107aa || [A0A140L3H9] || banana

CIW83_21500 Tissierella P1 (Firmicutes) || bmcType=BUF1 (main) || 124aa || [A0A265Q1U9] || banana

SAMN05660923_00394 Tepidimicrobium DSM 23310 (Firmicutes) || bmcType=BUF1 (main) || 127aa || [A0A1H2RLE9] || banana

CUESP1_0961 Clostridium Esp (Firmicutes) || bmcType=BUF1 (main) || 122aa || [M1Z560] || banana

CLCY_4c00780 Clostridium DSM 605 (CLCY_4c) (Firmicutes) || bmcType=BUF1 (main) || 144aa || [A0A0J8D7T8] || banana

SAMN05660462_01131 Proteiniborus DSM 21650 (Firmicutes) || bmcType=BUF1 (main) || 131aa || [A0A1H3NHG0] || banana

B2H97_04790 Paraclostridium SU1074NT (Firmicutes) || bmcType=BUF1 (main) || 116aa || [A0A1X2JLW7] || banana

CLPU_29c00060 Gottschalkia DSM 1384 (CLPU_29c) (Firmicutes) || bmcType=BUF1 (main) || 128aa || [A0A0L0W6D8] || banana

EUAN_23210 Andreesenia DSM 1989 (Firmicutes) || bmcType=BUF1 (main) || 139aa || [A0A1S1V4K1] || banana

Curi_c29070 Gottschalkia ATCC 7906 (Firmicutes) || bmcType=BUF1 (main) || 138aa || [K0B1L5] || banana

DW1_2975 Proteiniborus DW1 (Firmicutes) || bmcType=BUF1 (main) || 131aa || [A0A1M4MA13] || banana

SAMN03080599_02901 Acidaminobacter DSM 2784 (Firmicutes) || bmcType=BUF1 (main) || 132aa || [A0A1G5S5N9] || banana

B7C24_13540 unclassified-Bacteroidetes 4572_77 (Bacteroidetes) || bmcType=BUF1 (main) || 117aa || [A0A256WI05] || banana

SAMN02194393_01348 Maledivibacter M1 (Firmicutes) || bmcType=BUF1 (main) || 144aa || [A0A1T5JUS3] || banana

CCE28_09175 Anaeromicrobium DY2726D (Firmicutes) || bmcType=BUF1 (main) || 119aa || [A0A267MJU7] || banana

SAMN02745180_02419 Sporanaerobacter DSM 13106 (Firmicutes) || bmcType=BUF1 (main) || 118aa || [A0A1M5YTG2] || banana

ABG79_00385 Caloramator VF08 (Firmicutes) || bmcType=BUF1 (main) || 102aa || [A0A0R3JVI9] || banana

CAAU_1160 Caloramator RC3 (Firmicutes) || bmcType=BUF1 (main) || 102aa || [I7K6S7] || banana

NCTC10335_02376 Bacillus 14_TX (NCTC10335) (Firmicutes) || bmcType=BUF1B (main) || 137aa || [A0A380XMZ2] || banana2

DFO73_112100 Bacillus Bhandara28 (DFO73) (Firmicutes) || bmcType=BUF1B (main) || 145aa || [A0A2V2ZNB8] || banana2

AMS60_07900 Bacillus FJAT-21945 (Firmicutes) || bmcType=BUF1B (main) || 109aa || [A0A0M0X8D7] || banana2

SAMN04488577_3444 Bacillus CL95 (Firmicutes) || bmcType=BUF1B (main) || 118aa || [A0A1I6C7R4] || banana2

C7B46_15265 Sulfobacillus benefaciens (Firmicutes) || bmcType=BUF1B (main) || 140aa || [A0A2T2XCH3] || banana2

SAMN05216225_100950 Ornithinibacillus IBRC-M 10683 (Firmicutes) || bmcType=BUF1B (main) || 144aa || [A0A1M5FP21] || banana2

CIL03_13975 Virgibacillus IO3-P2-C2 (Firmicutes) || bmcType=BUF1B (main) || 150aa || [A0A265N714] || banana2

SAMN04488123_105134 Natribacillus DSM 21771 (Firmicutes) || bmcType=BUF1B (main) || 145aa || [A0A1G8N0E0] || banana2

SAMN04488137_0749 Fictibacillus CGMCC 1.6854 (Firmicutes) || bmcType=BUF1B (main) || 105aa || [A0A1G9U7K2] || banana2

SAMN05428981_103144 Bacillus OV194 (Firmicutes) || bmcType=BUF1B (main) || 104aa || [A0A1I1XA61] || banana2

SAMN04488542_12257 Fontibacillus DSM 28129 (Firmicutes) || bmcType=BUF1B (main) || 150aa || [A0A1G7QJ63] || banana2

SAMN04487909_110100 Aneurinibacillus nagano (SAMN04487909) (Firmicutes) || bmcType=BUF1B (main) || 185aa || [A0A1G8Q7A4] || banana2

B9T62_26990 Paenibacillus KCTC 13049 (Firmicutes) || bmcType=BUF1B (main) || 151aa || [A0A2Z2KL36] || banana2

AWJ19_30640 Paenibacillus DMB5 (Firmicutes) || bmcType=BUF1B (main) || 150aa || [A0A117T0Q0] || banana2

SAMN03159358_4042 Paenibacillus NFR01 (Firmicutes) || bmcType=BUF1B (main) || 113aa || [A0A1I0KBQ5] || banana2

DL897_13585 Thermoflavimicrobium FBKL4.011 (Firmicutes) || bmcType=BUF1B (main) || 157aa || [A0A364K2P7] || banana2

SAMN05421852_12043 Thermoflavimicrobium DSM 44778 (Firmicutes) || bmcType=BUF1B (main) || 143aa || [A0A1I3U1S9] || banana2

CHM34_04885 Paludifilum DSM 102817 (Firmicutes) || bmcType=BUF1B (main) || 146aa || [A0A235B9X3] || banana2

SAMN05444487_101300 Marininema DSM 45610 (Firmicutes) || bmcType=BUF1B (main) || 150aa || [A0A1H2QTD8] || banana2

SAMN05444972_10851 Marininema DSM 45789 (Firmicutes) || bmcType=BUF1B (main) || 146aa || [A0A1I6SUN5] || banana2

Tfer_2446 Thermincola Z-0001 (Firmicutes) || bmcType=PDU1D (main) || 207aa || [A0A0L6W064] || pumpkin1a

SAMN04490178_11494 Propionispora DSM 13305 (Firmicutes) || bmcType=PDU1D (main) || 208aa || [A0A1H8W7D1] || pumpkin1a

SAMN05660826_02246 Caldanaerovirga DSM 18802 (Firmicutes) || bmcType=PDU1D (main) || 190aa || [A0A1M7MCG1] || pumpkin1a

Toce_0554 Thermosediminibacter DSM 16646 (Firmicutes) || bmcType=PDU1D (main) || 151aa || [D9S1Q0] || pumpkin1a

Teth514_1948 Thermoanaerobacter X514 (Firmicutes) || bmcType=PDU1D (main) || 188aa || [B0K321] || pumpkin1a

DEA61_08485 Caldanaerobacter (DEA61) (Firmicutes) || bmcType=UA (main) (omitted) || 202aa || [A0A357VNQ9] || pumpkin1a

XD63_1593 unclassified-Thermoanaerobacterales 50_218 (Firmicutes) || bmcType=PDU1D (main) || 199aa || [A0A117L823] || pumpkin1a

A2X96_10225 unclassified-Syntrophobacterales GWC2_56_13 (Proteobacteria) || bmcType=PDU1D (main) || 170aa || [A0A1G3USU5] || pumpkin1a

CXZ00_14070 unclassified-Acidobacteria (CXZ00) (Acidobacteria) || bmcType=PDU1D (main) || 185aa || [A0A2P6WCY8] || pumpkin1a

KL86APRO_10073 unclassified-Alphaproteobacteria (KL86APRO) (Proteobacteria) || bmcType=PDU1D (main) || 201aa || [A0A212IV06] || pumpkin1a

CWS72_13340 Telmatospirillum 26-4b1 (Proteobacteria) || bmcType=PDU1D (main) || 204aa || [A0A2N3PUK1] || pumpkin1a

P22_0393 Propionispora 2/2-37 (Firmicutes) || bmcType=PDU1D (main) || 197aa || [A0A0K8J9N7] || pumpkin1b

SY88_08575 unclassified-Clostridiales PH28_bin88 (Firmicutes) || bmcType=PDU1D (main) || 179aa || [A0A0M2U5C2] || pumpkin1b

SAMN04488599_10851 Halanaerobium WG6 (SAMN04488599) (Firmicutes) || bmcType=PDU1D (main) || 187aa || [A0A1G9S029] || pumpkin1b

DER71_10569 Halanaerobium DL-01 (Firmicutes) || bmcType=PDU1D (main) || 215aa || [A0A368ZA30] || pumpkin1b

Halsa_0989 Halanaerobium sapolanicus (Firmicutes) || bmcType=PDU1D (main) || 189aa || [E4RMA2] || pumpkin1b

HSACCH_00259 Halanaerobium DSM 6643 (Firmicutes) || bmcType=PDU1D (main) || 231aa || [M5DY68] || pumpkin1b

VR72_15870 unclassified-Clostridiaceae BRH_c20a (Firmicutes) || bmcType=PDU1D (main) || 148aa || [A0A0F2Q304] || pumpkin1b

ALO_06813 Acetonema DSM 6540 (Firmicutes) || bmcType=PDU1D (main) || 171aa || [F7NH19] || pumpkin1b

DEF89_18580 Desulfosporosinus (DEF89) (Firmicutes) || bmcType=PDU1D (main) || 144aa || [A0A358U4B2] || pumpkin1b

DOT_6145 Desulfosporosinus OT (Firmicutes) || bmcType=PDU1D (main) || 215aa || [G2G2A4] || pumpkin1b

UFO1_1120 Pelosinus UFO1 (Firmicutes) || bmcType=PDU1D (main) || 186aa || [A0A075K9A6] || pumpkin1b

SAMN04490355_1002141 Pelosinus DSM 13327 (Firmicutes) || bmcType=PDU1D (main) || 190aa || [A0A1I4H461] || pumpkin1b

SAMN04488502_10277 Dendrosporobacter DSM 1736 (Firmicutes) || bmcType=PDU1D (main) || 181aa || [A0A1G9Q9S8] || pumpkin1b

SAMN04488500_101274 Sporomusa DSM 5090 (Firmicutes) || bmcType=PDU1D (main) || 188aa || [A0A1W1YEQ3] || pumpkin1b

SPACI_38090 Sporomusa DSM 3132 (Firmicutes) || bmcType=PDU1D (main) || 168aa || [A0A259UGX2] || pumpkin1b

KL86SPO_31303 Sporomusa (KL86SPO) (Firmicutes) || bmcType=PDU1D (main) || 197aa || [A0A212LU29] || pumpkin1b

SAMN04488499_101934 Sporomusa Mol (Firmicutes) || bmcType=PDU1D (main) || 191aa || [A0A1G7F0M7] || pumpkin1b

SPSIL_46320 Sporomusa DSM 10669 (Firmicutes) || bmcType=PDU1D (main) || 192aa || [A0A259U8N8] || pumpkin1b

SAMN03080610_02705 Afifella DSM 2698 (Proteobacteria) || bmcType=PDU1D (main) || 230aa || [A0A1G5NUQ5] || pumpkin2

CSA11_10405 unclassified-Chloroflexi (CSA11) (Chloroflexi) || bmcType=PDU1D (main) || 156aa || [A0A2G6P5M5] || pumpkin2

Gferi_18315 Geosporobacter IRF9 (Firmicutes) || bmcType=PDU1D (main) || 206aa || [A0A1D8GK99] || pumpkin2

SAMN02194393_05393 Maledivibacter M1 (Firmicutes) || bmcType=PDU1D (main) || 184aa || [A0A1T5MUH8] || pumpkin2

SAMN05421842_101173 Clostridium DSM 12992 (Firmicutes) || bmcType=MUF1 (main) || 184aa || [A0A1I1H5B1] || pumpkin2

BGI42_07350 Clostridium 1/k (Firmicutes) || bmcType=MUF1 (main) || 146aa || [A0A1D7XKD6] || pumpkin2

CLO_2029 Clostridium str. 'BoNT E Beluga' (Firmicutes) || bmcType=MUF1 (main) || 166aa || [C5UV13] || pumpkin2

SAMN03080606_00023 Alkaliphilus DSM 18978 (Firmicutes) || bmcType=PDU1D (main) || 188aa || [A0A1G5AB41] || pumpkin2

Gferi_26040 Geosporobacter IRF9 (Firmicutes) || bmcType=PDU1D (main) || 177aa || [A0A1D8GPM4] || pumpkin2

SAMN02745975_01647 Geosporobacter DSM 17957 (Firmicutes) || bmcType=PDU1D (main) || 183aa || [A0A1M6HUJ6] || pumpkin2

Geoth_1932 Parageobacillus C56-YS93 (Firmicutes) || bmcType=PDU1D (main) || 231aa || [A0A0M1QLS6] || pumpkin2

QY95_03870 Quasibacillus SGZ-8 (QY95) (Firmicutes) || bmcType=PDU1D (main) || 173aa || [A0A0F5HMD7] || pumpkin2

SAMN00808754_0352 Thermanaeromonas ToBE (Firmicutes) || bmcType=MUF3 (main) || 97aa || [A0A1W1VCY6] || pumpkin2

Mahau_0821 Mahella DSM 15567 (Firmicutes) || bmcType=MUF3 (main) || 97aa || [F4A1I5] || pumpkin2

CEB3_c07460 unclassified-Peptococcaceae CEB3 (Firmicutes) || bmcType=MUF3 (main) || 84aa || [A0A0J1FHH2] || pumpkin2

MOHU_18480 Moorella DSM 23265 (Firmicutes) || bmcType=MUF3 (main) || 90aa || [A0A2T0AN92] || pumpkin2

DEA73_03035 unclassified-Peptococcaceae (DEA73) (Firmicutes) || bmcType=MUF3 (main) || 93aa || [A0A357VF50] || pumpkin2

CHH80_06365 Bacillus 2046851 (Firmicutes) || bmcType=PDU1D (main) || 230aa || [A0A268IHD4] || pumpkin3

BAZO_13559 Bacillus LMG 9581 (Firmicutes) || bmcType=PDU1D (main) || 201aa || [K6D892] || pumpkin3

CVU99_09550 unclassified-Firmicutes HGW-Firmicutes-4 (Firmicutes) || bmcType=PDU1D (sat) || 169aa || [A0A2N2BQE8] || pumpkin3

QX51_08785 Terrisporobacter 08-306576 (Firmicutes) || bmcType=GRM3A (main) || 193aa || [A0A0B3W4I9] || pumpkin3

SAMEA3545325_02743 Clostridium (SAMEA3545325) (Firmicutes) || bmcType=PDU1D (main) || 212aa || [A0A1C5WR31] || pumpkin3

FRIFI_1252 Romboutsia FRIFI (Firmicutes) || bmcType=PDU1D (main) || 193aa || [A0A2P2BQZ6] || pumpkin3

SASC598O02_009720 Snodgrassella SCGC AB-598-O02 (Proteobacteria) || bmcType=GRM3B (sat) || 174aa || [A0A080JZS2] || pumpkin3

CRN84_17990 Budvicia FDAARGOS_387 (Proteobacteria) || bmcType=GRM3B (main) || 171aa || [A0A2C6C417] || pumpkin3

VA7868_04117 Vibrio CECT 7868 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 99aa || [A0A1M6D2A4] || pumpkin3

VQ7734_01725 Vibrio quintilis (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 99aa || [A0A1M7YTJ9] || pumpkin3

BA894_08880 Vibrio CCUG 16373 (Proteobacteria) || bmcType=GRM3B (main) || 189aa || [A0A1B1ECU9] || pumpkin3

VCE7224_02261 Vibrio CECT 7224 (Proteobacteria) || bmcType=GRM3B (main) || 174aa || [A0A1C3JEE7] || pumpkin3

CWS43_15915 Rahnella AA (Proteobacteria) || bmcType=GRM3B (main) || 174aa || [A0A2N0W0A9] || pumpkin3

C2125_13305 Rahnella ZF7 (Proteobacteria) || bmcType=GRM3B (main) || 164aa || [A0A366N7F1] || pumpkin3

AWC35_20675 Gibbsiella FRB97 (Proteobacteria) || bmcType=GRM3B (main) || 170aa || [A0A250B636] || pumpkin3

NCTC12950_05026 Escherichia GN05128 (NCTC12950) (Proteobacteria) || bmcType=EUT1 (sat) || 299aa || [A0A377LKP1] || pumpkin3

EH105704_20_00260 Atlantibacter NBRC 105704 (Proteobacteria) || bmcType=GRM3B (main) || 181aa || [H5V709] || pumpkin3

M976_03345 Buttiauxella ATCC 51602 (Proteobacteria) || bmcType=GRM3B (main) || 134aa || [A0A1B7IB05] || pumpkin3

CHU32_05815 Superficieibacter BP-1 (Proteobacteria) || bmcType=GRM3B (main) || 155aa || [A0A2P5GT67] || pumpkin3

A7983_05580 Pectobacterium CFBP 3304 (Proteobacteria) || bmcType=GRM3B (main) || 191aa || [A0A1D7YYR5] || pumpkin3

CWM52_01075 Raoultella T31 (Proteobacteria) || bmcType=GRM3B (main) || 192aa || [A0A2M9RM76] || pumpkin3

Sant_2135 Sodalis (tsetse S-endosymbionts) HS1 (Proteobacteria) || bmcType=GRM3B (main) || 190aa || [W0HYF8] || pumpkin3

CVV02_03355 unclassified-Firmicutes HGW-Firmicutes-7 (Firmicutes) || bmcType=PDU1D (main) || 282aa || [A0A2N2B243] || pumpkin4

CVU84_09375 unclassified-Firmicutes HGW-Firmicutes-1 (Firmicutes) || bmcType=PDU1D (main) || 247aa || [A0A2N2EFL5] || pumpkin4

SAMEA3545303_01531 Clostridium (SAMEA3545303) (Firmicutes) || bmcType=GRM3A (main) || 215aa || [A0A1C5PZL1] || pumpkin4

AKG39_12095 Acetobacterium DSM 8239 (Firmicutes) || bmcType=PDU1D (main) || 128aa || [A0A0L6TYP8] || pumpkin4

CVU99_17255 unclassified-Firmicutes HGW-Firmicutes-4 (Firmicutes) || bmcType=PDU1D (sat) || 124aa || [A0A2N2BL52] || pumpkin4

ACH52_0481 Eubacterium SA11 (ACH52) (Firmicutes) || bmcType=PDU1D (main) || 148aa || [A0A0U3FUW6] || pumpkin4

SAMN04488579_101225 Eubacterium VPI 5359 (Firmicutes) || bmcType=PDU1D (main) || 145aa || [A0A1H3AYW8] || pumpkin4

HMP0721_1968 Pseudoramibacter ATCC 23263 (Firmicutes) || bmcType=PDU1D (main) || 140aa || [E6MIY3] || pumpkin4

HMPREF1633_15210 Tissierellia S5-A11 (Firmicutes) || bmcType=PDU1D (main) || 190aa || [A0A095XCD5] || pumpkin4

B5F88_12330 Flavonifractor An306 (Firmicutes) || bmcType=PDU1D (main) || 219aa || [A0A1Y4BSF6] || pumpkin4

HMPREF9460_01153 Flavonifractor 1_3_50AFAA (Firmicutes) || bmcType=PDU1D (main) || 207aa || [A0A096BB89] || pumpkin4

C806_00287 unclassified-Lachnospiraceae 43891 (Firmicutes) || bmcType=PDU1D (main) || 270aa || [R9J833] || pumpkin4

BED41_08985 Cloacibacillus CL-84 (Synergistetes) || bmcType=PDU1D (main) || 143aa || [A0A1B2I9L8] || pumpkin4

OBV_17610 Oscillibacter DSM 18026 (Firmicutes) || bmcType=GRM3A (main) || 242aa || [G4L0D1] || pumpkin4

CWS72_13400 Telmatospirillum 26-4b1 (Proteobacteria) || bmcType=PDU1D (main) || 104aa || [A0A2N3PUM9] || pumpkin4

SAMN04488056_10487 Cohaesibacter CGMCC 1.9157 (Proteobacteria) || bmcType=GRM3C (main) || 222aa || [A0A1I5FLV8] || pumpkin4

C0081_12335 Cohaesibacter H1304 (Proteobacteria) || bmcType=GRM3C (main) || 197aa || [A0A2N5XQX1] || pumpkin4

Rru_A0907 Rhodospirillum ATCC 11170 (Proteobacteria) || bmcType=GRM3C (main) || 220aa || [Q2RVY7] || pumpkin4

RPC_1167 Rhodopseudomonas BisB18 (Proteobacteria) || bmcType=GRM3C (main) || 195aa || [Q21A56] || pumpkin4

TSO352_19950 Azospirillum TSO35-2 (Proteobacteria) || bmcType=GRM3C (main) || 179aa || [A0A2U1VFP6] || pumpkin4

BV509_19160 Rhodovulum AB26 (BV509) (Proteobacteria) || bmcType=GRM3C (main) || 248aa || [A0A1Q9QHD0] || pumpkin4

C8N35_10838 Breoghania DSM 23382 (Proteobacteria) || bmcType=GRM3C (main) || 234aa || [A0A2T5V5I6] || pumpkin4

CLV78_11513 Pseudoruegeria DSM 29328 (Proteobacteria) || bmcType=GRM3C (sat) (omitted) || 163aa || [A0A2T0RFT0] || pumpkin4

RCAP_rcc02207 Rhodobacter NBRC 16581 (Proteobacteria) || bmcType=GRM3C (main) || 185aa || [D5AKU7] || pumpkin4

SAMN05421580_11235 Rhodobacter JA296 (Proteobacteria) || bmcType=GRM3C (main) || 225aa || [A0A1N7Q0N6] || pumpkin4

SAMN05877831_107112 Rhodobacter JA276 (Proteobacteria) || bmcType=GRM3C (main) || 205aa || [A0A285SMU5] || pumpkin4

Thert_01977 Thermoanaerobacterium GSU5 (Thert) (Firmicutes) || bmcType=PDU1D (main) || 211aa || [A0A223HZX0] || pumpkin5

SAMN05660242_2434 Thermoanaerobacterium RBIITD (Firmicutes) || bmcType=PDU1D (main) || 203aa || [A0A285BHN3] || pumpkin5

B5E53_06565 Eubacterium An11 (Firmicutes) || bmcType=PDU1D (main) || 279aa || [A0A1Y4VDJ2] || pumpkin5

EUBHAL_00519 Eubacterium DSM 3353 (Firmicutes) || bmcType=PDU1D (main) || 267aa || [C0ESZ6] || pumpkin5

EUBHAL_01594 Eubacterium DSM 3353 (Firmicutes) || bmcType=PDU1D (sat) || 148aa || [C0EW06] || pumpkin5

B5F87_06440 Eubacterium An3 (Firmicutes) || bmcType=PDU1D (sat) || 145aa || [A0A1Y4B4X4] || pumpkin5

B5E53_07750 Eubacterium An11 (Firmicutes) || bmcType=PDU1D (sat) || 134aa || [A0A1Y4VFH5] || pumpkin5

XD52_0343 unclassified-bacterium 42_11 (unclassified Bacteria) || bmcType=PDU1D (sat) || 182aa || [A0A117KZA0] || pumpkin5

Tlie_0201 Thermovirga DSM 17291 (Synergistetes) || bmcType=PDU1D (main) || 196aa || [G7V6B6] || pumpkin5

Dpep_1743 Dethiosulfovibrio DSM 11002 (Synergistetes) || bmcType=PDU1D (main) || 253aa || [D2Z8H0] || pumpkin5

Apau_0020 Aminomonas DSM 12260 (Synergistetes) || bmcType=PDU1D (main) || 179aa || [E3CVA4] || pumpkin5

HMPREF1705_02692 Acetomicrobium ATCC BAA-1850 (Synergistetes) || bmcType=PDU1D (main) || 199aa || [A0A0T5XAR9] || pumpkin5

Anamo_0119 Acetomicrobium DSM 13181 (Synergistetes) || bmcType=PDU1D (main) || 177aa || [I4BU34] || pumpkin5

SAMEA4530647_00795 Clostridium NLAE-zl-C224 (Firmicutes) || bmcType=PDU1D (main) || 174aa || [A0A239ZP02] || pumpkin5

B9W14_18850 Clostridium SL1 (Firmicutes) || bmcType=PDU1D (main) || 207aa || [A0A2U8DW37] || pumpkin5

A7L45_05655 Clostridium DSM 8809 (Firmicutes) || bmcType=PDU1D (main) || 184aa || [A0A1J0GE05] || pumpkin5

DP68_09920 Clostridium HMP27 (Firmicutes) || bmcType=PDU1D (main) || 183aa || [A0A099S3P8] || pumpkin5

CLLU_12230 Clostridium DSM 29923 (Firmicutes) || bmcType=PDU1D (main) (omitted) || 242aa || [A0A2T0BPD0] || pumpkin5

CLMAG_35690 Clostridium DSM 2767 (Firmicutes) || bmcType=PDU1D (main) || 233aa || [A0A162S1T2] || pumpkin5

CcarbDRAFT_1067 Clostridium P7 (Firmicutes) || bmcType=PDU1D (main) || 214aa || [C6PQK0] || pumpkin5

NT01CX_0492 Clostridium NT (Firmicutes) || bmcType=GRM6 (main) || 191aa || [A0Q2W1] || pumpkin5

CKR_0758 Clostridium NBRC 12016 (Firmicutes) || bmcType=ETU (main) || 364aa || [B9DZY4] || pumpkin5

CLCOL_07340 Clostridium DSM 13634 (Firmicutes) || bmcType=GRM6 (main) || 167aa || [A0A151API3] || pumpkin5

SAMN02745170_02591 Propionispora DSM 15287 (Firmicutes) || bmcType=GRM6 (main) || 190aa || [A0A1M6JG30] || pumpkin5

BXY41_106111 Bacteroides xylanolyticus (Bacteroidetes) || bmcType=GRM6 (main) || 182aa || [A0A2S6HSG5] || pumpkin5

BJL90_15505 Clostridium ATCC 27076 (BJL90) (Firmicutes) || bmcType=GRM6 (main) || 147aa || [A0A1D9FP11] || pumpkin5

SAMN02745133_02867 Desulfotomaculum DSM 12395 (Firmicutes) || bmcType=GRM6 (main) || 288aa || [A0A1M5CB84] || pumpkin5

B9T62_20540 Paenibacillus KCTC 13049 (Firmicutes) || bmcType=GRM6 (main) || 265aa || [A0A2Z2KBB5] || pumpkin5
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ERS852568_01660 Clostridium 771-14 (ERS852568) (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A174P7F6] grpU-like || sandX

UC77_06400 Clostridium 771-14 (UC77) (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A0F3FRF7] grpU-like || sandX

DCR69_01690 Clostridium (DCR69) (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A351QWL9] grpU-like || sand1

SAMN02745207_02893 Clostridium DSM 8605 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A1M5WGP9] grpU-like || sand1

B9W14_22550 Clostridium SL1 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A2U8DXY2] grpU-like || sand1

CLMAG_37980 Clostridium DSM 2767 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A162S7V3] grpU-like || sand1

ACP52_02300 Clostridium ATCC 25763 (ACP52) (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A0A2HKQ5] grpU-like || sand1

C3495_09145 unclassified-Clostridiaceae 14S0207 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A2Z4WCR5] grpU-like || sand1

U732_3406 Clostridium CDC 2741 (Firmicutes) || bmcType=GRM1A (main) || 106aa || [A0A0C1R072] grpU-like || sand1

NCTC539_01406 Clostridium ATCC 453 (NCTC539) (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A381JWT5] grpU-like || sand1

BD821_11354 Clostridium DSM 15099 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A2S6FW72] grpU-like || sand1

NCTC9836_00845 Clostridium NCTC9836 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A381J6C9] grpU-like || sand1

ND00_18930 Clostridium L74 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A0M1IXG8] grpU-like || sand1

AXF21_00815 Eubacterium ATCC 700079 (Firmicutes) || bmcType=EUT2B (main) || 106aa || [A0A223B077] grpU-like2 || pearX1

B1H13_00910 unclassified-Desulfobacteraceae 4484_190.3 (Proteobacteria) || bmcType=MIC6 (main) || 99aa || [A0A1V4SCK7] grpU-like1 || pearX2

B5F29_06740 Lachnoclostridium An196 (Firmicutes) || bmcType=EUT2B (sat) || 94aa || [A0A1Y4IPD4] grpU-like1 || sage

DW644_06280 unclassified-Clostridiales AM23-16LB (Firmicutes) || bmcType=EUT2B (main) || 133aa || [A0A373BIC3] grpU-like1 || sage

CLLU_26920 Clostridium DSM 29923 (Firmicutes) || bmcType=PDU1D (sat) (omitted) || 102aa || [A0A2T0BH74] grpU-like1 || sage

EH55_03415 Synergistes 28491 (Synergistetes) || bmcType=EUT2B (sat) || 103aa || [A0A073IQB8] grpU-like1 || sage

CSA35_06435 Dethiosulfovibrio peptidovorans (Synergistetes) || bmcType=EUT2B (sat) || 102aa || [A0A2G6M3B2] grpU-like1 || sage

ACWI_31790 Acetobacterium DSM 1911 (ACWI) (Firmicutes) || bmcType=PDU1D (sat) || 100aa || [A0A1F2PEL5] grpU-like1 || sage

Awo_c10540 Acetobacterium DSM 1030 (Firmicutes) || bmcType=PDU1D (sat) || 101aa || [H6LD01] grpU-like1 || sage

OBV_17680 Oscillibacter DSM 18026 (Firmicutes) || bmcType=GRM3A (main) || 103aa || [G4L0D8] grpU-like1 || sage

A4E56_01719 Pelotomaculum PtaU1.Bin065 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 107aa || [A0A1V5BTR8] grpU-like1 || sage

SAMN02745170_02582 Propionispora DSM 15287 (Firmicutes) || bmcType=GRM6 (main) || 98aa || [A0A1M6JFF6] grpU-like1 || sage

CVU92_00500 unclassified-Firmicutes HGW-Firmicutes-17 (Firmicutes) || bmcType=EUT2B (main) || 100aa || [A0A2N2CZD0] grpU-like1 || sage

CVU99_05855 unclassified-Firmicutes HGW-Firmicutes-4 (Firmicutes) || bmcType=EUT2B (main) || 99aa || [A0A2N2BSC2] grpU-like1 || sage

AKG39_06005 Acetobacterium DSM 8239 (Firmicutes) || bmcType=EUT2B (main) || 101aa || [A0A0L6U1U3] grpU-like1 || sage

DOZ58_03880 Acetobacterium KB-1 (Firmicutes) || bmcType=EUT2B (main) || 100aa || [A0A2Z4I4Y5] grpU-like1 || sage

CVU89_07485 unclassified-Firmicutes HGW-Firmicutes-14 (Firmicutes) || bmcType=EUT2D (main) || 96aa || [A0A2N2DHB2] grpU-like1 || sage

Tfer_2642 Thermincola Z-0001 (Firmicutes) || bmcType=EUT2D (main) || 104aa || [A0A0L6W022] grpU-like1 || sage

OZSIB_2457 Ca.Ozemobacter sibiricus (Candidatus Riflebacteria) || bmcType=SPU7 (sat) || 116aa || [A0A367ZSR5] grpU-like1 || sage

A2W80_05930 Ca.Riflebacteria GWC2_50_8 (Candidatus Riflebacteria) || bmcType=fragmented (sat) (omitted) || 112aa || [A0A1F7FXP8] grpU-like1 || sage

CVV42_03805 Ca.Riflebacteria HGW-Riflebacteria-2 (Candidatus Riflebacteria) || bmcType=SPU7 (sat) || 105aa || [A0A2N1UFM5] grpU-like1 || sage

CVV41_09040 Ca.Riflebacteria HGW-Riflebacteria-1 (Candidatus Riflebacteria) || bmcType=SPU7 (sat) || 112aa || [A0A2N1TXJ2] grpU-like1 || sage

ACD_39C00793G0002 unclassified-groundwater-bacterium AMFJ (unclassified) || bmcType=incomplete (sat) (omitted) || 112aa || [K2D9Q1] grpU-like1 || sage

SAMN02194393_04907 Maledivibacter M1 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A1T5MK18] grpU-like2 || pearX3

Tlie_0206 Thermovirga DSM 17291 (Synergistetes) || bmcType=PDU1D (main) || 100aa || [G7V6C1] grpU-like1 || hunterGreen

XD52_0689 unclassified-bacterium 42_11 (unclassified Bacteria) || bmcType=PDU1D (main) || 100aa || [A0A101EER2] grpU-like1 || hunterGreen

Apau_0024 Aminomonas DSM 12260 (Synergistetes) || bmcType=PDU1D (main) || 100aa || [E3CVA8] grpU-like1 || hunterGreen

SY1_15690 Fretibacterium fastidiosum (Synergistetes) || bmcType=incomplete (main) (omitted) || 97aa || [D4M9L5] grpU-like1 || hunterGreen

Dpep_1748 Dethiosulfovibrio DSM 11002 (Synergistetes) || bmcType=PDU1D (main) || 100aa || [D2Z8H5] grpU-like1 || hunterGreen

HMPREF1705_02697 Acetomicrobium ATCC BAA-1850 (Synergistetes) || bmcType=PDU1D (main) || 107aa || [A0A0T5XAV1] grpU-like1 || hunterGreen

Anamo_0124 Acetomicrobium DSM 13181 (Synergistetes) || bmcType=PDU1D (main) || 106aa || [I4BU39] grpU-like1 || hunterGreen

SAMEA3545303_01534 Clostridium (SAMEA3545303) (Firmicutes) || bmcType=GRM3A (main) || 105aa || [A0A1C5PZ28] grpU-like1 || pearX4

CVU99_09505 unclassified-Firmicutes HGW-Firmicutes-4 (Firmicutes) || bmcType=PDU1D (sat) || 103aa || [A0A2N2BQD8] grpU-like1 || pearX4

BHW19_08905 Eubacterium 38_16 (Firmicutes) || bmcType=PDU1D (sat) || 105aa || [A0A1Q6NHA1] grpU1 || ickyGreenX

B5E53_16335 Eubacterium An11 (Firmicutes) || bmcType=PDU1D (sat) || 105aa || [A0A1Y4V292] grpU1 || ickyGreenX

CRN84_18035 Budvicia FDAARGOS_387 (Proteobacteria) || bmcType=GRM3B (main) || 102aa || [A0A2C6DLA3] grpU1 || ickyGreen1

SASC598O02_005730 Snodgrassella SCGC AB-598-O02 (Proteobacteria) || bmcType=GRM3B (sat) || 103aa || [A0A080K1J1] grpU1 || ickyGreen1

BA894_08810 Vibrio CCUG 16373 (Proteobacteria) || bmcType=GRM3B (main) || 99aa || [A0A1B1ECR3] grpU1 || ickyGreen1

VCE7224_02247 Vibrio CECT 7224 (Proteobacteria) || bmcType=GRM3B (main) || 99aa || [A0A1C3JEJ8] grpU1 || ickyGreen1

M976_03349 Buttiauxella ATCC 51602 (Proteobacteria) || bmcType=GRM3B (main) || 99aa || [A0A1B7IB16] grpU1 || ickyGreen1

AYO04_14005 Raoultella INSali127 (AYO04) (Proteobacteria) || bmcType=GRM3B (main) || 99aa || [A0A1A0EGY4] grpU1 || ickyGreen1

CWM52_01100 Raoultella T31 (Proteobacteria) || bmcType=GRM3B (main) || 99aa || [A0A2M9RM85] grpU1 || ickyGreen1

Pecwa_4094 Pectobacterium WPP163 (Proteobacteria) || bmcType=GRM3B (main) || 99aa || [D0KBF1] 4OLP grpU1 || ickyGreen1

CHU32_05835 Superficieibacter BP-1 (Proteobacteria) || bmcType=GRM3B (main) || 99aa || [A0A2P5GT81] grpU1 || ickyGreen1

Sant_2130 Sodalis (tsetse S-endosymbionts) HS1 (Proteobacteria) || bmcType=GRM3B (main) || 99aa || [W0HYF3] grpU1 || ickyGreen1

AWC35_20650 Gibbsiella FRB97 (Proteobacteria) || bmcType=GRM3B (main) || 99aa || [A0A250B619] grpU1 || ickyGreen1

A8M81_23150 Escherichia GN05128 (A8M81) (Proteobacteria) || bmcType=GRM3B (main) || 99aa || [A0A0A1A8J3] grpU1 || ickyGreen1

C2125_13325 Rahnella ZF7 (Proteobacteria) || bmcType=GRM3B (main) || 101aa || [A0A366N6N8] grpU1 || ickyGreen1

DDT56_02470 Brenneria CFCC 11842 (Proteobacteria) || bmcType=GRM3B (main) || 99aa || [A0A2U1UAZ1] grpU1 || ickyGreen1

TSO352_19910 Azospirillum TSO35-2 (Proteobacteria) || bmcType=GRM3C (main) || 100aa || [A0A2U1VFF9] grpU1 || ickyGreen2

RPC_1175 Rhodopseudomonas BisB18 (Proteobacteria) || bmcType=GRM3C (main) || 99aa || [Q21A48] grpU1 || ickyGreen2

Rru_A0915 Rhodospirillum ATCC 11170 (Proteobacteria) || bmcType=GRM3C (main) || 99aa || [Q2RVX9] grpU1 || ickyGreen2

C0081_12300 Cohaesibacter H1304 (Proteobacteria) || bmcType=GRM3C (main) || 100aa || [A0A2N5XQU1] grpU1 || ickyGreen2

SAMN04488056_10480 Cohaesibacter CGMCC 1.9157 (Proteobacteria) || bmcType=GRM3C (main) || 100aa || [A0A1I5FK34] grpU1 || ickyGreen2

C8N35_10831 Breoghania DSM 23382 (Proteobacteria) || bmcType=GRM3C (main) || 100aa || [A0A2T5V5I8] grpU1 || ickyGreen2

CH339_19835 Rhodobium DSM 11290 (Proteobacteria) || bmcType=GRM3C (main) || 99aa || [A0A327JFI1] grpU1 || ickyGreen2

CLV78_1156 Pseudoruegeria DSM 29328 (Proteobacteria) || bmcType=GRM3C (main) || 100aa || [A0A2T0RFY3] grpU1 || ickyGreen2

BV509_19195 Rhodovulum AB26 (BV509) (Proteobacteria) || bmcType=GRM3C (main) || 100aa || [A0A1Q9QHM9] grpU1 || ickyGreen2

C8N38_102246 Rhodovulum DSM 19783 (Proteobacteria) || bmcType=GRM3C (main) || 100aa || [A0A2T5UIW9] grpU1 || ickyGreen2

NHU_00543 Rhodovulum AB26 (NHU) (Proteobacteria) || bmcType=GRM3C (main) || 102aa || [A0A0D6AXY1] grpU1 || ickyGreen2

SAMN05421580_11228 Rhodobacter JA296 (Proteobacteria) || bmcType=GRM3C (main) || 100aa || [A0A1N7PZR9] grpU1 || ickyGreen2

RCAP_rcc02200 Rhodobacter NBRC 16581 (Proteobacteria) || bmcType=GRM3C (main) || 99aa || [D5AKU0] grpU1 || ickyGreen2

SAMN05877831_107119 Rhodobacter JA276 (Proteobacteria) || bmcType=GRM3C (main) || 100aa || [A0A285SNM1] grpU1 || ickyGreen2

SAMEA3545416_00083 Clostridium (SAMEA3545416) (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A1C6AQE3] grpU-like || fadedOrange1

SAMN02745163_01532 Clostridium DSM 21758 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A1M6HNJ8] grpU-like || fadedOrange1

ADT22_09840 Clostridium ATCC 25763 (ADT22) (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A0C2NXY0] grpU-like || fadedOrange1

AAT22_12235 Clostridium C8 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A0G9LG67] grpU-like || fadedOrange1

CCH01_20990 Clostridium JF4335 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A1U6JM07] grpU-like || fadedOrange1

BN000_01731 Bacillus LF1 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A0U1NUW9] grpU-like2 || fadedOrange1

WX73_03524 Clostridium PTA-10522 (Firmicutes) || bmcType=UA (main) (omitted) || 101aa || [A0A162L4C7] grpU-like2 || fadedOrange1

SAMN05443428_101122 Caloramator USBA 833 (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A1T4WFL8] grpU-like2 || fadedOrange1

CACET_c30140 Clostridium DSM 1496 (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A0D8IDW4] grpU-like2 || fadedOrange2

BJL90_00680 Clostridium ATCC 27076 (BJL90) (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A1D9FGQ3] grpU-like2 || fadedOrange2

Amet_3830 Alkaliphilus QYMF (Firmicutes) || bmcType=GRM1A (main) || 106aa || [A6TUS9] grpU-like2 || fadedOrange2

EGCR1_04770 Enterococcus DSM 15689 (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A345FQM3] grpU-like2 || fadedOrange2

A5875_000619 Enterococcus 3H8_DIV0648 (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A242D9U0] grpU-like2 || fadedOrange2

BCR26_06375 Enterococcus LMG 25899 (Firmicutes) || bmcType=GRM1A (main) || 103aa || [A0A1E5KSH6] grpU-like2 || fadedOrange2

A5888_000511 Enterococcus 9E7_DIV0242 (Firmicutes) || bmcType=GRM1A (main) || 104aa || [A0A242KCB1] grpU-like2 || fadedOrange2

NCTC11027_05493 Paenibacillus BO5 (NCTC11027) (Firmicutes) || bmcType=GRM1A (main) || 106aa || [A0A378ZNP4] grpU-like2 || burntUmber

PAAL66ix_17652 Paenibacillus A6-6i-x (Firmicutes) || bmcType=GRM1A (main) || 106aa || [S9T013] grpU-like2 || burntUmber

SAMN05661091_2885 Paenibacillus N3/975 (Firmicutes) || bmcType=GRM1A (main) || 106aa || [A0A1X7HER4] grpU-like2 || burntUmber

C817_05355 Dorea 43953 (Firmicutes) || bmcType=GRM1A (main) || 94aa || [R9MND7] grpU-like2 || burntUmber

SAMN05660830_01913 Desulfovibrio DSM 7057 (SAMN05660830) (Proteobacteria) || bmcType=GRM1A (main) || 101aa || [A0A1M6HQN2] grpU-like2 || burntUmber

C7122_00975 unclassified-Lachnospiraceae F0428 (Firmicutes) || bmcType=GRM1A (main) || 93aa || [A0A2T4TBI3] grpU-like2 || burntUmber

SAMN02745115_01134 Peptoanaerobacter ATCC 43714 (Firmicutes) || bmcType=GRM3A (main) || 102aa || [A0A1T5JDN6] grpU-like2 || burntUmber

BHK98_03050 Eubacterium 24907 (Firmicutes) || bmcType=GRM1A (main) || 103aa || [A0A1Q9JG00] grpU-like2 || burntUmber

SAMEA3545284_01696 Eubacterium (SAMEA3545284) (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A1C5SR09] grpU-like2 || burntUmber

SAMN02745115_02057 Peptoanaerobacter ATCC 43714 (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A1T5KQT7] grpU-like2 || burntUmber

SAMN04489866_103125 Peptococcus DSM 20475 (Firmicutes) || bmcType=GRM1A (main) || 98aa || [A0A1G6URH8] grpU-like2 || burntUmber

SAMN02745161_1888 Halodesulfovibrio DSM 17456 (Proteobacteria) || bmcType=UA (sat) (omitted) || 101aa || [A0A1N6GYA1] grpU-like2 || burntUmber

SP90_11480 Halodesulfovibrio JC271 (Proteobacteria) || bmcType=GRM1A (main) || 101aa || [A0A1B7XB63] grpU-like2 || burntUmber

B0537_00275 Desulfotomaculum GSS09 (Firmicutes) || bmcType=GRM1A (main) || 97aa || [A0A1S6ISE9] grpU-like2 || indianRed

Desaci_1576 Desulfosporosinus DSM 22704 (Firmicutes) || bmcType=GRM1A (main) || 97aa || [I4D456] grpU-like2 || indianRed

SAMN02745123_03557 Desulfotomaculum DSM 10349 (Firmicutes) || bmcType=GRM1A (main) || 97aa || [A0A1M6WAW5] grpU-like2 || indianRed

DesyoDRAFT_5124 Desulfosporosinus DSM 17734 (Firmicutes) || bmcType=GRM1A (main) || 103aa || [H5Y079] grpU-like2 || indianRed

DESHY_120087 Desulfotomaculum DSM 18033 (Firmicutes) || bmcType=GRM1A (main) || 108aa || [K8E895] grpU-like2 || indianRed

SPSIL_47720 Sporomusa DSM 10669 (Firmicutes) || bmcType=GRM1A (main) || 103aa || [A0A259U921] grpU-like2 || indianRed

Dred_3272 Desulfotomaculum MI-1 (Firmicutes) || bmcType=GRM1A (main) || 103aa || [A4J9L9] grpU-like2 || indianRed

Desor_5415 Desulfosporosinus DSM 765 (Firmicutes) || bmcType=GRM1A (main) || 103aa || [G7WEH8] grpU-like2 || indianRed

DEAC_c12170 Desulfosporosinus M1 (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A0J1IPE5] grpU-like2 || indianRed

Desru_2082 Desulfotomaculum DSM 2154 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [F6DK20] grpU-like2 || indianRed

SAMN04488500_10754 Sporomusa DSM 5090 (Firmicutes) || bmcType=GRM1A (main) || 103aa || [A0A1W2BC11] grpU-like2 || indianRed

DEF42_09190 Desulfosporosinus (DEF42) (Firmicutes) || bmcType=GRM1A (main) || 103aa || [A0A358Q0G1] grpU-like2 || indianRed

Desmer_4383 Desulfosporosinus DSM 13257 (Firmicutes) || bmcType=GRM1A (main) || 103aa || [J7IWT6] grpU-like2 || indianRed

SAMN02746098_00568 Desulfosporosinus DSM 15449 (Firmicutes) || bmcType=GRM1A (main) || 103aa || [A0A1M5RIF4] grpU-like2 || indianRed

DOT_2438 Desulfosporosinus OT (Firmicutes) || bmcType=GRM1A (main) || 103aa || [G2FRV1] grpU-like2 || indianRed

SAMN02745215_01901 Desulfitobacterium DSM 11544 (Firmicutes) || bmcType=GRM1A (main) || 103aa || [A0A1M7TEN0] grpU-like2 || indianRed

ACT01_04840 Megasphaera MH (Firmicutes) || bmcType=GRM1A (main) || 102aa || [A0A344MI76] grpU-like2 || indianRed

A4V08_24180 Lachnoclostridium YL32 (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A1C7G8W1] grpU2 || darkTaupe1

B5G38_08875 Gemmiger An87 (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A1Y3RUX8] grpU2 || darkTaupe1

Cphy_1424 Lachnoclostridium ATCC 700394 (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A9KPD7] grpU2 || darkTaupe1

DC053_21240 Lachnoclostridium (DC053) (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A352P8L0] grpU2 || darkTaupe1

BXY41_101248 Bacteroides xylanolyticus (Bacteroidetes) || bmcType=GRM1A (main) || 101aa || [A0A2S6HYE2] grpU2 || darkTaupe1

CBFG_00659 unclassified-Clostridiales 1_7_47_FAA (Firmicutes) || bmcType=GRM1A (main) || 101aa || [C5EE96] 4OLO grpU2 || darkTaupe1

CLFS41_18590 Clostridium FS41 (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A0F0CIP7] grpU2 || darkTaupe1

C7256_18190 Lachnoclostridium NLAE-zl-G277 (C7256) (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A1I0I3V7] grpU2 || darkTaupe1

DFR60_10993 Hungatella DSM 24995 (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A2V3YF83] grpU2 || darkTaupe1

DTPHA_1403121 Enterococcus MJR8396B (DTPHA) (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A1A7ULV3] grpU2 || darkTaupe2

OMU_00778 Enterococcus ATCC 14025 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [S0SE19] grpU2 || darkTaupe2

BW732_05585 Vagococcus CD276 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A1Q2D5S4] grpU2 || darkTaupe2

A5889_000065 Enterococcus 9D6_DIV0238 (Firmicutes) || bmcType=GRM1A (main) || 97aa || [A0A200JD36] grpU2 || darkTaupe2

DXC12_02050 Melissococcus OM08-11BH (Firmicutes) || bmcType=GRM1A (main) || 97aa || [A0A374JJB9] grpU2 || darkTaupe2

UC3_03123 Enterococcus ATCC BAA-412 (Firmicutes) || bmcType=GRM1A (main) || 97aa || [R3WI56] grpU2 || darkTaupe2

A5798_001143 Enterococcus 6C8_DIV0013 (Firmicutes) || bmcType=GRM1A (main) || 98aa || [A0A242L7Z4] grpU2 || darkTaupe2

FD33_GL000440 Lactobacillus DSM 13238 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [A0A0R1PKY6] grpU2 || darkTaupe2

FD03_GL000466 Lactobacillus DSM 19682 (Firmicutes) || bmcType=GRM1A (main) || 100aa || [A0A0R1KFX1] grpU2 || darkTaupe2

ATZ35_14950 Enterococcus LMG 26678 (Firmicutes) || bmcType=GRM1A (main) || 97aa || [A0A0U2IUT8] grpU2 || darkTaupe2

A5881_000648 Enterococcus LMG 8895 (A5881) (Firmicutes) || bmcType=GRM1A (main) || 97aa || [A0A242LTJ5] grpU2 || darkTaupe2

UC7_02754 Enterococcus ATCC BAA-1240 (Firmicutes) || bmcType=GRM1A (main) || 97aa || [R3WNL4] grpU2 || darkTaupe2

UAS_02197 Enterococcus ATCC 700915 (Firmicutes) || bmcType=GRM1A (main) || 99aa || [R2RP92] grpU2 || darkTaupe2

SAMN05421767_10248 Granulicatella DSM 15827 (Firmicutes) || bmcType=GRM1A (main) || 101aa || [A0A1H9HB07] grpU2 || darkTaupeX

BIV18_06920 Peptoniphilus 12936 (Firmicutes) || bmcType=GRM1A (main) || 98aa || [A0A1U7M0R0] grpU-like2 || saffron1

HMPREF9130_2138 Peptoniphilus F0436 (Firmicutes) || bmcType=EUT2B (sat) || 98aa || [F9MTX6] grpU-like2 || saffron1

ANHYDRO_00910 Anaerococcus DSM 7454 (Firmicutes) || bmcType=GRM1A (main) || 97aa || [B6W8I7] grpU-like2 || saffron1

HMPREF0078_1368 Anaerococcus ATCC 51170 (Firmicutes) || bmcType=GRM1A (main) || 97aa || [C7HVX0] grpU-like2 || saffron1

HMPREF2852_03450 Anaerococcus HMSC065G05 (Firmicutes) || bmcType=GRM1A (main) || 97aa || [A0A1E8R893] grpU-like2 || saffron1

B5F74_04430 Collinsella An271 (Actinobacteria) || bmcType=GRM1A (main) || 100aa || [A0A1Y4DY17] grpU-like2 || saffron2

HMPREF9452_00743 Collinsella YIT 12063 (Actinobacteria) || bmcType=GRM1A (main) || 101aa || [G1WHJ3] grpU-like2 || saffron2

SAMN05216446_1624 Olsenella (SAMN05216446) (Actinobacteria) || bmcType=GRM1A (main) || 101aa || [A0A1H9R0D8] grpU-like2 || saffron2

HMPREF1316_0469 Olsenella F0195 (Actinobacteria) || bmcType=GRM1A (main) || 101aa || [U2TKW6] grpU-like2 || saffron2

HMPREF1868_01116 Olsenella DNF00959 (Actinobacteria) || bmcType=GRM1A (main) || 101aa || [A0A134A591] grpU-like2 || saffron2

HMPREF1503_1946 Olsenella MSTE5 (Actinobacteria) || bmcType=GRM1A (main) || 112aa || [X8HTW8] grpU-like2 || saffron2

SAMN04487824_11840 Olsenella (SAMN04487824) (Actinobacteria) || bmcType=GRM1A (main) || 101aa || [A0A1H1KRS0] grpU-like2 || saffron2

BN589_00987 Collinsella CAG:289 (Actinobacteria) || bmcType=GRM1A (main) || 101aa || [R7D8R0] grpU-like2 || saffron2

HMPREF1091_01166 Atopobium 10063974 (Actinobacteria) || bmcType=GRM1A (main) || 101aa || [N2BKB2] grpU-like2 || saffron2

BN814_02264 Veillonella MGS:933 (Firmicutes) || bmcType=EUT2A (main) || 115aa || [R5BIF6] pduU-like || babyPurpleX

UAY_01294 Enterococcus ATCC BAA-383 (Firmicutes) || bmcType=EUT2A (main) || 126aa || [R2R2K5] pduU-like || babyPurpleX

BCR21_02515 Enterococcus DSM 23328 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [A0A1E5GMF6] pduU-like || babyPurpleX

BCR26_14100 Enterococcus LMG 25899 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [A0A1E5KWF0] pduU-like || babyPurpleX

A5889_002410 Enterococcus 9D6_DIV0238 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [A0A200JAT2] pduU-like || babyPurpleX

BCR25_02615 Enterococcus LMG 8895 (BCR25) (Firmicutes) || bmcType=EUT2A (main) || 114aa || [A0A1E5H7J7] pduU-like || babyPurpleX

TES5_2632 Trichococcus ES5 (Firmicutes) || bmcType=EUT2A (main) || 113aa || [A0A143Z9P3] pduU || babyPurpleX

BW727_100361 Jeotgalibaca EX-07 (Firmicutes) || bmcType=EUT2A (main) || 113aa || [A0A1S6IMH6] pduU || babyPurpleX

Clos_0795 Alkaliphilus OhILAs (Firmicutes) || bmcType=EUT2A (main) || 114aa || [A8MEL7] pduU || babyPurpleX

DEF04_08090 unclassified-Clostridiales R-7 (DEF04) (Firmicutes) || bmcType=EUT2A (sat) || 114aa || [A0A358NH75] pduU || babyPurpleX

CIW83_05800 Tissierella P1 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [A0A265Q946] pduU || babyPurpleX

Closa_1494 Lachnoclostridium ATCC 35040 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [D9R9P2] pduU || babyPurpleX

BN3590_00298 Clostridium C105KSO15 (Firmicutes) || bmcType=EUT2A (main) || 113aa || [A0A0U5J9N1] pduU || babyPurpleX

NCTC507_01613 Lachnoclostridium NCTC507 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [A0A381JFW8] pduU || babyPurpleX

SAMN04488558_11412 Ignavigranum DSM 15695 (Firmicutes) || bmcType=EUT2A (sat) || 115aa || [A0A1H9GHQ9] pduU || babyPurpleX

D822_03689 Streptococcus FA-1 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [J3JPB7] pduU || babyPurpleX

Sp14A_19610 Streptococcus TH11417 (Firmicutes) || bmcType=EUT2A (main) || 112aa || [A0A345VM96] pduU || babyPurpleX

BW727_100357 Jeotgalibaca EX-07 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [A0A1S6IMI1] pduU || babyPurpleX

TES5_2628 Trichococcus ES5 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [A0A143Z6S2] pduU || babyPurpleX

Clos_0791 Alkaliphilus OhILAs (Firmicutes) || bmcType=EUT2A (main) || 114aa || [A8MEL3] pduU || babyPurpleX

CIW83_05780 Tissierella P1 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [A0A265QAA4] pduU || babyPurpleX

BN3590_00294 Clostridium C105KSO15 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [A0A0U5NL84] pduU || babyPurpleX

Closa_1490 Lachnoclostridium ATCC 35040 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [D9R9N8] pduU || babyPurpleX

BG261_09735 Floricoccus DF1 (Firmicutes) || bmcType=EUT2A (main) || 121aa || [A0A1E8GNU7] pduU-like || babyPurpleX

FM121_08940 Vagococcus bH819 (Firmicutes) || bmcType=EUT2A (main) || 117aa || [A0A1X6WPP3] pduU || babyPurpleX

FD35_GL002182 Lactobacillus DSM 15814 (Firmicutes) || bmcType=PDU1C (main) || 116aa || [A0A0R1RIJ7] pduU || babyPurpleX

IV55_GL001596 Lactobacillus DSM 22696 (IV55_GL) (Firmicutes) || bmcType=PDU1C (main) || 116aa || [A0A0R2L3L5] pduU || babyPurpleX

BN1356_01947 Streptococcus FF10 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [A0A0E4H5U3] pduU || babyPurple1

HMPREF1150_1556 Streptococcus AS14 (Firmicutes) || bmcType=PDU_EUT (main) (omitted) || 114aa || [J4Q3D0] pduU || babyPurple1

HMPREF8577_0375 Streptococcus ATCC 903 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [E8K490] pduU || babyPurple1

ERS132539_01534 Streptococcus 01ZN-TG187 (ERS132539) (Firmicutes) || bmcType=PDU_EUT (main) (omitted) || 114aa || [A0A123UHY1] pduU || babyPurple1

SAMEA4412692_00335 Streptococcus NCTC13788 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [A0A239SN37] pduU || babyPurple1

LmNIHS28_00780 Listeria FSIS11810476 (LmNIHS28) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 124aa || [A0A0B8R8I0] pduU || babyPurple2x

NT05LM_1350 Listeria FSL S4-120 (Firmicutes) || bmcType=PDU_EUT (main) (omitted) || 116aa || [E3YP94] pduU || babyPurple2x

A5802_001149 Enterococcus QAUEM2808 (A5802) (Firmicutes) || bmcType=PDU1E (main) || 117aa || [A0A1L8UR92] pduU || babyPurple2x

SAMN02745116_01139 Pilibacter ATCC BAA-1030 (Firmicutes) || bmcType=PDU1E (main) || 116aa || [A0A1T4MKI4] pduU || babyPurple2x

A5875_000320 Enterococcus 3H8_DIV0648 (Firmicutes) || bmcType=PDU1E (main) || 132aa || [A0A242D8Y2] pduU || babyPurple2x

CHH80_17195 Bacillus 2046851 (Firmicutes) || bmcType=EUT2I (main) || 114aa || [A0A268IB37] pduU || babyPurple2x

N784_13310 Pontibacillus JSM 072002 (Firmicutes) || bmcType=EUT2I (main) || 117aa || [A0A0A5FXH6] pduU || babyPurple2x

RJ45_06695 Photobacterium AD005a (Proteobacteria) || bmcType=UA (main) (omitted) || 119aa || [A0A0B9H673] pduU || babyPurple2x

SAMN05216563_112152 Kosakonia S29 (Proteobacteria) || bmcType=PDU1AB (main) || 116aa || [A0A1I2FX44] pduU || babyPurple2

DT73_23035 Mangrovibacter MFB070 (Proteobacteria) || bmcType=PDU1AB (main) || 118aa || [A0A071LPZ3] pduU || babyPurple2

ERS008476_00206 Yersinia FCF84 (ERS008476) (Proteobacteria) || bmcType=PDU1AB (main) || 116aa || [A0A0H5LQH1] pduU || babyPurple2

HMPREF0454_00798 Hafnia ATCC 51873 (Proteobacteria) || bmcType=PDU1AB (main) || 122aa || [G9Y2I4] pduU || babyPurple2

Tola_1701 Tolumonas DSM 9187 (Proteobacteria) || bmcType=PDU1AB (main) || 117aa || [C4LFE4] pduU || babyPurple2

SAMN05880558_101430 Aeromonas RU39B (Proteobacteria) || bmcType=PDU1AB (main) || 115aa || [A0A1N6P402] pduU || babyPurple2

C1M56_13790 Vibrio 60.6F (C1M56) (Proteobacteria) || bmcType=PDU1AB (main) || 117aa || [A0A2J8GMK7] pduU || babyPurple2

VIM7927_03954 Vibrio CECT 7927 (Proteobacteria) || bmcType=PDU1AB (main) || 117aa || [A0A1Y6J0L2] pduU || babyPurple2

SAMN04488136_13839 Vibrio CGMCC 1.10228 (Proteobacteria) || bmcType=PDU1AB (main) || 124aa || [A0A1G8GKG2] pduU || babyPurple2

BMT53_11095 Escherichia GN05128 (BMT53) (Proteobacteria) || bmcType=PDU1AB (main) || 116aa || [A0A085PBB4] pduU || babyPurple2

EFER_2025 Escherichia ATCC 35469 (Proteobacteria) || bmcType=PDU1AB_GRM2 (main) (omitted) || 124aa || [B7LTX3] pduU || babyPurple2

C3B70_07970 Escherichia GN05128 (C3B70) (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 124aa || [A0A2P4RYY7] pduU || babyPurple2

EATG_02928 Escherichia H605 (Proteobacteria) || bmcType=PDU1AB (main) || 124aa || [A0A1X3KLI2] pduU || babyPurple2

CKO_00781 Citrobacter ATCC BAA-895 (Proteobacteria) || bmcType=PDU1AB (main) || 117aa || [A8AEM0] pduU || babyPurple2

KpST82_3852 Klebsiella PB39 (KpST82) (Proteobacteria) || bmcType=EUT1like (main) (omitted) || 124aa || [A0A060VEF5] pduU || babyPurple2

LFZ47_09370 Salmonella 1315K (Proteobacteria) || bmcType=PDU1AB (main) || 116aa || [A0A241SCR8] pduU || babyPurple2

NCTC8261_02827 Salmonella CFSAN024758 (NCTC8261) (Proteobacteria) || bmcType=PDU1AB (main) || 127aa || [A0A379WSH7] pduU || babyPurple2

CIT292_06523 Citrobacter ATCC 29220 (Proteobacteria) || bmcType=PDU1AB (main) || 117aa || [D4B8I1] pduU || babyPurple2

LTSEADE_3076 Salmonella A4-669 (Proteobacteria) || bmcType=PDU1AB (main) || 124aa || [G5LAW4] 3CGI' pduU || babyPurple2

DV867_09910 Psychrilyobacter S5 (Fusobacteria) || bmcType=EUT2F (main) || 114aa || [A0A369XUD8] pduU || babyPurple2x

SAMN04488529_11531 Clostridium DSM 12272 (Firmicutes) || bmcType=EUT2I (main) || 117aa || [A0A1H0VBE9] eutS1 || fadedPurple1

BLGI_690 Brevibacillus GI-9 (Firmicutes) || bmcType=EUT2I (main) || 117aa || [H0U5R0] eutS1 || fadedPurple1

SAMN04487885_102215 Clostridium NLAE-zl-G419 (Firmicutes) || bmcType=EUT2I (main) || 115aa || [A0A1I2JNB7] eutS1 || fadedPurple1

CVU99_05885 unclassified-Firmicutes HGW-Firmicutes-4 (Firmicutes) || bmcType=EUT2B (main) || 114aa || [A0A2N2BSA1] eutS1 || fadedPurple1

AKG39_06035 Acetobacterium DSM 8239 (Firmicutes) || bmcType=EUT2B (main) || 114aa || [A0A0L6U1U9] eutS1 || fadedPurple1

CVU92_00530 unclassified-Firmicutes HGW-Firmicutes-17 (Firmicutes) || bmcType=EUT2B (main) || 114aa || [A0A2N2CZE9] eutS1 || fadedPurple1

DC034_12745 Clostridium (DC034) (Firmicutes) || bmcType=PDU1D (sat) || 114aa || [A0A352NY65] eutS1 || fadedPurple1

CLLU_02890 Clostridium DSM 29923 (Firmicutes) || bmcType=PDU1D (sat) (omitted) || 118aa || [A0A2T0BSL1] eutS1 || fadedPurple1

SAMN04488168_105108 Bacillus 491MF (Firmicutes) || bmcType=incomplete (sat) (omitted) || 117aa || [A0A1I1JLS7] eutS1 || fadedPurple1

SAMEA3545325_02762 Clostridium (SAMEA3545325) (Firmicutes) || bmcType=PDU1D (main) || 115aa || [A0A1C5WSI2] eutS1 || fadedPurple1

BS637_02925 Clostridium PE (Firmicutes) || bmcType=EUT2I (main) || 115aa || [A0A1S9HZI9] eutS1 || fadedPurple1

BLGI_1176 Brevibacillus GI-9 (Firmicutes) || bmcType=EUT2I (main) || 117aa || [H0U723] eutS1 || fadedPurple1

C2W64_00218 Brevibacillus LAK 1210 (C2W64) (Firmicutes) || bmcType=EUT2I (main) || 130aa || [A0A328RD55] eutS1 || fadedPurple1

UB51_11275 Paenibacillus IHBB 10380 (Firmicutes) || bmcType=EUT2I (main) || 117aa || [A0A0D3V9G6] eutS1 || fadedPurple1

PDENDC454_11780 Paenibacillus C454 (Firmicutes) || bmcType=EUT2I (main) || 117aa || [H3SFQ1] eutS1 || fadedPurple1

B5S25_03800 Paenibacillus CCM 38 (B5S25) (Firmicutes) || bmcType=EUT2I (main) || 117aa || [A0A1V0UVI8] eutS1 || fadedPurple1

SAMN05661091_3465 Paenibacillus N3/975 (Firmicutes) || bmcType=EUT2I (main) || 118aa || [A0A1X7HH64] eutS1 || fadedPurple1

SAMN06295960_3944 Paenibacillus 11 (Firmicutes) || bmcType=EUT2I (main) || 118aa || [A0A1X7LPF1] eutS1 || fadedPurple1

PAV_6c05000 Paenibacillus ATCC 6344 (PAV_6c) (Firmicutes) || bmcType=EUT2I (main) || 119aa || [K5A7E2] eutS1 || fadedPurple1

BK123_29025 Paenibacillus BHU3 (Firmicutes) || bmcType=EUT2I (main) || 118aa || [A0A1R1ATV1] eutS1 || fadedPurple1

PAAL66ix_02301 Paenibacillus A6-6i-x (Firmicutes) || bmcType=EUT2I (main) || 118aa || [S9T943] eutS1 || fadedPurple1

XI25_23635 Paenibacillus DMB20 (Firmicutes) || bmcType=EUT2I (main) || 116aa || [A0A0M2VQB5] eutS1 || fadedPurple1

DCW51_00015 Clostridium (DCW51) (Firmicutes) || bmcType=EUT2I (main) || 115aa || [A0A351QRQ8] eutS1 || fadedPurple1

SAMN04488528_102437 Clostridium DSM 12271 (Firmicutes) || bmcType=EUT2I (main) || 115aa || [A0A1I0ZVT7] eutS1 || fadedPurple1

AC1_1053 Clostridium B str. ATCC 3626 (Firmicutes) || bmcType=EUT2I (main) || 116aa || [B1R4E7] eutS1 || fadedPurple1

B2H97_00585 Paraclostridium SU1074NT (Firmicutes) || bmcType=EUT2I (main) || 116aa || [A0A1X2JJP2] eutS1 || fadedPurple1

CD630_19080 Clostridioides 630 (Firmicutes) || bmcType=EUT2I (main) || 116aa || [Q187M0] 4AXI eutS1 || fadedPurple1

CHF27_10975 Romboutsia CCRI-22766 (Firmicutes) || bmcType=EUT2 (main) (omitted) || 116aa || [A0A255I2C8] eutS1 || fadedPurple1

SAMN04515677_10190 Romboutsia DSM 797 (Firmicutes) || bmcType=EUT2I (main) || 116aa || [A0A1G9I3B7] eutS1 || fadedPurple1

B9W14_11160 Clostridium SL1 (Firmicutes) || bmcType=EUT2I (main) || 114aa || [A0A2U8DSE1] eutS1 || fadedPurple1

CI949_346 Halanaerobium (CI949) (Firmicutes) || bmcType=EUT2 (sat) (omitted) || 120aa || [A0A315R664] eutS1 || fadedPurple2

SAMN05421804_102293 Proteiniclasticum ML2 (SAMN05421804) (Firmicutes) || bmcType=EUT2B (main) || 115aa || [A0A1G8KG39] eutS1 || fadedPurple2

HMPREF9282_00619 Veillonella ACS-216-V-Col6b (Firmicutes) || bmcType=PDU1E (main) || 120aa || [K9DJ42] eutS1 || fadedPurple2

NCTC12020_01602 Veillonella NCTC12020 (Firmicutes) || bmcType=PDU1E (main) || 120aa || [A0A380NLW7] eutS1 || fadedPurple2

SAMN02745120_1194 Acetoanaerobium ATCC 35199 (Firmicutes) || bmcType=EUT2B (main) || 114aa || [A0A1T5AUY4] eutS1 || fadedPurple2

VEIDISOL_00315 Veillonella ATCC 17748 (Firmicutes) || bmcType=PDU1E (main) || 133aa || [C4FNS4] eutS1 || fadedPurple2

HMPREF1633_07490 Tissierellia S5-A11 (Firmicutes) || bmcType=EUT2B (main) || 115aa || [A0A095XMF9] eutS1 || fadedPurple2

HMPREF9130_0506 Peptoniphilus F0436 (Firmicutes) || bmcType=EUT2B (main) || 115aa || [F9MRZ8] eutS1 || fadedPurple2

HMPREF1504_1732 Veillonella ICM51a (Firmicutes) || bmcType=GRM3A (main) || 114aa || [X8HDV9] eutS1 || fadedPurple2

HMPREF9200_0647 Veillonella F0422 (Firmicutes) || bmcType=GRM3A (main) || 114aa || [F9N5R2] eutS1 || fadedPurple2

XD52_0352 unclassified-bacterium 42_11 (unclassified Bacteria) || bmcType=PDU1D (sat) || 120aa || [A0A101EF78] eutS1 || fadedPurple2

Tlie_0192 Thermovirga DSM 17291 (Synergistetes) || bmcType=PDU1D (main) || 111aa || [G7V6A7] eutS1 || fadedPurple2

Taci_0087 Thermanaerovibrio ATCC 49978 (Synergistetes) || bmcType=EUT2B (main) || 112aa || [D1B7S4] eutS1 || fadedPurple2

BWY99_02901 unclassified-Synergistetes ADurb.BinA166 (Synergistetes) || bmcType=EUT2B (sat) || 263aa || [A0A1V5HGU7] eutS1 || fadedPurple2

TheveDRAFT_1592 Thermanaerovibrio DSM 12556 (Synergistetes) || bmcType=EUT2B (main) || 112aa || [H0UQ72] eutS1 || fadedPurple2

CSA35_01275 Dethiosulfovibrio peptidovorans (Synergistetes) || bmcType=EUT2B (main) || 114aa || [A0A2G6M5M6] eutS1 || fadedPurple2

Apau_0011 Aminomonas DSM 12260 (Synergistetes) || bmcType=PDU1D (main) || 113aa || [E3CV95] eutS1 || fadedPurple2

Anamo_0110 Acetomicrobium DSM 13181 (Synergistetes) || bmcType=PDU1D (main) || 114aa || [I4BU25] eutS1 || fadedPurple2

HMPREF1705_02682 Acetomicrobium ATCC BAA-1850 (Synergistetes) || bmcType=PDU1D (main) || 138aa || [A0A0T5XAR2] eutS1 || fadedPurple2

SY1_15550 Fretibacterium fastidiosum (Synergistetes) || bmcType=incomplete (sat) (omitted) || 128aa || [D4M9L2] eutS1 || fadedPurple2

Dpep_1734 Dethiosulfovibrio DSM 11002 (Synergistetes) || bmcType=PDU1D (main) || 115aa || [D2Z8G1] eutS1 || fadedPurple2

CVU98_05520 unclassified-Firmicutes HGW-Firmicutes-3 (Firmicutes) || bmcType=EUT2B (main) || 116aa || [A0A2N2BHU7] eutS-like1 || fadedPurple2

CVV02_06060 unclassified-Firmicutes HGW-Firmicutes-7 (Firmicutes) || bmcType=EUT2B (main) || 116aa || [A0A2N2B0L6] eutS-like1 || fadedPurple2

SAMN05216233_105252 Desulfoluna AA1 (Proteobacteria) || bmcType=EUT2_GRM1 (main) (omitted) || 141aa || [A0A1G5E9T6] eutS-like1 || plumPurple1

SAMN02745702_01605 Desulfovibrio DSM 18034 (Proteobacteria) || bmcType=GRM1B (main) || 118aa || [A0A1T4W531] eutS-like1 || plumPurple1

DBY37_06315 unclassified-Desulfovibrionaceae (DBY37) (Proteobacteria) || bmcType=GRM1B (main) || 119aa || [A0A316MZT9] eutS-like1 || plumPurple1

KM92DES2_10379 Desulfovibrio (KM92DES2) (Proteobacteria) || bmcType=GRM1B (main) || 115aa || [A0A212J1I0] eutS-like1 || plumPurple1

SAMN05192586_103118 Desulfovibrio KHC7 (Proteobacteria) || bmcType=GRM1B (main) || 115aa || [A0A1G7JRD6] eutS-like1 || plumPurple1

BCS36_13445 Desulfovibrio MES5 (Proteobacteria) || bmcType=GRM1B (main) || 115aa || [A0A231NZD3] eutS-like1 || plumPurple1

SAMN02910291_02023 Desulfovibrio DSM 7057 (SAMN02910291) (Proteobacteria) || bmcType=GRM1B (main) || 115aa || [A0A1K1QK69] eutS-like1 || plumPurple1

Dde_3264 Desulfovibrio G20 (Proteobacteria) || bmcType=GRM1B (main) || 119aa || [Q30W88] eutS-like1 || plumPurple1

COA36_05760 Desulfotalea (COA36) (Proteobacteria) || bmcType=GRM1B (main) || 119aa || [A0A2G2DVP0] eutS-like1 || plumPurple1

SAMN06295933_2801 Desulfovibrio K3S (Proteobacteria) || bmcType=GRM1B (main) || 118aa || [A0A1X7E9I4] eutS-like1 || plumPurple1

DCS48_04975 Desulfovibrio (DCS48) (Proteobacteria) || bmcType=GRM1B (main) || 117aa || [A0A349HH78] eutS-like1 || plumPurple1

DESAM_21369 Desulfovibrio DSM 14728 (Proteobacteria) || bmcType=GRM1B (main) || 119aa || [L0RDK6] eutS-like1 || plumPurple1

CUESP1_2001 Clostridium Esp (Firmicutes) || bmcType=EUT2B (main) || 116aa || [M1ZF72] eutS-like1 || plumPurple2a

MORIYA_2259 Moritella DB21MT 5 (Proteobacteria) || bmcType=GRM1B (main) || 116aa || [A0A330LP08] eutS-like1 || plumPurple2a

BIT28_13615 Photobacterium 44178 (Proteobacteria) || bmcType=GRM1B (main) || 116aa || [A0A1Q9GJ17] eutS-like1 || plumPurple2a

ALO_06858 Acetonema DSM 6540 (Firmicutes) || bmcType=PDU1D (main) || 113aa || [F7NH28] eutS-like1 || plumPurple2a

P22_0402 Propionispora 2/2-37 (Firmicutes) || bmcType=PDU1D (main) || 113aa || [A0A0K8J9M4] eutS-like1 || plumPurple2a

UFO1_1111 Pelosinus UFO1 (Firmicutes) || bmcType=PDU1D (main) || 114aa || [A0A075K8W0] eutS-like1 || plumPurple2a

SAMN04490355_1002150 Pelosinus DSM 13327 (Firmicutes) || bmcType=PDU1D (main) || 113aa || [A0A1I4H578] eutS-like1 || plumPurple2a

SAMN04488502_10268 Dendrosporobacter DSM 1736 (Firmicutes) || bmcType=PDU1D (main) || 113aa || [A0A1G9Q8X4] eutS-like1 || plumPurple2a

SAMN04488499_101943 Sporomusa Mol (Firmicutes) || bmcType=PDU1D (main) || 122aa || [A0A1G7F1I6] eutS-like1 || plumPurple2a

KL86SPO_31312 Sporomusa (KL86SPO) (Firmicutes) || bmcType=PDU1D (main) || 113aa || [A0A212LUB8] eutS-like1 || plumPurple2a

SAMN04488500_101265 Sporomusa DSM 5090 (Firmicutes) || bmcType=PDU1D (main) || 113aa || [A0A1W1YF67] eutS-like1 || plumPurple2a

SPSIL_46410 Sporomusa DSM 10669 (Firmicutes) || bmcType=PDU1D (main) || 113aa || [A0A259U8Q1] eutS-like1 || plumPurple2a

SAMN04490178_11485 Propionispora DSM 13305 (Firmicutes) || bmcType=PDU1D (main) || 113aa || [A0A1H8W6Z5] eutS-like1 || plumPurple2a

SPACI_38180 Sporomusa DSM 3132 (Firmicutes) || bmcType=PDU1D (main) || 111aa || [A0A259UHB3] eutS-like1 || plumPurple2a

SAMN02194393_00321 Maledivibacter M1 (Firmicutes) || bmcType=EUT2B (main) || 116aa || [A0A1T5IFU3] eutS-like1 || plumPurple2b

SAMN02194393_03620 Maledivibacter M1 (Firmicutes) || bmcType=EUT2B (main) || 116aa || [A0A1T5LZV1] eutS1 || plumPurple2b

SAMN04488558_11416 Ignavigranum DSM 15695 (Firmicutes) || bmcType=EUT2A (sat) || 113aa || [A0A1H9GI67] eutS-like1 || plumPurple2b

D822_03669 Streptococcus FA-1 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [J3A0V9] eutS-like1 || plumPurple2b

Sp14A_19570 Streptococcus TH11417 (Firmicutes) || bmcType=EUT2A (main) || 116aa || [A0A345VM92] eutS-like1 || plumPurple2b

SAMN03080606_03778 Alkaliphilus DSM 18978 (Firmicutes) || bmcType=EUT2B (main) || 116aa || [A0A1G5KUJ9] eutS-like1 || plumPurple2b

SAMN05446037_1004201 Anaerovirgula SCA (Firmicutes) || bmcType=EUT2B (main) || 116aa || [A0A239BXE1] eutS-like1 || plumPurple2b

Amet_0250 Alkaliphilus QYMF (Firmicutes) || bmcType=EUT2B (main) || 116aa || [A6TJW5] eutS-like1 || plumPurple2b

B6241_13645 unclassified-Spirochaetaceae 4572_59 (Spirochaetes) || bmcType=incomplete (sat) (omitted) || 114aa || [A0A1W9V4Z9] eutS-like1 || plumPurple2b

B6I31_00935 unclassified-Desulfobacteraceae 4572_19 (Proteobacteria) || bmcType=fragmented (sat) (omitted) || 114aa || [A0A1W9TWT9] eutS-like1 || plumPurple2b

SAMN05660420_01731 Desulfuromusa DSM 7343 (Proteobacteria) || bmcType=EUT2B (main) || 115aa || [A0A1H3ZZ49] eutS-like1 || plumPurple2b

HMPREF9093_02243 Fusobacterium F0437 (Fusobacteria) || bmcType=incomplete (sat) (omitted) || 116aa || [G6C6M8] eutS-like1 || plumPurple2b

CS399_05035 Fusobacterium KCOM 2880 (Fusobacteria) || bmcType=EUT2F (main) || 115aa || [A0A2G7H9L8] eutS-like1 || plumPurple2b

C7Y58_01855 Fusobacterium ChDC F317 (C7Y58) (Fusobacteria) || bmcType=EUT2F (main) || 122aa || [A0A2P1QZM6] eutS-like1 || plumPurple2b

CTM98_11365 Fusobacterium KCOM 1265 (CTM98) (Fusobacteria) || bmcType=EUT2F (main) || 122aa || [A0A2D3PVR7] eutS-like1 || plumPurple2b

HMPREF0202_01028 Cetobacterium ATCC BAA-474 (Fusobacteria) || bmcType=EUT2F (main) || 113aa || [U7VC13] eutS-like1 || plumPurple2b

DDY85_10310 Fusobacterium (DDY85) (Fusobacteria) || bmcType=EUT2F (main) || 113aa || [A0A354SVM1] eutS-like1 || plumPurple2b

SAMN02745174_01139 Cetobacterium ATCC 700028 (Fusobacteria) || bmcType=EUT2F (main) || 113aa || [A0A1T4MBQ9] eutS-like1 || plumPurple2b

FM121_08920 Vagococcus bH819 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [A0A1X6WPK8] eutS-like1 || plumPurple2b

CSA11_10360 unclassified-Chloroflexi (CSA11) (Chloroflexi) || bmcType=PDU1D (main) || 125aa || [A0A2G6P5R7] eutS-like1 || plumPurple2b

SAMN03080610_02714 Afifella DSM 2698 (Proteobacteria) || bmcType=PDU1D (main) || 120aa || [A0A1G5NUX2] eutS-like1 || plumPurple2b

SAMN02745176_01977 Lutispora DSM 19022 (Firmicutes) || bmcType=EUT2B (main) || 128aa || [A0A1M6FI37] eutS-like1 || plumPurple3

Awo_c26570 Acetobacterium DSM 1030 (Firmicutes) || bmcType=PDU1D (sat) || 116aa || [H6LEW7] eutS-like1 || plumPurple3

ACH52_3144 Eubacterium SA11 (ACH52) (Firmicutes) || bmcType=PDU1D (sat) || 117aa || [A0A0U2VPX0] eutS-like1 || plumPurple3

SAMN02745883_01909 Caminicella DSM 14501 (Firmicutes) || bmcType=EUT2B (main) || 119aa || [A0A1M6RZR6] eutS-like1 || plumPurple3

C7380_103115 Oceanotoga DSM 24906 (Thermotogae) || bmcType=EUT2I (main) || 114aa || [A0A316D081] eutS-like1 || plumPurple3

SAMN05660297_02555 Natronincola DSM 18979 (Firmicutes) || bmcType=EUT2B (main) || 114aa || [A0A1I0EWM8] eutS-like1 || plumPurple3

SAMN02745975_02204 Geosporobacter DSM 17957 (Firmicutes) || bmcType=EUT2B (main) || 115aa || [A0A1M6JR14] eutS-like1 || plumPurple3

U732_1322 Clostridium CDC 2741 (Firmicutes) || bmcType=EUT2I (main) || 114aa || [A0A0C1U1T9] eutS-like1 || plumPurple3

M918_02750 Clostridium BL8 (Firmicutes) || bmcType=EUT2I (main) || 114aa || [T0NBZ8] eutS-like1 || plumPurple3

DBX66_08150 unclassified-Clostridiales R-7 (DBX66) (Firmicutes) || bmcType=EUT2B (main) || 116aa || [A0A2V2DLP5] eutS-like1 || plumPurple3

CTC_02181 Clostridium E88 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 117aa || [Q892C4] eutS-like1 || plumPurple3

BD821_10858 Clostridium DSM 15099 (Firmicutes) || bmcType=EUT2I (main) || 114aa || [A0A2S6FXG8] eutS-like1 || plumPurple3

CTM_06261 Clostridium DSM 665 (Firmicutes) || bmcType=EUT2I (main) || 114aa || [A0A037ZAL2] eutS-like1 || plumPurple3

DER71_10557 Halanaerobium DL-01 (Firmicutes) || bmcType=PDU1D (main) || 116aa || [A0A368Z6D9] eutS-like1 || plumPurple3

Halsa_1001 Halanaerobium sapolanicus (Firmicutes) || bmcType=PDU1D (main) || 114aa || [E4RMB4] eutS-like1 || plumPurple3

HSACCH_00273 Halanaerobium DSM 6643 (Firmicutes) || bmcType=PDU1D (main) || 117aa || [M5DY88] eutS-like1 || plumPurple3

CI949_3664 Halanaerobium (CI949) (Firmicutes) || bmcType=incomplete (main) (omitted) || 117aa || [A0A315QX39] eutS-like1 || plumPurple3

C3495_02245 unclassified-Clostridiaceae 14S0207 (Firmicutes) || bmcType=EUT2I (main) || 114aa || [A0A2Z4WA23] eutS-like1 || plumPurple3

SAMN02745196_00510 Clostridium DSM 3089 (Firmicutes) || bmcType=EUT2I (main) || 114aa || [A0A1M5TBM6] eutS-like1 || plumPurple3

SAMN02745248_00405 Hathewaya DSM 3090 (Firmicutes) || bmcType=EUT2I (main) || 114aa || [A0A1M6KB47] eutS-like1 || plumPurple3

Clole_4095 Cellulosilyticum ATCC 49066 (Firmicutes) || bmcType=EUT2I (main) || 118aa || [F2JLZ1] eutS-like1 || plumPurple3

NCTC11035_00777 Blautia NCTC11035 (NCTC11035) (Firmicutes) || bmcType=EUT2I (main) || 116aa || [A0A381HG15] eutS-like1 || plumPurple3

RHS_4915 Robinsoniella RHS (Firmicutes) || bmcType=EUT2I (main) || 116aa || [A0A0J1IWY3] eutS-like1 || plumPurple3

SAMN02745158_01188 Lactonifactor DSM 17459 (Firmicutes) || bmcType=EUT2I (main) || 116aa || [A0A1M4VEG3] eutS-like1 || plumPurple3

Cphy_2649 Lachnoclostridium ATCC 700394 (Firmicutes) || bmcType=EUT2I (main) || 117aa || [A9KMZ9] eutS-like1 || plumPurple3

SAMN02746066_03014 Anaerosporobacter DSM 15930 (Firmicutes) || bmcType=EUT2I (main) || 121aa || [A0A1M7L1W8] eutS-like1 || plumPurple3

BEN19_04295 Epulopiscium Nuni2H_MBin003 (Firmicutes) || bmcType=UA (sat) (omitted) || 114aa || [A0A1V2YLZ7] eutS-like1 || plumPurple3

B0D91_04715 unclassified-Oceanospirillales LUC14_002_19_P2 (Proteobacteria) || bmcType=fragmented (sat) (omitted) || 115aa || [A0A1Y1R629] eutS-like1 || plumPurple3

GV64_00520 Endozoicomonas DSM 22380 (Proteobacteria) || bmcType=EUT2B (main) || 123aa || [A0A081K5J2] eutS-like1 || plumPurple3

EHSB41UT_02900 Parendozoicomonas haliclonae (Proteobacteria) || bmcType=EUT2 (main) (omitted) || 115aa || [A0A1X7ANY3] eutS-like1 || plumPurple3

DC094_15140 unclassified-Flavobacteriaceae Hp12 (Bacteroidetes) || bmcType=incomplete (main) (omitted) || 114aa || [A0A2V1GYE9] eutS-like1 || plumPurple3

TEPIRE1_2205 Tepidanaerobacter Re1 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 115aa || [F4LR22] eutS2 || violetPinkX

TSYNT_178 Tepidanaerobacter JL (Firmicutes) || bmcType=EUT2B (main) || 115aa || [A0A0U9HBT7] eutS2 || violetPinkX

ABG79_01687 Caloramator VF08 (Firmicutes) || bmcType=EUT2B (main) || 114aa || [A0A0R3JSL0] eutS2 || violetPinkX

ATZ99_21920 Thermovenabulum R270 (Firmicutes) || bmcType=EUT2B (main) || 126aa || [A0A161PV65] eutS2 || violetPinkX

SAMN05216180_0673 Hydrogenoanaerobacterium CGMCC 1.5070 (Firmicutes) || bmcType=EUT2B (main) || 116aa || [A0A1H7ZHE0] eutS2 || violetPink1a

BACCAP_01534 Pseudoflavonifractor ATCC 29799 (Firmicutes) || bmcType=EUT2B (main) || 129aa || [A6NTK5] eutS2 || violetPink1a

BRYFOR_07180 Marvinbryantia DSM 14469 (Firmicutes) || bmcType=EUT2B (main) || 116aa || [C6LEX9] eutS2 || violetPink1a

BIV19_07055 Intestinimonas DSM 26588 (BIV19) (Firmicutes) || bmcType=EUT2B (main) || 116aa || [A0A1Q9KAI8] eutS2 || violetPink1a

SAMEA3545390_02450 Butyricicoccus (SAMEA3545390) (Firmicutes) || bmcType=EUT2B (main) || 116aa || [A0A1C6G5V7] eutS2 || violetPink1a

A4U99_13340 Flavonifractor 2789STDY5834932 (A4U99) (Firmicutes) || bmcType=EUT2B (main) || 116aa || [A0A174MSZ0] eutS2 || violetPink1a

KL86CLO1_13348 unclassified-Clostridiales (KL86CLO1) (Firmicutes) || bmcType=EUT2B (main) || 116aa || [A0A212KIZ4] eutS2 || violetPink1a

B5F15_06575 Butyricicoccus An180 (B5F15) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 116aa || [A0A1Y4LR33] eutS2 || violetPink1a

EH55_00835 Synergistes 28491 (Synergistetes) || bmcType=EUT2B (main) || 116aa || [A0A073IT50] eutS2 || violetPink1a

BED41_04110 Cloacibacillus CL-84 (Synergistetes) || bmcType=EUT2B (main) || 116aa || [A0A1B2I319] eutS2 || violetPink1a

Cloev_0763 Cloacibacillus DSM 19522 (Synergistetes) || bmcType=EUT2B (main) || 117aa || [A0A010YEK4] eutS2 || violetPink1a

C8E03_102370 Lachnotalea CCRI-19302 (C8E03) (Firmicutes) || bmcType=EUT2B (main) || 116aa || [A0A255I8T5] eutS2 || violetPink1a

SAMN05216249_11761 Acetitomaculum DSM 5522 (Firmicutes) || bmcType=EUT2B (main) || 117aa || [A0A1I0ZXL0] eutS2 || violetPink1a

ERS852537_02341 Fusicatenibacter (ERS852537) (Firmicutes) || bmcType=EUT2B (main) || 137aa || [A0A174T522] eutS2 || violetPink1a

DQQ01_02390 Blautia KCTC 15426 (Firmicutes) || bmcType=EUT2B (main) || 115aa || [A0A2Z4U865] eutS2 || violetPink1a

EVA_09303 unclassified-gut-metagenome (EVA) (unclassified_metagenomic) || bmcType=incomplete (sat) (omitted) || 115aa || [J9CR12] eutS2 || violetPink1a

B5F29_01755 Lachnoclostridium An196 (Firmicutes) || bmcType=EUT2B (main) || 115aa || [A0A1Y4IQ78] eutS2 || violetPink1a

B5F29_01760 Lachnoclostridium An196 (Firmicutes) || bmcType=EUT2B (main) || 115aa || [A0A1Y4IVF9] eutS2 || violetPink1a

DW644_06270 unclassified-Clostridiales AM23-16LB (Firmicutes) || bmcType=EUT2B (main) || 118aa || [A0A373BID2] eutS2 || violetPink1a

AXF21_00740 Eubacterium ATCC 700079 (Firmicutes) || bmcType=EUT2B (main) || 115aa || [A0A223B038] eutS2 || violetPink1a

BN138_44 unclassified-termite-gut (BN138) (unclassified_metagenomic) || bmcType=UA (main) (omitted) || 116aa || [S0DG13] eutS2 || violetPink1b

C7256_00665 Lachnoclostridium NLAE-zl-G277 (C7256) (Firmicutes) || bmcType=EUT2B (main) || 116aa || [A0A1I0GEF7] eutS2 || violetPink1b

ERS852479_00478 Lachnoclostridium 2789STDY5834864 (Firmicutes) || bmcType=EUT2B (main) || 120aa || [A0A174BD13] eutS2 || violetPink1b

SAMEA3545387_00658 Clostridium (SAMEA3545387) (Firmicutes) || bmcType=EUT2B (main) || 120aa || [A0A1C5ZK90] eutS2 || violetPink1b

C814_01595 Anaerotruncus G3(2012) (Firmicutes) || bmcType=EUT2B (main) || 115aa || [R9LSX7] eutS2 || violetPink1b

BWY11_02245 unclassified-Firmicutes ADurb.Bin182 (Firmicutes) || bmcType=EUT2B (main) || 116aa || [A0A1V5XYT7] eutS2 || violetPink1b

SAMEA3545403_03173 Flavonifractor (SAMEA3545403) (Firmicutes) || bmcType=EUT2G (sat) || 121aa || [A0A1C6HFH5] eutS2 || violetPink1b

CC1_05990 Coprococcus GD_7 (Firmicutes) || bmcType=EUT2B (main) || 115aa || [D4J574] eutS2 || violetPink1b

XD66_0123 Thermacetogenium phaeum (Firmicutes) || bmcType=EUT2B (main) || 114aa || [A0A101FHL6] eutS2 || violetPink1b

HMPREF9306_01819 Propionimicrobium ACS-093-V-SCH5 (Actinobacteria) || bmcType=PDU1D (main) || 118aa || [S2W1P5] eutS2 || violetPink1d

HMPREF1531_00731 Propionibacterium F0372 (Actinobacteria) || bmcType=PDU1D (main) || 118aa || [S3XL56] eutS2 || violetPink1d

CSA64_02400 Pseudopropionibacterium (CSA64) (Actinobacteria) || bmcType=PDU1D (sat) || 116aa || [A0A2G6JD63] eutS2 || violetPink1d

HMPREF9154_2975 Pseudopropionibacterium F0230a (Actinobacteria) || bmcType=PDU1D (main) || 117aa || [I6Y592] eutS2 || violetPink1d

CR980_00880 unclassified-Propionibacteriales (CR980) (Actinobacteria) || bmcType=incomplete (sat) (omitted) || 113aa || [A0A2G6DMH5] eutS2 || violetPink1d

CVT65_12450 unclassified-Actinobacteria HGW-Actinobacteria-5 (Actinobacteria) || bmcType=PDU1D (main) || 113aa || [A0A2N3FQN8] eutS2 || violetPink1d

PFCIRM512_10845 Propionibacterium (PFCIRM512) (Actinobacteria) || bmcType=PDU1D (main) || 113aa || [A0A0A8SLN5] eutS2 || violetPink1d

HMPREF0682_1595 Propionibacterium F0233 (Actinobacteria) || bmcType=PDU1D (sat) || 114aa || [U2PW31] eutS2 || violetPink1d

PROPJV5_0456 Propionibacterium JV5 (Actinobacteria) || bmcType=PDU_EUT (main) (omitted) || 114aa || [A0A375I2P9] eutS2 || violetPink1d

SAMEA3545351_00087 Roseburia (SAMEA3545351) (Firmicutes) || bmcType=EUT2B (main) || 114aa || [A0A1C5VFQ7] eutS1 || violetPink1c

CLOSTMETH_03383 Clostridium DSM 5476 (Firmicutes) || bmcType=PDU1D_GRM5 (sat) (omitted) || 115aa || [C0EHN8] eutS2 || violetPink1c

BIV18_06900 Peptoniphilus 12936 (Firmicutes) || bmcType=GRM1A (main) || 111aa || [A0A1U7M0S5] eutS2 || violetPink1c

HMPREF2852_03430 Anaerococcus HMSC065G05 (Firmicutes) || bmcType=GRM1A (main) || 112aa || [A0A1E8R884] eutS2 || violetPink1c

HMPREF9130_2140 Peptoniphilus F0436 (Firmicutes) || bmcType=EUT2B (sat) || 112aa || [F9MTX8] eutS2 || violetPink1c

F3D3_0495 Fusibacter 3D3 (Firmicutes) || bmcType=EUT2B (main) || 115aa || [A0A1B6B840] eutS2 || violetPink2a

SAMN05192546_103354 Tindallia APO (Firmicutes) || bmcType=EUT2B (main) || 115aa || [A0A1H3LSN0] eutS2 || violetPink2a

XD49_2041 Caldanaerobacter (XD49) (Firmicutes) || bmcType=PDU1D (sat) || 113aa || [A0A117KVA9] eutS2 || violetPink2a

TheetDRAFT_1323 Thermoanaerobacter JW 200 (Firmicutes) || bmcType=PDU1D (main) || 113aa || [F1ZVI6] eutS2 || violetPink2a

CCH01_010100 Clostridium JF4335 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 119aa || [S6F9I4] eutS2 || violetPink2a

SAMEA3545416_01538 Clostridium (SAMEA3545416) (Firmicutes) || bmcType=GRM5like (main) || 120aa || [A0A1C6FT26] eutS2 || violetPink2a

HMPREF0216_00324 Clostridium DSM 1785 (Firmicutes) || bmcType=GRM5like (main) || 120aa || [L1QNJ1] eutS2 || violetPink2a

KT99_16374 Shewanella KT99 (Proteobacteria) || bmcType=EUT1 (main) || 116aa || [A9D3C6] eutS2 || violetPink2b

C9I89_06245 Photobacterium DSM 16190 (Proteobacteria) || bmcType=EUT1 (main) || 116aa || [A0A2T3N1F9] eutS2 || violetPink2b

C942_00041 Photobacterium AK15 (Proteobacteria) || bmcType=EUT1 (main) || 116aa || [L8JJU5] eutS2 || violetPink2b

P3TCK_09228 Photobacterium 3TCK (Proteobacteria) || bmcType=EUT1 (main) || 116aa || [Q1YX41] eutS2 || violetPink2b

ABT56_05935 Photobacterium CGMCC 1.12159 (Proteobacteria) || bmcType=EUT1 (main) || 116aa || [A0A0J1JXS8] eutS2 || violetPink2b

H744_2c2292 Photobacterium Gung47 (Proteobacteria) || bmcType=EUT1 (main) || 116aa || [A0A0C5X0V3] eutS2 || violetPink2b

CSB48_00315 unclassified-Proteobacteria (CSB48) (Proteobacteria) || bmcType=EUT1 (main) || 118aa || [A0A2G6D5G5] eutS2 || violetPink2b

ATG98_4191 Marinobacter LV10R520-4 (Proteobacteria) || bmcType=EUT1 (main) || 121aa || [A0A2A9FW27] eutS2 || violetPink2b

DS878_05460 Marinobacter F3R11 (Proteobacteria) || bmcType=EUT1 (main) || 120aa || [A0A366WJ14] eutS2 || violetPink2b

Maqu_1227 Marinobacter ATCC 700491 (Proteobacteria) || bmcType=EUT1 (main) || 120aa || [A1TZZ8] eutS2 || violetPink2b

GARC_5342 Paraglaciecola BSs20135 (Proteobacteria) || bmcType=EUT1 (main) || 120aa || [K6YVR1] eutS2 || violetPink2b

AAY24_03035 Sedimenticola SIP-G1 (Proteobacteria) || bmcType=EUT1 (main) || 120aa || [A0A0F7JXU9] eutS2 || violetPink2b

OLEAN_C11260 Oleispira RB-8 (Proteobacteria) || bmcType=EUT1 (main) || 120aa || [R4YL44] eutS2 || violetPink2b

CLRAG_03020 Clostridium P11 (Firmicutes) || bmcType=EUT2B (main) || 114aa || [A0A1A6B3E4] eutS-like1 || violetPink2b

C666_15205 Thauera DSM 12138 (Proteobacteria) || bmcType=EUT1 (sat) || 114aa || [N6YTM7] eutS2 || violetPink2b

A2496_06515 unclassified-Burkholderiales RIFOXYC12_FULL_60_6 (Proteobacteria) || bmcType=EUT1 (main) || 111aa || [A0A1F4P8H8] eutS2 || violetPink2b

A3F78_03405 unclassified-Burkholderiales RIFCSPLOWO2_12_FULL_61_40 (Proteobacteria) || bmcType=EUT1 (main) || 117aa || [A0A1F4K0T4] eutS2 || violetPink2b

M977_03950 Buttiauxella ATCC 51604 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 111aa || [A0A1B7HPX9] eutS2 || violetPink2b

CSQ88_09170 Iodobacter BJB302 (Proteobacteria) || bmcType=EUT1 (main) || 111aa || [A0A2G3JBP5] eutS2 || violetPink2b

CEK28_06145 Xenophilus AP218F (Proteobacteria) || bmcType=EUT1 (main) || 111aa || [A0A254VMI2] eutS2 || violetPink2b

B0T40_09460 Chromobacterium H3973 (B0T40) (Proteobacteria) || bmcType=EUT1 (main) || 111aa || [A0A1W0CQY5] eutS2 || violetPink2b

SRDD_22040 Serratia DD3 (Proteobacteria) || bmcType=EUT1 (main) || 111aa || [A0A084A0I5] eutS2 || violetPink2b

CXB74_09720 Morganella MM 190 (CXB74) (Proteobacteria) || bmcType=EUT1 (main) || 111aa || [A0A0D8L7C2] eutS2 || violetPink2b

AYY17_05770 Morganella GCSL-Mp20 (AYY17) (Proteobacteria) || bmcType=EUT1 (main) || 111aa || [A0A1B8H9T7] eutS2 || violetPink2b

BB778_08050 Pluralibacter SF84F43 (BB778) (Proteobacteria) || bmcType=EUT1 (main) || 111aa || [A0A1S2BMG5] eutS2 || violetPink2b

AT03_09330 Hafnia FB1 (Proteobacteria) || bmcType=EUT1 (main) || 111aa || [A0A097R1I2] eutS2 || violetPink2b

BWY77_00107 unclassified-bacterium ADurb.Bin431 (unclassified Bacteria) || bmcType=incomplete (sat) (omitted) || 119aa || [A0A1V5LNF9] eutS2 || violetPink2b

HMPREF0178_03145 Bilophila 4_1_30 (Proteobacteria) || bmcType=GRMguf (sat) || 113aa || [G1V6J8] eutS2 || violetPink2b

BWY38_02217 unclassified-Ignavibacteriae ADurb.Bin266 (Ignavibacteriae) || bmcType=UA (main) (omitted) || 119aa || [A0A1V5TGQ4] eutS2 || violetPink2b

CVV23_10820 unclassified-Ignavibacteriae HGW-Ignavibacteriae-2 (Ignavibacteriae) || bmcType=UA (sat) (omitted) || 119aa || [A0A2N1VV11] eutS2 || violetPink2b

HMPREF0880_04668 Yokenella ATCC 43003 (Proteobacteria) || bmcType=EUT1_GRM2 (main) (omitted) || 111aa || [G9ZAV2] eutS2 || violetPink2b

DK254_27735 Pseudomonas RW407 (Proteobacteria) || bmcType=EUT1 (main) || 111aa || [A0A2V2SMN5] eutS2 || violetPink2b

DC083_08485 Ignatzschineria KCTC 22644 (Proteobacteria) || bmcType=EUT1 (main) || 115aa || [A0A2U2ACR3] eutS2 || violetPink2b

DKL61_02125 unclassified-Gammaproteobacteria ESL0073 (Proteobacteria) || bmcType=EUT1 (main) || 115aa || [A0A2Z3I2S1] eutS2 || violetPink2b

HMPREF0178_00295 Bilophila 4_1_30 (Proteobacteria) || bmcType=GRMguf (sat) || 112aa || [G1UYE8] eutS2 || violetPink2b

Entcl_1305 Pluralibacter SCF1 (Proteobacteria) || bmcType=EUT1 (main) || 111aa || [E3G9G3] eutS2 || violetPink2b

BL147_008810 Klebsiella PB39 (BL147) (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 104aa || [A0A1V7ZE11] eutS2 || violetPink2b

KPNJ1_01539 Klebsiella 30660/NJST258_1 (Proteobacteria) || bmcType=EUT1 (main) || 121aa || [A0A0E1CAT3] eutS2 || violetPink2b

NCTC13443_05575 Klebsiella PB39 (NCTC13443) (Proteobacteria) || bmcType=EUT1 (main) || 134aa || [A0A377V7D1] eutS2 || violetPink2b

D088_910055 Salmonella RKS3027 (Proteobacteria) || bmcType=EUT1 (main) || 111aa || [R0EW22] eutS2 || violetPink2b

NCTC8261_02129 Salmonella CFSAN024758 (NCTC8261) (Proteobacteria) || bmcType=EUT1 (main) || 106aa || [A0A379WP13] eutS2 || violetPink2b

NCTC8256_01850 Salmonella CFSAN024758 (NCTC8256) (Proteobacteria) || bmcType=EUT1 (main) || 106aa || [A0A379VMX0] eutS2 || violetPink2b

NCTC10418_02285 Escherichia GN05128 (NCTC10418) (Proteobacteria) || bmcType=EUT1 (main) || 112aa || [A0A376KRI3] eutS2 || violetPink2b

NCTC11022_02513 Escherichia GN05128 (NCTC11022) (Proteobacteria) || bmcType=EUT1 (main) || 107aa || [A0A376S107] eutS2 || violetPink2b

RX31_01310 Escherichia GN05128 (RX31) (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 106aa || [A0A234XXV1] eutS2 || violetPink2b

ECSE_2743 Escherichia SE11 (Proteobacteria) || bmcType=EUT1 (main) || 135aa || [B6I529] 3I96' eutS2 || violetPink2b

P349_02815 Enterobacter DC4 (Proteobacteria) || bmcType=EUT1 (main) || 111aa || [W7P608] eutS2 || violetPink2b

CI674_27400 Shigella 4028STDY6275190 (CI674) (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 114aa || [A0A235MDL6] eutS2 || violetPink2b

NCTC10764_00675 Escherichia GN05128 (NCTC10764) (Proteobacteria) || bmcType=EUT1 (main) || 106aa || [A0A376J3Y1] eutS2 || violetPink2b

DEF42_20340 Desulfosporosinus (DEF42) (Firmicutes) || bmcType=EUT2D (main) || 117aa || [A0A358Q8B6] eutS-like2 || wineRed1

DSOL_4097 Desulfosporosinus OL (Firmicutes) || bmcType=EUT2D (sat) || 112aa || [A0A1Q8QLY3] eutS-like2 || wineRed1

SAMN02746098_05305 Desulfosporosinus DSM 15449 (Firmicutes) || bmcType=EUT2D (main) || 134aa || [A0A1M6H8C6] eutS-like2 || wineRed1

DEF89_20425 Desulfosporosinus (DEF89) (Firmicutes) || bmcType=EUT2D (main) || 117aa || [A0A358U5B0] eutS-like2 || wineRed1

DP73_14065 Desulfosporosinus HMP52 (Firmicutes) || bmcType=GRM1 (sat) (omitted) || 112aa || [A0A099S5M3] eutS-like2 || wineRed1

DD730_11945 Desulfosporosinus (DD730) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 112aa || [A0A356PBB8] eutS-like2 || wineRed1

SAMN04488499_101843 Sporomusa Mol (Firmicutes) || bmcType=EUT2D (main) || 114aa || [A0A1G7EP18] eutS-like2 || wineRed1

SAMN04488500_1323 Sporomusa DSM 5090 (Firmicutes) || bmcType=UA (sat) (omitted) || 114aa || [A0A1W2EVK3] eutS-like2 || wineRed1

Tfer_2634 Thermincola Z-0001 (Firmicutes) || bmcType=EUT2D (main) || 116aa || [A0A0L6VZQ9] eutS-like2 || wineRed2x

Dred_1290 Desulfotomaculum MI-1 (Firmicutes) || bmcType=EUT2D (main) || 114aa || [A4J421] eutS-like2 || wineRed2x

I532_12509 Brevibacillus AK1 (Firmicutes) || bmcType=EUT2E (main) || 113aa || [M8DGA2] eutS-like2 || wineRed2

SAMN05518846_106206 Brevibacillus OK042 (Firmicutes) || bmcType=EUT2E (main) || 113aa || [A0A1I3V383] eutS-like2 || wineRed2

BAVI_10296 Bacillus LMG 21834 (Firmicutes) || bmcType=SPU4 (sat) (omitted) || 113aa || [W1SMA5] eutS-like2 || wineRed2

B4119_4247 Parageobacillus B4119 (Firmicutes) || bmcType=EUT2E (main) || 112aa || [A0A150LCY2] eutS-like2 || wineRed2

A0V43_07730 Geobacillus JS12 (Firmicutes) || bmcType=EUT2E (main) || 112aa || [A0A142D1A2] eutS-like2 || wineRed2

LG52_1625 Geobacillus Et7/4 (Firmicutes) || bmcType=EUT2E (main) || 112aa || [A0A0D8BSZ6] eutS-like2 || wineRed2

C8Z91_26985 Paenibacillus AC13 (C8Z91) (Firmicutes) || bmcType=EUT2E (main) || 113aa || [A0A2T6FW33] eutS-like2 || wineRed2

SAMN04487897_10490 Paenibacillus YR247 (Firmicutes) || bmcType=EUT2E (main) || 113aa || [A0A1H0DFP3] eutS-like2 || wineRed2

DL346_16870 Paenibacillus RA17 (Firmicutes) || bmcType=EUT2E (main) || 113aa || [A0A328U4W4] eutS-like2 || wineRed2

SAMN05518855_1008229 Paenibacillus CF384 (Firmicutes) || bmcType=EUT2E (main) || 113aa || [A0A1H2YTY1] eutS-like2 || wineRed2

BG52_03285 Paenibacillus darwinianus (Firmicutes) || bmcType=EUT2E (main) || 113aa || [A0A015NVK5] eutS-like2 || wineRed2

ASD40_23375 Paenibacillus Root444D2 (Firmicutes) || bmcType=EUT2E (main) || 113aa || [A0A0Q7JR55] eutS-like2 || wineRed2

SD70_17900 Paenibacillus VKM B-2647 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 113aa || [A0A0C2V598] eutS-like2 || wineRed2

BVG16_05950 Paenibacillus ES3-24 (Firmicutes) || bmcType=EUT2E (main) || 113aa || [A0A1T2XKL6] eutS-like2 || wineRed2

SAMN05444162_1493 unclassified-Paenibacillaceae GAS479 (Firmicutes) || bmcType=EUT2E (main) || 111aa || [A0A1H1S978] eutS-like2 || wineRed2

CGZ90_17525 Fictibacillus GDSW-R2A3 (Firmicutes) || bmcType=EUT2C (sat) || 117aa || [A0A235F5E6] eutS-like2 || wineRed3

BIV60_27295 Bacillus MUM 116 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A1S2QKD6] eutS-like2 || wineRed3

A3781_15730 Bacillus MTCC 1458 (A3781) (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A0C2XWC2] eutS-like2 || wineRed3

A8F95_19855 Bacillus FJAT-27215 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A1B9B6S5] eutS-like2 || wineRed3

AWH48_01515 Domibacillus DSM 4337 (AWH48) (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A177KXJ7] eutS-like2 || wineRed3

BHE18_03805 Bacillus SAMM (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A1J6W7B5] eutS-like2 || wineRed3

ASG93_13410 Paenibacillus Soil787 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A0Q9RQ99] eutS-like2 || wineRed3

CVV65_13030 Kyrpidia EA-1 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A2K8N8S7] eutS-like2 || wineRed3

A374_04334 Fictibacillus ZFHKF-1 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [I8J4R1] eutS-like2 || wineRed3

C8P63_102131 Melghirimyces DSM 45787 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A2T6C8J7] eutS-like2 || wineRed3

ACH33_10415 Aneurinibacillus Xh2 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A0X8D4T9] eutS-like2 || wineRed3

HMPREF0083_06128 Aneurinibacillus ATCC 12856 (Firmicutes) || bmcType=EUT2C (main) || 132aa || [U1W751] eutS-like2 || wineRed3

CUU64_17435 Bacillus V5-8f (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A2N5MEB2] eutS-like2 || wineRed3

CKW00_12840 Salimicrobium WN024 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A2A3A553] eutS-like2 || wineRed3

CFK40_04600 Virgibacillus LMG 19488 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A221M9K3] eutS-like2 || wineRed3

HM131_05440 Halobacillus KTB 131 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A1W5ZSS8] eutS-like2 || wineRed3

DCC39_02725 Pueribacillus T8 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A2U1K6N9] eutS-like2 || wineRed3

DFO73_101246 Bacillus Bhandara28 (DFO73) (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A2V3A5Y4] eutS-like2 || wineRed3

CVD28_12085 Bacillus M6-12 (Firmicutes) || bmcType=fragmented (main) (omitted) || 113aa || [A0A2N5I5R5] eutS-like2 || wineRed3

ASG98_08405 Bacillus Soil531 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A0Q9UXZ9] eutS-like2 || wineRed3

SAMN05518871_108146 Psychrobacillus OK028 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A1H0F6U5] eutS-like2 || wineRed3

AZE41_20485 Sporosarcina DSM 6497 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A127W3N7] eutS-like2 || wineRed3

BCM40_03680 Planococcus DSM 22276 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A1C7EFN8] eutS-like2 || wineRed3

OXB_1297 Bacillus OxB-1 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A0A8JJ46] eutS-like2 || wineRed3

AU377_03450 Sporosarcina HYO08 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A135WFZ1] eutS-like2 || wineRed3

DCE79_07465 Lysinibacillus 2017 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A2S1H0X3] eutS-like2 || wineRed3

A0U40_05080 Lysinibacillus KCTC 13219 (Firmicutes) || bmcType=EUT2H (main) || 113aa || [A0A150YMW7] eutS-like2 || wineRed3

DFR56_11827 Pseudogracilibacillus DSM 28556 (Firmicutes) || bmcType=EUT2C (main) || 117aa || [A0A2V3VKX9] eutS-like2 || wineRed3

BB14905_00815 Bacillus B14905 (Firmicutes) || bmcType=EUT2H (main) || 113aa || [A3I8I2] eutS-like2 || wineRed3

CSV62_01475 Sporosarcina P35 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A2G6B449] eutS-like2 || wineRed3

CSV68_08480 Sporosarcina P29 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [A0A2G5ZFS7] eutS-like2 || wineRed3

HMPREF9372_2526 Sporosarcina 2681 (Firmicutes) || bmcType=EUT2C (main) || 113aa || [F9DUP5] eutS-like2 || wineRed3

DEF42_09170 Desulfosporosinus (DEF42) (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A358Q0E9] cutR || oldRose1

SAMN02746098_00564 Desulfosporosinus DSM 15449 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1M5RHF4] cutR || oldRose1

Desde_4195 Desulfitobacterium ATCC 51507 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [I4AES1] cutR || oldRose1

DSBG_3599 Desulfosporosinus BG (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1C3F2E8] cutR || oldRose1

SAMN02745215_01905 Desulfitobacterium DSM 11544 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1M7TEM3] cutR || oldRose1

SAMN02745123_03561 Desulfotomaculum DSM 10349 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1M6WB73] cutR || oldRose1

DEAC_c12130 Desulfosporosinus M1 (Firmicutes) || bmcType=GRM1A (main) || 116aa || [A0A0J1FTE3] cutR || oldRose1

Desaci_1572 Desulfosporosinus DSM 22704 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [I4D452] cutR || oldRose1

SAMN04488500_10750 Sporomusa DSM 5090 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1W2BBU9] cutR || oldRose1

SPSIL_47760 Sporomusa DSM 10669 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A259U917] cutR || oldRose1

DESHY_120083 Desulfotomaculum DSM 18033 (Firmicutes) || bmcType=GRM1A (main) || 118aa || [K8DY81] cutR || oldRose1

ACT01_04820 Megasphaera MH (Firmicutes) || bmcType=GRM1A (main) || 116aa || [A0A344MI72] cutR || oldRose1

AB840_05620 Megasphaera DSM 20462 (AB840) (Firmicutes) || bmcType=GRM1A (main) || 118aa || [A0A0J6WTM4] cutR || oldRose1

Dred_3276 Desulfotomaculum MI-1 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A4J9M3] cutR || oldRose1

B0537_00295 Desulfotomaculum GSS09 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1S6ISF3] cutR || oldRose1

Desru_2086 Desulfotomaculum DSM 2154 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [F6DK24] cutR || oldRose1

DesyoDRAFT_5128 Desulfosporosinus DSM 17734 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [H5Y083] cutR || oldRose1

Desor_5419 Desulfosporosinus DSM 765 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [G7WEI2] cutR || oldRose1

SAMN05443529_10394 Desulfosporosinus DSM 8344 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1G7UCK8] cutR || oldRose1

BCR26_06355 Enterococcus LMG 25899 (Firmicutes) || bmcType=GRM1A (main) || 109aa || [A0A1E5KSU9] cutR || oldRoseX

A5888_000515 Enterococcus 9E7_DIV0242 (Firmicutes) || bmcType=GRM1A (main) || 109aa || [A0A242KC10] cutR || oldRoseX

EGCR1_04750 Enterococcus DSM 15689 (Firmicutes) || bmcType=GRM1A (main) || 109aa || [A0A345FQL9] cutR || oldRoseX

A5865_001124 Enterococcus 12E11_DIV0728 (Firmicutes) || bmcType=GRM1A (main) || 109aa || [A0A242HN04] cutR || oldRoseX

A5875_000615 Enterococcus 3H8_DIV0648 (Firmicutes) || bmcType=GRM1A (main) || 109aa || [A0A242DAW6] cutR || oldRoseX

PDENDC454_17178 Paenibacillus C454 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [H3SIR2] cutR || oldRoseX

SAMN04488689_102632 Paenibacillus CL6Col (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1G7FVU4] cutR || oldRoseX

SAMN05661091_2881 Paenibacillus N3/975 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1X7HFX6] cutR || oldRoseX

PBLR_12637 Paenibacillus alvei (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A383RAS2] cutR || oldRoseX

PAALTS15_09199 Paenibacillus TS-15 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [S9STV3] cutR || oldRoseX

PAV_7c02560 Paenibacillus ATCC 6344 (PAV_7c) (Firmicutes) || bmcType=GRM1A (main) || 117aa || [K4ZIU0] cutR || oldRoseX

HMPREF1091_01170 Atopobium 10063974 (Actinobacteria) || bmcType=GRM1A (main) || 112aa || [N2BPK2] cutR || oldRoseX

B5F74_04410 Collinsella An271 (Actinobacteria) || bmcType=GRM1A (main) || 115aa || [A0A1Y4DRZ1] cutR || oldRoseX

HMPREF9452_00747 Collinsella YIT 12063 (Actinobacteria) || bmcType=GRM1A (main) || 112aa || [G1WHJ7] cutR || oldRoseX

BN589_00983 Collinsella CAG:289 (Actinobacteria) || bmcType=GRM1A (main) || 112aa || [R7D743] cutR || oldRoseX

HMPREF0379_0301 Peptoanaerobacter ATCC 43715 (Firmicutes) || bmcType=GRM3A (main) || 117aa || [E0QH03] cutR || oldRose2

SAMN02745115_02061 Peptoanaerobacter ATCC 43714 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1T5KQU6] cutR || oldRose2

ERS852568_01664 Clostridium 771-14 (ERS852568) (Firmicutes) || bmcType=GRM1A (main) || 122aa || [A0A174PAI0] cutR || oldRose2

BKM67_04890 Streptococcus 01ZN-TG187 (BKM67) (Firmicutes) || bmcType=GRM1A (main) || 112aa || [A0A0Z8QI51] cutR || oldRose2

NCTC6179_02025 Streptococcus NCTC5370 (NCTC6179) (Firmicutes) || bmcType=GRM1A (main) || 115aa || [A0A2X3YB28] cutR || oldRose2

SAMEA4412692_02071 Streptococcus NCTC13788 (Firmicutes) || bmcType=GRM1A (main) || 116aa || [A0A239SZJ5] cutR || oldRose2

SR187_4395 Streptococcus ruminantium (Firmicutes) || bmcType=GRM1A (main) || 121aa || [A0A2Z5TMD3] cutR || oldRose2

NC01_02740 Streptococcus NCTC4673 (Firmicutes) || bmcType=GRM1A (main) || 116aa || [A0A0A6S731] cutR || oldRose2

ERS133248_04434 Chlamydia R36176extract (ERS133248) (Chlamydiae) || bmcType=GRM1A (sat) || 116aa || [A0A0E9GDK0] cutR || oldRose2

IUSA1_06800 Streptococcus IUSA1 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [V4SKF3] cutR || oldRose2

HMPREF2780_00575 Streptococcus HMSC062B01 (Firmicutes) || bmcType=GRM1A (main) || 116aa || [A0A1E9DXQ7] cutR || oldRose2

HMPREF1654_00416 Streptococcus SK54 (Firmicutes) || bmcType=GRM1A (main) || 116aa || [A0A0E2IV13] 6XPI cutR || oldRose2

SAMN05660830_01917 Desulfovibrio DSM 7057 (SAMN05660830) (Proteobacteria) || bmcType=GRM1A (main) || 119aa || [A0A1M6HR07] cutR || oldRose3

SAMN04488528_100859 Clostridium DSM 12271 (Firmicutes) || bmcType=EUT2_GRM1 (main) (omitted) || 117aa || [A0A1I0XE94] cutR || oldRose3

B9W14_22570 Clostridium SL1 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A2U8DWQ3] cutR || oldRose3

SAMN02745207_02889 Clostridium DSM 8605 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1M5WHB7] cutR || oldRose3

CCH01_017550 Clostridium JF4335 (Firmicutes) || bmcType=GRM1 (main) (omitted) || 117aa || [S6F1K7] cutR || oldRose3

SAMEA3545416_00087 Clostridium (SAMEA3545416) (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1C6AQU0] cutR || oldRose3

SAMN02745163_01528 Clostridium DSM 21758 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1M6HN17] cutR || oldRose3

U732_3402 Clostridium CDC 2741 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A0C1R081] cutR || oldRose3

DCR69_01710 Clostridium (DCR69) (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A355DA66] cutR || oldRose3

C3495_09165 unclassified-Clostridiaceae 14S0207 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A2Z4WCN3] cutR || oldRose3

ADT22_09820 Clostridium ATCC 25763 (ADT22) (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A0C2N958] cutR || oldRose3

SAMN04489866_103121 Peptococcus DSM 20475 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1G6UST8] cutR || oldRose3

BS637_02330 Clostridium PE (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1S9HYX3] cutR || oldRose3

B0673_07285 Clostridium 1275_DC (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1T1EW73] cutR || oldRose3

BN906_01602 Clostridium 12124569 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [U6EYT0] cutR || oldRose3

AXF41_05155 Clostridium haemolyticum (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1V2Y9K4] cutR || oldRose3

RSJ2_2018 Clostridium ATCC 25763 (RSJ2) (Firmicutes) || bmcType=GRM1A (sat) (omitted) || 117aa || [A0A2I4P869] cutR || oldRose3

A5798_001138 Enterococcus 6C8_DIV0013 (Firmicutes) || bmcType=GRM1A (main) || 112aa || [A0A242L7Q2] cutR || oldRose3

Clos_2396 Alkaliphilus OhILAs (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A8MJE6] cutR || oldRose3

Amet_3834 Alkaliphilus QYMF (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A6TUT3] cutR || oldRose3

SAMEA3545284_01692 Eubacterium (SAMEA3545284) (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1C5SQX8] cutR || oldRose3

SAMN02745161_1884 Halodesulfovibrio DSM 17456 (Proteobacteria) || bmcType=UA (sat) (omitted) || 117aa || [A0A1N6GY92] cutR || oldRose3

BN000_01735 Bacillus LF1 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A0U1NUU6] cutR || oldRose3

CN481_21000 Bacillus AFS006103 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A2A8ICR7] cutR || oldRose3

C817_05352 Dorea 43953 (Firmicutes) || bmcType=GRM1A (main) || 119aa || [R9MPP3] cutR || oldRose3

BHK98_03070 Eubacterium 24907 (Firmicutes) || bmcType=GRM1A (main) || 119aa || [A0A1Q9JFX0] cutR || oldRose3

SAMN05443428_101126 Caloramator USBA 833 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1T4WFS6] cutR || oldRose3

Closa_4016 Lachnoclostridium ATCC 35040 (Firmicutes) || bmcType=GRM1A (main) || 112aa || [D9R1K4] cutR || oldRose4

Cphy_1419 Lachnoclostridium ATCC 700394 (Firmicutes) || bmcType=GRM1A (main) || 113aa || [A9KPD2] cutR || oldRose4

BXY41_101243 Bacteroides xylanolyticus (Bacteroidetes) || bmcType=GRM1A (main) || 112aa || [A0A2S6HYM8] cutR || oldRose4

DDX68_22435 Clostridium (DDX68) (Firmicutes) || bmcType=incomplete (main) (omitted) || 107aa || [A0A353MZK0] cutR || oldRose4

H171_4339 Lachnoclostridium 18A (Firmicutes) || bmcType=GRM1A (main) || 112aa || [A0A2M8ZBC2] cutR || oldRose4

ERS852407_01586 Hungatella AF31-1 (ERS852407) (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A174BG14] cutR || oldRose4

CLOSTASPAR_04585 Lachnoclostridium DSM 15981 (Firmicutes) || bmcType=GRM1A (main) || 144aa || [C0D5N9] cutR || oldRose4

SAMN05216313_11927 Lachnoclostridium NLAE-zl-G277 (SAMN05216313) (Firmicutes) || bmcType=GRM1A (main) || 184aa || [A0A1I0I3Z3] cutR || oldRose4

CBFG_00664 unclassified-Clostridiales 1_7_47_FAA (Firmicutes) || bmcType=GRM1A (main) || 117aa || [C5EEA1] cutR || oldRose4

CLFS41_18640 Clostridium FS41 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A0F0CIQ1] cutR || oldRose4

B5F28_08320 Gemmiger An194 (Firmicutes) || bmcType=GRM1A (main) || 116aa || [A0A1Y4IUM9] cutR || oldRose4

A4V08_24155 Lachnoclostridium YL32 (Firmicutes) || bmcType=GRM1A (main) || 111aa || [A0A1C7GEK0] cutR || oldRose4

BW732_05610 Vagococcus CD276 (Firmicutes) || bmcType=GRM1A (main) || 114aa || [A0A1Q2D681] cutR || oldRose4

SAMN02194393_04902 Maledivibacter M1 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A1T5MK09] cutR || oldRose4

SAMN05421767_10253 Granulicatella DSM 15827 (Firmicutes) || bmcType=GRM1A (main) || 129aa || [A0A1H9HBM3] cutR || oldRose4

AUF12_18815 Enterococcus FDAARGOS_182 (AUF12) (Firmicutes) || bmcType=GRM1A (main) || 114aa || [A0A2N8PSH4] cutR || oldRose4

DTPHA_1403116 Enterococcus MJR8396B (DTPHA) (Firmicutes) || bmcType=GRM1A (main) || 114aa || [A0A1A7ULU6] cutR || oldRose4

UAS_02202 Enterococcus ATCC 700915 (Firmicutes) || bmcType=GRM1A (main) || 114aa || [R2RP96] cutR || oldRose4

FD03_GL000461 Lactobacillus DSM 19682 (Firmicutes) || bmcType=GRM1A (main) || 117aa || [A0A0R1K7W2] cutR || oldRose4

DXC12_02025 Melissococcus OM08-11BH (Firmicutes) || bmcType=GRM1A (main) || 114aa || [A0A374JL42] cutR || oldRose4

A5889_000060 Enterococcus 9D6_DIV0238 (Firmicutes) || bmcType=GRM1A (main) || 114aa || [A0A200JDC4] cutR || oldRose4

BCR25_14030 Enterococcus LMG 8895 (BCR25) (Firmicutes) || bmcType=GRM1A (main) || 114aa || [A0A1E5H4I5] cutR || oldRose4

UC3_03128 Enterococcus ATCC BAA-412 (Firmicutes) || bmcType=GRM1A (main) || 114aa || [R3WI60] cutR || oldRose4

BCR24_02665 Enterococcus LMG 26676 (Firmicutes) || bmcType=GRM1A (main) || 114aa || [A0A1E5HCU1] cutR || oldRose4

ATZ33_06440 Enterococcus LMG 23085 (Firmicutes) || bmcType=GRM1A (main) || 114aa || [A0A0S3K9L1] cutR || oldRose4

UAY_02016 Enterococcus ATCC BAA-383 (Firmicutes) || bmcType=GRM1A (main) || 116aa || [R2TGF4] cutR || oldRose4

CI088_04045 Enterococcus LMG 26214 (CI088) (Firmicutes) || bmcType=GRM1A (main) || 114aa || [A0A2W4BG85] cutR || oldRose4

BCAMP_10300 Brochothrix FSL F6-1037 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [W7CJG7] pduU-like || iceBlue1

BFR34_11985 Brochothrix DSM 20171 (Firmicutes) || bmcType=EUT2A (main) || 116aa || [W7CEU7] pduU-like || iceBlue1

SAMN02745116_00114 Pilibacter ATCC BAA-1030 (Firmicutes) || bmcType=EUT2A (main) || 115aa || [A0A1T4K6Z4] pduU-like || iceBlue1

Sterm_1040 Sebaldella ATCC 33386 (Fusobacteria) || bmcType=PDU_EUT (main) (omitted) || 115aa || [D1AFM3] pduU-like || iceBlue1

Lebu_0079 Leptotrichia ATCC 14201 (Fusobacteria) || bmcType=EUT2B (main) || 116aa || [C7NCU2] pduU-like || iceBlue1

HMPREF1552_00937 Leptotrichia F0557 (Fusobacteria) || bmcType=EUT2B (main) || 116aa || [U2PMG8] pduU-like || iceBlue1

HMPREF9108_01853 Leptotrichia F0581 (Fusobacteria) || bmcType=EUT2B (sat) || 116aa || [U2WK48] pduU-like || iceBlue1

SAMN04488559_12129 Isobaculum DSM 13760 (Firmicutes) || bmcType=EUT2A (main) || 114aa || [A0A1H9U4A4] pduU-like || iceBlue1

CUS93_11005 Enterococcus MJR8396B (CUS93) (Firmicutes) || bmcType=PDU1C (main) || 115aa || [A0A2S7RQJ3] pduU-like || iceBlue1

RU97_GL000949 Enterococcus DSM 17029 (Firmicutes) || bmcType=EUT2A (main) || 116aa || [A0A1L8RHY3] pduU-like || iceBlue1

B6S42_09190 Enterococcus 263EA1 (B6S42) (Firmicutes) || bmcType=EUT2A (main) || 115aa || [A0A1X2P180] pduU-like || iceBlue1

SAMN04487758_10737 Enterococcus QAUEM2808 (SAMN04487758) (Firmicutes) || bmcType=EUT2A (main) || 115aa || [A0A1I4M811] pduU-like || iceBlue1

A11Y_176180 Lactobacillus CECT5711 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 119aa || [J3JCK6] pduU-like || iceBlue2

FC24_GL001444 Lactobacillus DSM 20253 (Firmicutes) || bmcType=PDU1C (main) || 119aa || [A0A0R2D132] pduU-like || iceBlue2

CUC10_08135 Lactobacillus 482_46 (CUC10) (Firmicutes) || bmcType=EUT2A (main) || 118aa || [A0A2G9IJ96] pduU-like || iceBlue2

CNR29_11420 Lactobacillus D7 (CNR29) (Firmicutes) || bmcType=EUT2A (main) || 122aa || [A0A2A3U0K4] pduU-like || iceBlue2

FD14_GL002294 Lactobacillus DSM 23365 (Firmicutes) || bmcType=EUT2A (main) || 122aa || [A0A0R2FJ25] pduU-like || iceBlue2

JG29_14550 Lactobacillus Hon2 (Firmicutes) || bmcType=EUT2A (main) || 121aa || [A0A0F4KPP9] pduU-like || iceBlue2

SAMEA3545325_02760 Clostridium (SAMEA3545325) (Firmicutes) || bmcType=PDU1D (main) || 114aa || [A0A1C5WSJ9] pduU-like || iceBlue2

ABM34_00630 Lactobacillus EMML 3041 (Firmicutes) || bmcType=PDU1C (main) || 116aa || [A0A0H4QE35] pduU-like || iceBlue2

FC69_GL000213 Lactobacillus DSM 14340 (Firmicutes) || bmcType=PDU1C (main) || 114aa || [A0A0R1RPF4] pduU-like || iceBlue2

LCUFL03_380043 Lactobacillus MRS6 (LCUFL03) (Firmicutes) || bmcType=PDU1C (main) || 115aa || [A0A1X7QLY1] pduU-like || iceBlue2

IV55_GL001617 Lactobacillus DSM 22696 (IV55_GL) (Firmicutes) || bmcType=PDU1C (main) || 121aa || [A0A0R2LC09] pduU-like || iceBlue2

FD35_GL002161 Lactobacillus DSM 15814 (Firmicutes) || bmcType=PDU1C (main) || 121aa || [A0A0R1RIF8] pduU-like || iceBlue2

IWT126_00535 Lactobacillus IWT126 (Firmicutes) || bmcType=PDU1C (main) || 114aa || [A0A1Z5IFH6] pduU-like || iceBlue3

PECL_1367 Pediococcus DSM 14800 (Firmicutes) || bmcType=PDU1C (main) || 114aa || [G8PEI4] pduU-like || iceBlue3

DDW71_03465 Lactobacillus (DDW71) (Firmicutes) || bmcType=PDU1C (main) || 114aa || [A0A353JS13] pduU-like || iceBlue3

FC17_GL002175 Lactobacillus DSM 15502 (Firmicutes) || bmcType=PDU1C (main) || 114aa || [A0A0R1T455] pduU-like || iceBlue3

FD14_GL002882 Lactobacillus DSM 23365 (Firmicutes) || bmcType=PDU1C (main) || 114aa || [A0A0R2EIL2] pduU-like || iceBlue3

FC98_GL002769 Lactobacillus DSM 19906 (Firmicutes) || bmcType=PDU1C (main) || 114aa || [A0A0R1P0H7] pduU-like || iceBlue3

FC85_GL001982 Lactobacillus DSM 14421 (Firmicutes) || bmcType=PDU1C (main) || 119aa || [A0A0R1S6J7] pduU-like || iceBlue3

FD38_GL000342 Lactobacillus DSM 19395 (Firmicutes) || bmcType=PDU1C (main) || 114aa || [A0A0R1MSE7] pduU-like || iceBlue3

JG30_04720 Lactobacillus Bin4 (Firmicutes) || bmcType=PDU1C (main) || 114aa || [A0A0F4LU37] pduU-like || iceBlue3

LRLP16767_LR202_01792 Lactobacillus 482_46 (LRLP16767_LR202) (Firmicutes) || bmcType=incomplete (frag) (omitted) || 115aa || [A0A0U5JVQ7] pduU-like || iceBlue3

NCTC8066_00316 Pediococcus KCCM 40703 (Firmicutes) || bmcType=PDU1C (main) || 114aa || [A0A379BRE6] pduU-like || iceBlue3

PLO_0555 Pediococcus NGRI 0510 (Firmicutes) || bmcType=PDU1C (main) || 119aa || [K9IER6] pduU-like || iceBlue3

FC94_GL000536 Lactobacillus DSM 10550 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 114aa || [A0A0R1P7K8] pduU-like || iceBlue3

FC99_GL002551 Lactobacillus JCM 16448 (Firmicutes) || bmcType=PDU1C (main) || 114aa || [A0A0R1L5F5] pduU-like || iceBlue3

AZI09_03915 Lactobacillus D7 (AZI09) (Firmicutes) || bmcType=PDU1C (main) || 114aa || [A0A1W6N8F1] pduU-like || iceBlue3

FD37_GL002460 Lactobacillus DSM 15429 (Firmicutes) || bmcType=PDU1C (main) || 114aa || [A0A0R1QZM9] pduU-like || iceBlue3

DA798_03050 Lactobacillus PFC-70 (Firmicutes) || bmcType=PDU1C (main) || 114aa || [A0A2T4XR76] pduU-like || iceBlue3

DC000_00970 unclassified-Clostridiales R-7 (DC000) (Firmicutes) || bmcType=EUT2I (sat) || 114aa || [A0A352A2Z2] pduU-like || iceBlue4

SAMEA3545253_00169 Eubacterium (SAMEA3545253) (Firmicutes) || bmcType=PDU1D (main) || 126aa || [A0A1C6DEI5] pduU-like || iceBlue4

BN3660_00199 unclassified-Eubacteriaceae CHKCI004 (Firmicutes) || bmcType=PDU1D (main) || 125aa || [A0A143XEJ5] pduU-like || iceBlue4

ABM34_00535 Lactobacillus EMML 3041 (Firmicutes) || bmcType=PDU1C (main) || 116aa || [A0A0H4QE21] pduU-like || iceBlue4

FC27_GL001008 Lactobacillus DSM 14857 (Firmicutes) || bmcType=PDU1C (main) || 116aa || [A0A0R1SNI1] pduU-like || iceBlue4

OA78_0746 Lactobacillus MRS6 (OA78) (Firmicutes) || bmcType=PDU1C (main) || 120aa || [A0A0B2XMX5] pduU-like || iceBlue4

FC90_GL000653 Lactobacillus DSM 20719 (Firmicutes) || bmcType=PDU1C (main) || 120aa || [A0A0R1X272] pduU-like || iceBlue4

FC69_GL000232 Lactobacillus DSM 14340 (Firmicutes) || bmcType=PDU1C (main) || 117aa || [A0A0R1RTP0] pduU-like || iceBlue4

CVT65_08130 unclassified-Actinobacteria HGW-Actinobacteria-5 (Actinobacteria) || bmcType=PDU1D (sat) || 113aa || [A0A2N3FSZ1] pduU-like1 || twilightBlue

SAMEA3545303_01527 Clostridium (SAMEA3545303) (Firmicutes) || bmcType=GRM3A (main) || 130aa || [A0A1C5PYK4] pduU-like1 || twilightBlue

BN647_02178 unclassified-Firmicutes MGS:41 (Firmicutes) || bmcType=GRM5like (sat) || 125aa || [R6MY69] pduU-like1 || twilightBlue

Cphy_1176 Lachnoclostridium ATCC 700394 (Firmicutes) || bmcType=GRM5 (main) || 119aa || [A9KN55] pduU-like1 || twilightBlue

DBY05_00940 unclassified-Clostridiales R-7 (DBY05) (Firmicutes) || bmcType=GRM5 (main) || 113aa || [A0A316QSW8] pduU-like1 || twilightBlue

BN660_01570 Clostridium CAG:448 (Firmicutes) || bmcType=GRM5 (main) || 129aa || [R6SN60] pduU-like1 || twilightBlue

DBX65_07240 unclassified-Ruminococcaceae (DBX65) (Firmicutes) || bmcType=GRM5 (main) || 113aa || [A0A316RVQ8] pduU-like1 || twilightBlue

DD391_01580 unclassified-Clostridiales R-7 (DD391) (Firmicutes) || bmcType=GRM5 (main) || 125aa || [A0A355JD36] pduU-like1 || twilightBlue

DPQ25_11960 unclassified-Ruminococcaceae (DPQ25) (Firmicutes) || bmcType=PDU1D_GRM5 (sat) (omitted) || 138aa || [A0A328UBK3] pduU-like1 || twilightBlue

SAMN02745136_04588 Anaerocolumna DSM 15929 (Firmicutes) || bmcType=GRM5 (main) || 125aa || [A0A1M6ZIY7] pduU-like1 || twilightBlue

CQ394_06695 Clostridium LCDC99A006 (Firmicutes) || bmcType=GRM5 (main) || 122aa || [A0A2A7MIU2] pduU-like1 || twilightBlue

BN803_02516 unclassified-Firmicutes CAG:882 (Firmicutes) || bmcType=GRM5 (main) || 121aa || [R7BJZ1] pduU-like1 || twilightBlue

DBX61_09730 unclassified-Clostridiales R-7 (DBX61) (Firmicutes) || bmcType=GRM5 (main) || 124aa || [A0A2V2FUR6] pduU-like1 || twilightBlue

DBX39_05475 unclassified-Firmicutes (DBX39) (Firmicutes) || bmcType=GRM5 (sat) || 126aa || [A0A2V2EMR2] pduU-like1 || twilightBlue

ROSEINA2194_01703 Roseburia DSM 16841 (Firmicutes) || bmcType=GRM5 (main) || 117aa || [C0FSI7] pduU-like1 || twilightBlue

CSX02_00535 Agathobacter JK623 (Firmicutes) || bmcType=GRM5 (main) || 123aa || [A0A2G3E6F5] pduU-like1 || twilightBlue

GCWU000342_00654 Shuttleworthia DSM 14600 (Firmicutes) || bmcType=GRM5 (main) || 120aa || [C4G9K1] pduU-like1 || twilightBlue

HMPREF1548_03650 Clostridium KLE 1755 (Firmicutes) || bmcType=GRM5 (main) || 124aa || [U2CI57] pduU-like1 || twilightBlue

HMPREF0994_03042 unclassified-Lachnospiraceae 3_1_57FAA_CT1 (Firmicutes) || bmcType=GRM5 (main) || 124aa || [F7KB13] pduU-like1 || twilightBlue

DCZ61_02745 unclassified-Lachnospiraceae (DCZ61) (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 118aa || [A0A352CRW4] pduU-like1 || twilightBlue

BN729_00726 Ruminococcus CAG:60 (Firmicutes) || bmcType=fragmented (sat) (omitted) || 125aa || [R5I1Q9] pduU-like1 || twilightBlue

AMURIS_02201 Acetatifactor muris (Firmicutes) || bmcType=GRM5 (main) || 122aa || [A0A2K4ZG84] pduU-like1 || twilightBlue

C818_01094 unclassified-Lachnospiraceae 43892 (Firmicutes) || bmcType=GRM5 (main) || 117aa || [R9MK74] pduU-like1 || twilightBlue

C807_00376 unclassified-Lachnospiraceae 43949 (Firmicutes) || bmcType=GRM5 (main) || 132aa || [R9JER8] pduU-like1 || twilightBlue

DCZ40_10345 unclassified-Lachnospiraceae (DCZ40) (Firmicutes) || bmcType=GRM5 (main) || 125aa || [A0A351VC06] pduU-like1 || twilightBlue

SAMEA3545255_01035 Clostridium (SAMEA3545255) (Firmicutes) || bmcType=GRM5 (main) || 120aa || [A0A1C5RFA9] pduU-like1 || twilightBlue

SAMN05216529_106115 Faecalicatena NLAE-zl-C134 (SAMN05216529) (Firmicutes) || bmcType=GRM5 (main) || 120aa || [A0A315ZVZ6] pduU-like1 || twilightBlue

C823_02179 Eubacterium ASF492 (Firmicutes) || bmcType=GRM5 (main) || 121aa || [N2AP02] pduU-like1 || twilightBlue

HMPREF0240_02564 Clostridium D5 (Firmicutes) || bmcType=GRM5 (main) || 120aa || [F0Z0D3] pduU-like1 || twilightBlue

DCX82_10205 unclassified-Lachnospiraceae (DCX82) (Firmicutes) || bmcType=GRM5 (main) || 120aa || [A0A350VBX2] pduU-like1 || twilightBlue

BN3456_01733 Clostridium C105KSO13 (Firmicutes) || bmcType=GRM5 (main) || 120aa || [A0A0U5PHH4] pduU-like1 || twilightBlue

B5F86_01895 Lachnoclostridium An298 (Firmicutes) || bmcType=GRM5like (main) || 120aa || [A0A1Y4B921] pduU-like1 || twilightBlue

SAMN05216536_106105 Faecalicatena NLAE-zl-C242 (Firmicutes) || bmcType=GRM5like (sat) (omitted) || 120aa || [A0A2Y9BEE0] pduU-like1 || twilightBlue

SAMN05421804_10488 Proteiniclasticum ML2 (SAMN05421804) (Firmicutes) || bmcType=EUT2B (sat) || 120aa || [A0A1G8N5U2] pduU-like1 || steel

BS101_19360 Clostridium JZZ (Firmicutes) || bmcType=ETU (sat) || 125aa || [A0A1L5FCN4] pduU-like1 || steel

CAETHG_3901 Clostridium DSM 10061 (Firmicutes) || bmcType=GRMx (sat) (omitted) || 125aa || [U5RZT6] pduU-like1 || steel

HMPREF1141_2872 Clostridium MSTE9 (Firmicutes) || bmcType=GRM3A (main) || 127aa || [J1H418] pduU-like1 || steel

SAMN02910417_01705 Eubacterium DSM 3217 (Firmicutes) || bmcType=GRM3A (main) || 124aa || [A0A1G6BR42] pduU-like1 || steel

CINTURNW_0706 Clostridium URNW (Firmicutes) || bmcType=GRM3A (main) || 126aa || [U2NRQ8] pduU-like1 || steel

AXY43_08470 Clostridium MF28 (Firmicutes) || bmcType=GRM3A (main) || 126aa || [A0A2R3JB23] pduU-like1 || steel

A4V08_01475 Lachnoclostridium YL32 (Firmicutes) || bmcType=GRM3A (main) || 126aa || [A0A1C7FYS8] pduU-like1 || steel

CGC65_23960 Lachnoclostridium ATCC BAA-613 (Firmicutes) || bmcType=GRM3A (main) || 126aa || [A0A221U7N3] pduU-like1 || steel

CLS_23590 Lachnoclostridium K10 (Firmicutes) || bmcType=GRM3A (main) || 126aa || [D6DJA1] pduU-like1 || steel

DW677_10135 Clostridium AM25-23AC (Firmicutes) || bmcType=GRM3A (main) || 126aa || [A0A373BLN0] pduU-like1 || steel

SAMN05660900_02250 Megasphaera DSM 20462 (SAMN05660900) (Firmicutes) || bmcType=GRM3A (sat) || 130aa || [A0A1T4QPE2] pduU-like1 || steel

SAMN05660299_00720 Megasphaera DSM 16981 (Firmicutes) || bmcType=GRM3A (main) || 126aa || [A0A1G9SH29] pduU-like1 || steel

SAMN05421730_103430 Anaerobium GluBS11 (Firmicutes) || bmcType=GRM5like (sat) || 124aa || [A0A1D3TXV7] pduU-like1 || steel

CVV02_04935 unclassified-Firmicutes HGW-Firmicutes-7 (Firmicutes) || bmcType=PDU1D (sat) (omitted) || 125aa || [A0A2N2B0Y0] pduU-like1 || steel

CVU84_10155 unclassified-Firmicutes HGW-Firmicutes-1 (Firmicutes) || bmcType=PDU1D (sat) || 125aa || [A0A2N2EER0] pduU-like1 || steel

ACH52_2694 Eubacterium SA11 (ACH52) (Firmicutes) || bmcType=PDU1D (sat) || 126aa || [A0A0U3E633] pduU-like1 || steel

Awo_c28920 Acetobacterium DSM 1030 (Firmicutes) || bmcType=PDU1D (sat) || 124aa || [H6LGX3] pduU-like1 || steel

CVV00_15690 unclassified-Firmicutes HGW-Firmicutes-5 (Firmicutes) || bmcType=UA (sat) (omitted) || 118aa || [A0A2N2B4A9] pduU-like1 || steel

B5G34_15045 Flavonifractor An82 (Firmicutes) || bmcType=UA (main) (omitted) || 123aa || [A0A1Y3SCA4] pduU-like1 || steel

HMPREF0372_03618 Flavonifractor ATCC 29863 (Firmicutes) || bmcType=PDU1D (main) || 126aa || [G9YVQ3] pduU-like1 || steel

BED41_08925 Cloacibacillus CL-84 (Synergistetes) || bmcType=PDU1D (main) || 126aa || [A0A1B2I5F7] pduU-like1 || steel

C805_03562 Eubacterium 43875 (Firmicutes) || bmcType=PDU1D (main) || 128aa || [S0J238] pduU-like1 || steel

OBV_17660 Oscillibacter DSM 18026 (Firmicutes) || bmcType=GRM3A (main) || 127aa || [G4L0D6] pduU-like1 || steel

C7383_11727 Murimonas DSM 26524 (Firmicutes) || bmcType=GRM5like (sat) || 126aa || [A0A316BIA7] pduU-like1 || steel

SAMEA3545382_02903 Clostridium (SAMEA3545382) (Firmicutes) || bmcType=GRM5like (sat) || 125aa || [A0A1C6HL11] pduU-like1 || steel

SAMEA3545239_00868 Clostridium (SAMEA3545239) (Firmicutes) || bmcType=GRM5like (sat) || 154aa || [A0A1C5KI65] pduU-like1 || steel

BHW19_11510 Eubacterium 38_16 (Firmicutes) || bmcType=PDU1D (sat) || 127aa || [A0A1Q6NF33] pduU-like1 || steel

BHK98_03125 Eubacterium 24907 (Firmicutes) || bmcType=GRM1A (main) || 128aa || [A0A1Q9JG30] pduU-like1 || bluegreen

SAMN05216390_10579 unclassified-Lachnospiraceae KH1T2 (Firmicutes) || bmcType=UA (sat) (omitted) || 120aa || [A0A1I4DGQ5] pduU-like1 || bluegreen

HMPREF1868_01522 Olsenella DNF00959 (Actinobacteria) || bmcType=GRM1A (sat) || 125aa || [A0A134A412] pduU-like1 || bluegreen

SAMN05216446_1633 Olsenella (SAMN05216446) (Actinobacteria) || bmcType=GRM1A (main) || 120aa || [A0A1H9R0L3] pduU-like1 || bluegreen

HMPREF1316_0458 Olsenella F0195 (Actinobacteria) || bmcType=GRM1A (main) || 120aa || [U2T143] pduU-like1 || bluegreen

HMPREF1503_1936 Olsenella MSTE5 (Actinobacteria) || bmcType=GRM1A (main) || 120aa || [X8HUR0] pduU-like1 || bluegreen

HMPREF0239_03978 Clostridium ATCC BAA-442 (Firmicutes) || bmcType=fragmented (sat) (omitted) || 134aa || [U2CJF5] pduU-like1 || bluegreen

IB211_00165 Intestinimonas DSM 26588 (IB211) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 120aa || [A0A0S2VZN7] pduU-like1 || bluegreen

BN537_01161 unclassified-Firmicutes MGS:212 (Firmicutes) || bmcType=GRM5 (sat) || 121aa || [R5XXV2] pduU-like1 || bluegreen

HMPREF0988_01926 unclassified-Lachnospiraceae 1_4_56FAA (Firmicutes) || bmcType=GRM5 (sat) || 120aa || [F7JND5] pduU-like1 || bluegreen

BHV89_03500 unclassified-Clostridiales 41_21 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 121aa || [A0A1Q6JMH1] pduU-like1 || bluegreen

SAMEA3545328_03376 Blautia (SAMEA3545328) (Firmicutes) || bmcType=PDU1D_GRM5 (sat) (omitted) || 121aa || [A0A1C6CTV3] pduU-like1 || bluegreen

BN481_02053 Ruminococcus MGS:126 (Firmicutes) || bmcType=GRM5 (sat) || 121aa || [R5UCY8] pduU-like1 || bluegreen

DW644_06175 unclassified-Clostridiales AM23-16LB (Firmicutes) || bmcType=EUT2B (main) || 120aa || [A0A373BGG1] pduU-like1 || bluegreen

BN747_01652 unclassified-Firmicutes MGS:646 (Firmicutes) || bmcType=PDU1D_GRM5 (sat) (omitted) || 121aa || [R5RID1] pduU-like1 || bluegreen

C808_02884 unclassified-Lachnospiraceae M18-1 (Firmicutes) || bmcType=GRM5 (main) || 121aa || [R9JWT3] pduU-like1 || bluegreen

SAMN06296386_11434 unclassified-Lachnospiraceae (SAMN06296386) (Firmicutes) || bmcType=GRM5 (sat) || 121aa || [A0A1T5G226] pduU-like1 || bluegreen

DCZ91_17680 unclassified-Lachnospiraceae (DCZ91) (Firmicutes) || bmcType=GRM5like (sat) || 121aa || [A0A351TPF5] pduU-like1 || bluegreen

DXD97_01490 Ruminococcus TM10-9AT (Firmicutes) || bmcType=GRM5 (main) || 121aa || [A0A374MA23] pduU-like1 || bluegreen

ERS852530_02557 Blautia 2789STDY5608867 (ERS852530) (Firmicutes) || bmcType=GRM5like (sat) || 121aa || [A0A174VQU8] pduU-like1 || bluegreen

CK5_19000 Blautia A2-162 (Firmicutes) || bmcType=GRM5 (sat) || 121aa || [D4LR80] pduU-like1 || bluegreen

BN514_01547 Ruminococcus CAG:17 (Firmicutes) || bmcType=GRM5 (sat) || 121aa || [R5MZI7] pduU-like1 || bluegreen

BHK98_03130 Eubacterium 24907 (Firmicutes) || bmcType=GRM1A (main) || 143aa || [A0A1Q9JG94] pduU-like2 || frenchBlue

SAMN05216390_10578 unclassified-Lachnospiraceae KH1T2 (Firmicutes) || bmcType=UA (sat) (omitted) || 144aa || [A0A1I4DGN7] pduU-like2 || frenchBlue

IB211_00166 Intestinimonas DSM 26588 (IB211) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 143aa || [A0A0S2W004] pduU-like2 || frenchBlue

ERS852411_03913 Flavonifractor 2789STDY5834932 (ERS852411) (Firmicutes) || bmcType=fragmented (sat) (omitted) || 143aa || [A0A174XMX1] pduU-like2 || frenchBlue

DW644_06170 unclassified-Clostridiales AM23-16LB (Firmicutes) || bmcType=EUT2B (main) || 143aa || [A0A373BIB0] pduU-like2 || frenchBlue

Olsu_0323 Olsenella ATCC 49627 (Actinobacteria) || bmcType=GRM1A (main) || 144aa || [E1QYI3] pduU-like2 || frenchBlue

SAMN05216446_1634 Olsenella (SAMN05216446) (Actinobacteria) || bmcType=GRM1A (main) || 143aa || [A0A1H9R1K8] pduU-like2 || frenchBlue

HMPREF1868_01521 Olsenella DNF00959 (Actinobacteria) || bmcType=GRM1A (sat) || 143aa || [A0A134A3Y1] pduU-like2 || frenchBlue

SAMN04487824_1023 Olsenella (SAMN04487824) (Actinobacteria) || bmcType=GRM1A (sat) || 144aa || [A0A1G6I423] pduU-like2 || frenchBlue

HMPREF1316_0457 Olsenella F0195 (Actinobacteria) || bmcType=GRM1A (main) || 143aa || [U2TKX8] pduU-like2 || frenchBlue

SAMN06296386_11433 unclassified-Lachnospiraceae (SAMN06296386) (Firmicutes) || bmcType=GRM5 (sat) || 139aa || [A0A1T5G1Y0] pduU-like2 || frenchBlue

BN537_01160 unclassified-Firmicutes MGS:212 (Firmicutes) || bmcType=GRM5 (sat) || 142aa || [R5XG32] pduU-like2 || frenchBlue

DXD97_01495 Ruminococcus TM10-9AT (Firmicutes) || bmcType=GRM5 (main) || 142aa || [A0A374MBJ1] pduU-like2 || frenchBlue

BHW51_02035 Ruminococcus CAG:9-related_41_34 (Firmicutes) || bmcType=GRM5like (sat) || 142aa || [A0A1Q6U1T1] pduU-like2 || frenchBlue

B5F07_00555 Lachnoclostridium An169 (Firmicutes) || bmcType=GRM5like (sat) || 142aa || [A0A1Y4P0F3] pduU-like2 || frenchBlue

B5G27_02750 Lachnoclostridium An76 (Firmicutes) || bmcType=GRM5like (sat) || 142aa || [A0A1Y3THL8] pduU-like2 || frenchBlue

B5F86_09495 Lachnoclostridium An298 (Firmicutes) || bmcType=GRM5like (sat) || 142aa || [A0A1Y4AY78] pduU-like2 || frenchBlue

DCZ91_17685 unclassified-Lachnospiraceae (DCZ91) (Firmicutes) || bmcType=GRM5like (sat) || 142aa || [A0A351TPF6] pduU-like2 || frenchBlue

SAMEA3545252_01069 Blautia (SAMEA3545252) (Firmicutes) || bmcType=GRM5like (sat) || 142aa || [A0A1C5RT92] pduU-like2 || frenchBlue

C808_02885 unclassified-Lachnospiraceae M18-1 (Firmicutes) || bmcType=GRM5 (main) || 164aa || [R9JWW7] pduU-like2 || frenchBlue

SAMEA3545328_03375 Blautia (SAMEA3545328) (Firmicutes) || bmcType=PDU1D_GRM5 (sat) (omitted) || 142aa || [A0A1C6CTP7] pduU-like2 || frenchBlue

CDL27_10025 Blautia RJX1125 (CDL27) (Firmicutes) || bmcType=GRM5 (sat) || 142aa || [A0A2N5NQU9] pduU-like2 || frenchBlue

DWY40_09485 Ruminococcus AF25-17 (Firmicutes) || bmcType=GRM5 (sat) || 144aa || [A0A373ST46] pduU-like2 || frenchBlue

DW655_09995 unclassified-Lachnospiraceae AM23-2LB (Firmicutes) || bmcType=GRM5 (sat) || 142aa || [A0A372U0V9] pduU-like2 || frenchBlue

BN729_02729 Ruminococcus CAG:60 (Firmicutes) || bmcType=fragmented (sat) (omitted) || 142aa || [R5I099] pduU-like2 || frenchBlue

BN568_01446 Blautia MGS:257 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 142aa || [R5WQL4] pduU-like2 || frenchBlue

HMPREF1547_01209 Blautia KLE 1732 (Firmicutes) || bmcType=GRM5 (sat) || 154aa || [U2EP39] pduU-like2 || frenchBlue

CK5_19010 Blautia A2-162 (Firmicutes) || bmcType=GRM5 (sat) || 143aa || [D4LR81] pduU-like2 || frenchBlue

ERS852533_01609 Blautia AF14-23 (ERS852533) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 143aa || [A0A174NSB6] pduU-like2 || frenchBlue

BN552_01294 Blautia CAG:237 (Firmicutes) || bmcType=GRM5 (sat) || 143aa || [R6LQN0] pduU-like2 || frenchBlue

0.1 Hp



CME04_14205 unclassified-Gemmatimonadaceae (CME04) (Gemmatimonadetes) || bmcType=MUF2 (main) || 194aa || [A0A2E8H4Z3] || hazel

CME13_09850 unclassified-Gemmatimonadetes (CME13) (Gemmatimonadetes) || bmcType=MUF2 (main) || 194aa || [A0A2E9MEX1] || hazel

CME25_02550 unclassified-Gemmatimonadetes (CME25) (Gemmatimonadetes) || bmcType=MUF2 (sat) || 187aa || [A0A2E3IX57] || hazel

CME20_01425 unclassified-Gemmatimonadetes (CME20) (Gemmatimonadetes) || bmcType=MUF2 (main) || 192aa || [A0A2E7JHL9] || hazel

CME28_01115 unclassified-Gemmatimonadetes (CME28) (Gemmatimonadetes) || bmcType=MUF2 (sat) || 193aa || [A0A2E6CDL2] || hazel

CME10_03335 unclassified-Gemmatimonadetes (CME10) (Gemmatimonadetes) || bmcType=MUF2 (main) || 193aa || [A0A2D8U933] || hazel

C8C78_13227 Halanaerobium WG6 (C8C78) (Firmicutes) || bmcType=GRM5like (main) || 206aa || [A0A1G6KHF1] || mud

CMJ20_08860 unclassified-Phycisphaeraceae (CMJ20) (Planctomycetes) || bmcType=PVM (main) || 207aa || [A0A2E5G5H6] || mud

CMJ78_27085 unclassified-Planctomycetaceae (CMJ78) (Planctomycetes) || bmcType=PVM (sat) || 202aa || [A0A2E7DB83] || mud

DDY91_20905 unclassified-Planctomycetaceae (DDY91) (Planctomycetes) || bmcType=PVM (sat) || 210aa || [A0A353ZGG5] || mud

Acid_2257 Ca.Solibacter Ellin6076 (Acidobacteria) || bmcType=ACI (sat) || 204aa || [Q025S2] || mud

SBA3_2560013 Ca.Sulfopaludibacter SbA3 (Acidobacteria) || bmcType=ACI (sat) || 185aa || [A0A2N9MNN7] || mud

VN12_25785 Pirellula SH-Sr6A (Planctomycetes) || bmcType=PVM (sat) || 233aa || [A0A142Y8H6] || mud

DD670_06905 unclassified-Planctomycetaceae (DD670) (Planctomycetes) || bmcType=PVM (sat) || 208aa || [A0A356EN36] || mud

Psta_3171 Pirellula ATCC 27377 (Planctomycetes) || bmcType=PVM (sat) || 211aa || [D2QWN2] || mud

CMJ59_16380 unclassified-Planctomycetaceae (CMJ59) (Planctomycetes) || bmcType=PVM (sat) || 210aa || [A0A2E1KPE0] || mud

CMJ75_04540 unclassified-Planctomycetaceae (CMJ75) (Planctomycetes) || bmcType=incomplete (sat) (omitted) || 242aa || [A0A2E3MNM7] || mud

CMJ70_11855 unclassified-Planctomycetaceae (CMJ70) (Planctomycetes) || bmcType=PVM (sat) || 173aa || [A0A2E7L7B2] || mud

CMJ64_20045 unclassified-Planctomycetaceae (CMJ64) (Planctomycetes) || bmcType=PVM (sat) || 212aa || [A0A2E8D6H7] || mud

CMM04_13485 Rhodopirellula (CMM04) (Planctomycetes) || bmcType=PVM (sat) || 223aa || [A0A2E4MA25] || mud

CMJ82_09615 unclassified-Planctomycetaceae (CMJ82) (Planctomycetes) || bmcType=PVM (sat) || 208aa || [A0A2E5KB65] || mud

CMJ79_00405 unclassified-Planctomycetaceae (CMJ79) (Planctomycetes) || bmcType=PVM (sat) || 208aa || [A0A2E6MT44] || mud

CMM03_05365 Rhodopirellula (CMM03) (Planctomycetes) || bmcType=PVM (sat) || 208aa || [A0A2D9Z4S3] || mud

CMM02_11455 Rhodopirellula (CMM02) (Planctomycetes) || bmcType=PVM (sat) || 208aa || [A0A2E0SA80] || mud

CMJ60_04725 unclassified-Planctomycetaceae (CMJ60) (Planctomycetes) || bmcType=incomplete (sat) (omitted) || 208aa || [A0A2E2AR21] || mud

CMJ76_16120 unclassified-Planctomycetaceae (CMJ76) (Planctomycetes) || bmcType=PVM (sat) || 208aa || [A0A2E3DPF8] || mud

BIV18_06880 Peptoniphilus 12936 (Firmicutes) || bmcType=GRM1A (main) || 201aa || [A0A1U7M0R2] || dust

SAMEA3545284_01688 Eubacterium (SAMEA3545284) (Firmicutes) || bmcType=GRM1A (main) || 213aa || [A0A1C5SQA5] || dust

DBY37_06230 unclassified-Desulfovibrionaceae (DBY37) (Proteobacteria) || bmcType=GRM1B (main) || 201aa || [A0A316MUP4] || dust

SAMN02910291_02006 Desulfovibrio DSM 7057 (SAMN02910291) (Proteobacteria) || bmcType=GRM1B (main) || 198aa || [A0A1K1QI73] || dust

SAMN05192586_103101 Desulfovibrio KHC7 (Proteobacteria) || bmcType=GRM1B (main) || 198aa || [A0A1G7JQ92] || dust

KM92DES2_10363 Desulfovibrio (KM92DES2) (Proteobacteria) || bmcType=GRM1B (main) || 198aa || [A0A212J133] || dust

Dde_3284 Desulfovibrio G20 (Proteobacteria) || bmcType=GRM1B (main) || 208aa || [Q30W68] || dust

MORIYA_2263 Moritella DB21MT 5 (Proteobacteria) || bmcType=GRM1B (main) || 209aa || [A0A330LRY8] || dust

BA874_13540 unclassified-Desulfuromonadales C00003068 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 207aa || [A0A1E7IA92] || dust

SAMN05216233_13411 Desulfoluna AA1 (Proteobacteria) || bmcType=GRM1B (sat) || 205aa || [A0A1G5JMU5] || dust

SAMN02745702_01623 Desulfovibrio DSM 18034 (Proteobacteria) || bmcType=GRM1B (main) || 205aa || [A0A1T4W4Z8] || dust

SAMN06295933_2784 Desulfovibrio K3S (Proteobacteria) || bmcType=GRM1B (main) || 205aa || [A0A1X7E8H6] || dust

Desal_0466 Desulfovibrio DSM 2638 (Proteobacteria) || bmcType=GRM1B (main) || 204aa || [C6BX53] || dust

DESAM_21352 Desulfovibrio DSM 14728 (Proteobacteria) || bmcType=GRM1B (main) || 205aa || [L0RA46] || dust

COA36_05845 Desulfotalea (COA36) (Proteobacteria) || bmcType=GRM1B (main) || 204aa || [A0A2G2DVN1] || dust

BRC41_06805 unclassified-Cyanobacteria QH_9_48_43 (Cyanobacteria) || bmcType=CsomeBCy (main) || 258aa || [A0A2T2RSU1] ccmO || poisonGreen

GlitD10_2237 Gloeomargarita D10 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 252aa || [A0A1J0AF53] ccmO || poisonGreen

Oscil6304_2007 Oscillatoria PCC 6304 (Cyanobacteria) || bmcType=CsomeBCy (main) || 285aa || [K9THR7] ccmO || poisonGreen

DO97_20935 Neosynechococcus CAUP A 1101 (Cyanobacteria) || bmcType=CsomeBCy (main) || 248aa || [A0A098TM07] ccmO || poisonGreen

C7B76_17495 unclassified-Cyanobacteria CCP2 (Cyanobacteria) || bmcType=CsomeBCy (main) || 257aa || [A0A2T1D0N7] ccmO || poisonGreen

C1752_02053 Acaryochloris RCC1774 (Cyanobacteria) || bmcType=CsomeBCy (main) || 246aa || [A0A2W1JJZ9] ccmO || poisonGreen

C7B65_18065 Phormidesmis ULC007 (Cyanobacteria) || bmcType=CsomeBCy (main) || 288aa || [A0A2T1DAW4] ccmO || poisonGreen

B0A82_03250 Alkalinema CACIAM 70d (Cyanobacteria) || bmcType=CsomeBCy (sat) || 569aa || [A0A251WKV6] ccmO || poisonGreen

NIES2135_24630 Leptolyngbya NIES-2135 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 292aa || [A0A1Z4JFV2] ccmO || poisonGreen

NIES2104_16250 Leptolyngbya NIES-2104 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 305aa || [A0A0N7Z448] ccmO || poisonGreen

OsccyDRAFT_3150 unclassified-Oscillatoriales JSC-12 (Cyanobacteria) || bmcType=CsomeBCy (main) || 309aa || [K8GI23] ccmO || poisonGreen

BST81_19270 Leptolyngbya hensonii (Cyanobacteria) || bmcType=CsomeBCy (main) || 245aa || [A0A1Q8Z9I8] ccmO || poisonGreen

Cyan7425_1613 Cyanothece PCC 7425 (Cyanobacteria) || bmcType=CsomeBCy (main) || 256aa || [B8HQJ3] ccmO || poisonGreen

Syn6312_2018 Synechococcus PCC 6312 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 271aa || [K9RT81] ccmO || poisonGreen

tll1148 Thermosynechococcus BP-1 (Cyanobacteria) || bmcType=incomplete (sat) (omitted) || 253aa || [Q8DJS4] ccmO || poisonGreen

BRW62_06270 Synechococcus PCC 6715 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 252aa || [A0A2D2Q1N3] ccmO || poisonGreen

C7B82_11825 Leptolyngbya ULC18 (Cyanobacteria) || bmcType=CsomeBCy (main) || 268aa || [A0A2T1E997] ccmO || poisonGreen

UH38_01365 Aliterella CENA595 (Cyanobacteria) || bmcType=CsomeBCy (main) || 252aa || [A0A0D8ZYG9] ccmO || poisonGreen

C7B70_09015 Chlorogloea CCALA 695 (Cyanobacteria) || bmcType=CsomeBCy (main) || 250aa || [A0A2T1EJG4] ccmO || poisonGreen

Pse7367_1594 Pseudanabaena PCC 7367 (Cyanobacteria) || bmcType=CsomeBCy (main) || 304aa || [K9SI58] ccmO || poisonGreen

AFK68_30220 Hydrocoleum CS-953 (Cyanobacteria) || bmcType=CsomeBCy (main) || 260aa || [A0A261KLC7] ccmO || poisonGreen

Tery_3846 Trichodesmium IMS101 (Cyanobacteria) || bmcType=CsomeBCy (main) || 258aa || [Q10XY6] ccmO || poisonGreen

PROH_02080 Prochlorothrix PCC 9006 (Cyanobacteria) || bmcType=CsomeBCy (main) || 264aa || [A0A0M2Q311] ccmO || poisonGreen

Synpcc7942_1425 Synechococcus PCC 7942 (Cyanobacteria) || bmcType=CsomeBCy (main) || 276aa || [P46205] ccmO || poisonGreen

Cha6605_4359 Chamaesiphon PCC 6605 (Cyanobacteria) || bmcType=CsomeBCy (main) || 255aa || [K9UKH1] ccmO || poisonGreen

GKIL_0660 Gloeobacter JS1 (Cyanobacteria) || bmcType=CsomeBCy (main) || 240aa || [U5QDE5] ccmO || poisonGreen

BJP36_25500 Moorea JHB (Cyanobacteria) || bmcType=CsomeBCy (sat) || 255aa || [A0A1D9G551] ccmO || poisonGreen

Mic7113_4198 Microcoleus PCC 7113 (Cyanobacteria) || bmcType=CsomeBCy (main) || 261aa || [K9WJE7] ccmO || poisonGreen

DDW51_19575 unclassified-Cyanobacteria UBA11367 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 255aa || [A0A352XCJ9] ccmO || poisonGreen

DCY91_15905 unclassified-Cyanobacteria UBA11370 (Cyanobacteria) || bmcType=CsomeBCy (main) || 264aa || [A0A350Y833] ccmO || poisonGreen

DC064_29160 unclassified-Cyanobacteria UBA9273 (Cyanobacteria) || bmcType=CsomeBCy (main) || 267aa || [A0A352AQK6] ccmO || poisonGreen

MC7420_6952 Coleofasciculus PCC 7420 (Cyanobacteria) || bmcType=CsomeBCy (main) || 259aa || [B4W1V3] ccmO || poisonGreen

BJG00_06370 Limnothrix CACIAM 69d (Cyanobacteria) || bmcType=CsomeBCy (main) (omitted) || 258aa || [A0A1Q6DD84] ccmO || poisonGreen

O77CONTIG1_00495 Leptolyngbya O-77 (Cyanobacteria) || bmcType=CsomeBCy (main) || 303aa || [A0A0X8WQ91] ccmO || poisonGreen

DCZ88_11800 Pseudanabaena (DCZ88) (Cyanobacteria) || bmcType=CsomeBCy (main) || 248aa || [A0A352JFR2] ccmO || poisonGreen

DCE90_12015 Pseudanabaena (DCE90) (Cyanobacteria) || bmcType=CsomeBCy (main) || 247aa || [A0A2W6YXM6] ccmO || poisonGreen

AUK48_05695 unclassified-Oscillatoriales CG2_30_44_21 (Cyanobacteria) || bmcType=CsomeBCy (main) || 253aa || [A0A1J5GUG0] ccmO || poisonGreen

NIES30_11170 Phormidium NIES-30 (Cyanobacteria) || bmcType=CsomeBCy (main) || 291aa || [A0A1U7J5I3] ccmO || poisonGreen

C7293_14310 unclassified-Cyanobacteria CCT1 (Cyanobacteria) || bmcType=CsomeBCy (main) || 289aa || [A0A2P8W203] ccmO || poisonGreen

DCF21_06070 Leptolyngbya 14 (DCF21) (Cyanobacteria) || bmcType=CsomeBCy (main) || 293aa || [A0A2W7AWI9] ccmO || poisonGreen

XM38_03865 Halomicronema C2206 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 288aa || [A0A1V8NPE1] ccmO || poisonGreen

Lepto7375DRAFT_6156 Leptolyngbya PCC 7375 (Cyanobacteria) || bmcType=CsomeBCy (main) || 283aa || [K9F3K2] ccmO || poisonGreen

N836_06170 Leptolyngbya Heron Island J (Cyanobacteria) || bmcType=CsomeBCy (main) || 262aa || [U9W1B2] ccmO || poisonGreen

DCF25_00500 Leptolyngbya foveolarum (Cyanobacteria) || bmcType=CsomeBCy (main) || 252aa || [A0A2W4V2N9] ccmO || poisonGreen

HLUCCA11_16410 Phormidesmis Ana (Cyanobacteria) || bmcType=CsomeBCy (main) || 277aa || [A0A0P8BJZ2] ccmO || poisonGreen

S7335_5148 Synechococcus PCC 7335 (Cyanobacteria) || bmcType=fragmented (sat) (omitted) || 271aa || [B4WNX3] ccmO || poisonGreen

Syn7502_02958 Synechococcus PCC 7502 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 241aa || [K9SW84] ccmO || poisonGreen

C7B64_05915 Merismopedia CCAP 1448/3 (Cyanobacteria) || bmcType=CsomeBCy (main) || 256aa || [A0A2T1C759] ccmO || poisonGreen

SYN60AY4M2_00255 Synechococcus 60AY4M2 (Cyanobacteria) || bmcType=CsomeBCy (main) || 238aa || [A0A2G8PAF0] ccmO || poisonGreen

DD990_27955 unclassified-Cyanobacteria UBA11368 (Cyanobacteria) || bmcType=CsomeBCy (main) || 227aa || [A0A352YL82] ccmO || poisonGreen

Cri9333_1592 Crinalium PCC 9333 (Cyanobacteria) || bmcType=CsomeBCy (main) || 270aa || [K9VY89] ccmO || poisonGreen

GEI7407_0415 Geitlerinema PCC 7407 (Cyanobacteria) || bmcType=CsomeBCy (main) || 272aa || [K9S4P3] ccmO || poisonGreen

SD81_28085 Tolypothrix VB511288 (Cyanobacteria) || bmcType=CsomeBCy (main) || 255aa || [A0A0C2PZ74] ccmO || poisonGreen

SD80_18340 Scytonema VB-61278 (Cyanobacteria) || bmcType=CsomeBCy (main) || 256aa || [A0A0C2QEU3] ccmO || poisonGreen

BZZ01_20645 unclassified-Nostocales HT-58-2 (Cyanobacteria) || bmcType=CsomeBCy (main) || 257aa || [A0A1Y0RKW5] ccmO || poisonGreen

BC008_27725 Mastigocoleus BC008 (Cyanobacteria) || bmcType=CsomeBCy (main) || 254aa || [A0A0V7ZS03] ccmO || poisonGreen

Cal6303_0690 Calothrix PCC 6303 (Cyanobacteria) || bmcType=CsomeBCy (main) || 269aa || [K9UX67] ccmO || poisonGreen

NIES4105_72830 Calothrix NIES-4105 (Cyanobacteria) || bmcType=CsomeBCy (main) || 255aa || [A0A1Z4T3L8] ccmO || poisonGreen

NIES4101_18730 Calothrix NIES-4101 (Cyanobacteria) || bmcType=CsomeBCy (main) || 266aa || [A0A1Z4R0J1] ccmO || poisonGreen

CK510_15640 Calothrix CCALA 953 (Cyanobacteria) || bmcType=CsomeBCy (main) || 254aa || [A0A2A2THG6] ccmO || poisonGreen

NIES4075_04230 Tolypothrix NIES-4075 (Cyanobacteria) || bmcType=CsomeBCy (main) || 256aa || [A0A218QCL1] ccmO || poisonGreen

WA1_32515 Scytonema PCC 7110 (Cyanobacteria) || bmcType=CsomeBCy (main) || 246aa || [A0A139X429] ccmO || poisonGreen

AMR41_13135 Hapalosiphon MRB220 (Cyanobacteria) || bmcType=CsomeBCy (main) || 251aa || [A0A0M0SNM7] ccmO || poisonGreen

RintRC_2097 Richelia RC01 (Cyanobacteria) || bmcType=CsomeBCy (main) || 256aa || [X5JRS2] ccmO || poisonGreen

RINTHM_10930 Richelia HM01 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 252aa || [M1WXN1] ccmO || poisonGreen

IJ00_15070 Calothrix 336/3 (Cyanobacteria) || bmcType=CsomeBCy (main) || 271aa || [A0A0T7BTP6] ccmO || poisonGreen

NIES3974_13040 Calothrix NIES-3974 (Cyanobacteria) || bmcType=CsomeBCy (main) || 260aa || [A0A1Z4NG21] ccmO || poisonGreen

NIES267_36850 Calothrix NIES-267 (Cyanobacteria) || bmcType=CsomeBCy (main) || 265aa || [A0A1Z4LSG8] ccmO || poisonGreen

NIES2100_59130 Calothrix NIES-2100 (Cyanobacteria) || bmcType=CsomeBCy (main) || 262aa || [A0A1Z4H8H1] ccmO || poisonGreen

BV378_04590 Nostoc RF31Y (Cyanobacteria) || bmcType=CsomeBCy (main) || 259aa || [A0A252DRS7] ccmO || poisonGreen

NIES4074_07010 Cylindrospermum NIES-4074 (Cyanobacteria) || bmcType=CsomeBCy (main) || 264aa || [A0A1Z4QDI8] ccmO || poisonGreen

Cal7507_0755 Calothrix PCC 7507 (Cyanobacteria) || bmcType=CsomeBCy (main) || 261aa || [K9PE50] ccmO || poisonGreen

A6770_22615 Nostoc NIES-26 (Cyanobacteria) || bmcType=CsomeBCy (main) || 262aa || [A0A367QYF7] ccmO || poisonGreen

BCD64_21415 Nostoc MBR 210 (Cyanobacteria) || bmcType=CsomeBCy (main) || 265aa || [A0A1C0VHX5] ccmO || poisonGreen

CLI64_23295 Nostoc CENA543 (Cyanobacteria) || bmcType=CsomeBCy (main) || 262aa || [A0A2I8ACI5] ccmO || poisonGreen

ANA_C12562 Anabaena 90 (Cyanobacteria) || bmcType=CsomeBCy (main) || 263aa || [K7WIA8] ccmO || poisonGreen

NIES73_36160 Sphaerospermopsis NIES-73 (Cyanobacteria) || bmcType=CsomeBCy (main) || 275aa || [A0A1Z4USY7] ccmO || poisonGreen

B7O87_09740 Cylindrospermopsis CENA303 (Cyanobacteria) || bmcType=CsomeBCy (main) || 261aa || [A0A1X4G5Q8] ccmO || poisonGreen

Anacy_0480 Anabaena PCC 7122 (Anacy) (Cyanobacteria) || bmcType=CsomeBCy (main) || 264aa || [K9ZBG7] ccmO || poisonGreen

apha_00084 Chrysosporum UAM-MAO (Cyanobacteria) || bmcType=CsomeBCy (main) || 266aa || [A0A0P1BU96] ccmO || poisonGreen

NIES25_59880 Nostoc NIES-25 (Cyanobacteria) || bmcType=CsomeBCy (main) || 264aa || [A0A1Z4LE72] ccmO || poisonGreen

A4S05_17555 Nostoc KVJ20 (Cyanobacteria) || bmcType=CsomeBCy (main) || 262aa || [A0A1E2WEE2] ccmO || poisonGreen

A6V25_03185 Nostoc ATCC 53789 (Cyanobacteria) || bmcType=CsomeBCy (main) || 265aa || [A0A367QQ11] ccmO || poisonGreen

WN50_10980 Limnoraphis CS-951 (Cyanobacteria) || bmcType=CsomeBCy (main) || 258aa || [A0A0F5YH36] ccmO || poisonGreen

AmaxDRAFT_2660 Arthrospira CS-328 (Cyanobacteria) || bmcType=CsomeBCy (main) || 266aa || [B5W1L4] ccmO || poisonGreen

NIES2119_01015 Phormidium IAM M-71 (Cyanobacteria) || bmcType=CsomeBCy (main) || 248aa || [A0A1U7ITR9] ccmO || poisonGreen

C7B67_07080 unclassified-Cyanobacteria Phorm 6 (Cyanobacteria) || bmcType=CsomeBCy (main) || 257aa || [A0A2T1G5A0] ccmO || poisonGreen

OSCI_3850041 Kamptonema PCC 6506 (Cyanobacteria) || bmcType=CsomeBCy (main) || 259aa || [D8G7P9] ccmO || poisonGreen

C7B80_18685 Cyanosarcina CCALA 770 (Cyanobacteria) || bmcType=CsomeBCy (main) || 262aa || [A0A2T1FJ47] ccmO || poisonGreen

PL9214_40008 Planktothrix PCC 9214 (Cyanobacteria) || bmcType=CsomeBCy (main) || 255aa || [A0A1J1LIE2] ccmO || poisonGreen

AUK43_17505 unclassified-Oscillatoriales CG2_30_40_61 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 255aa || [A0A1J5G5S4] ccmO || poisonGreen

CSQ79_10690 unclassified-Chroococcales IPPAS B-1203 (Cyanobacteria) || bmcType=CsomeBCy (main) || 265aa || [A0A2G7GKU1] ccmO || poisonGreen

DD761_07550 unclassified-Cyanobacteria UBA11691 (Cyanobacteria) || bmcType=CsomeBCy (main) || 246aa || [A0A357A8E4] ccmO || poisonGreen

BH720_00120 Desertifilum IPPAS B-1220 (Cyanobacteria) || bmcType=CsomeBCy (main) || 250aa || [A0A1E5QRG3] ccmO || poisonGreen

AM228_27335 Planktothricoides SR001 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 275aa || [A0A0M1JKT4] ccmO || poisonGreen

GLO73106DRAFT_00006940 Gloeocapsa PCC 73106 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 252aa || [L8LH76] ccmO || poisonGreen

NIES593_12280 Hydrococcus NIES-593 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 269aa || [A0A1U7HG84] ccmO || poisonGreen

CY0110_12592 Cyanothece CCY0110 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 274aa || [A3IQP9] ccmO || poisonGreen

PCC8801_0785 Cyanothece PCC 8801 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 270aa || [B7JYJ7] ccmO || poisonGreen

PCC7424_2748 Cyanothece PCC 7424 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 271aa || [B7K7W4] ccmO || poisonGreen

KR51_00019840 Rubidibacter KORDI 51-2 (Cyanobacteria) || bmcType=CsomeBCy (main) || 269aa || [U5DNY0] ccmO || poisonGreen

AY599_12360 Leptolyngbya BDU 20041 (Cyanobacteria) || bmcType=incomplete-CsomeBCy (sat) (omitted) || 293aa || [A0A166TS80] ccmO || poisonGreen

AY600_00645 Phormidium BDU 130791 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 299aa || [A0A168V060] ccmO || poisonGreen

PCC7418_1661 Halothece PCC 7418 (PCC7418) (Cyanobacteria) || bmcType=CsomeBCy (sat) || 318aa || [K9YBS5] ccmO || poisonGreen

BEN50_10495 Halothece PCC 7418 (BEN50) (Cyanobacteria) || bmcType=CsomeBCy (sat) || 327aa || [A0A2K3B812] ccmO || poisonGreen

DCF12_20620 Snowella (DCF12) (Cyanobacteria) || bmcType=CsomeBCy (sat) || 277aa || [A0A2W7B0V9] ccmO || poisonGreen

D082_10990 Synechocystis PCC 6714 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 314aa || [A0A068N0T6] ccmO || poisonGreen

NIES208_16115 Limnothrix IAM M-220 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 296aa || [A0A1Q4R114] ccmO || poisonGreen

NIES970_24780 Synechococcus NIES-970 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 276aa || [A0A1Q2U0M7] ccmO || poisonGreen

VL20_1055 Microcystis FACHB-1757 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 288aa || [A0A0K1RWF8] ccmO || poisonGreen

Sta7437_1447 Stanieria PCC 7437 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 266aa || [K9XSF0] ccmO || poisonGreen

C7B62_13950 Pleurocapsa CCALA 161 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 278aa || [A0A2T1CLX1] ccmO || poisonGreen

NIES4102_06350 Chondrocystis NIES-4102 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 276aa || [A0A1Z4RMD3] ccmO || poisonGreen

Xen7305DRAFT_00028310 Xenococcus PCC 7305 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 266aa || [L8M437] ccmO || poisonGreen

C7H19_03835 Aphanothece CCALA 016 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 271aa || [A0A2T1M1S1] ccmO || poisonGreen

AM1_5385 Acaryochloris MBIC 11017 (Cyanobacteria) || bmcType=CsomeBCy (main) || 250aa || [B0CBU1] ccmO || poisonGreen

A5482_07220 Cyanobacterium IPPAS B-1200 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 278aa || [A0A1E5QZK1] ccmO || poisonGreen

GM3708_2273 Geminocystis NIES-3708 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 243aa || [A0A0D6AGD9] ccmO || poisonGreen

CSQ80_00585 Cyanobacterium B-1201 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 277aa || [A0A2G3PEW4] ccmO || poisonGreen

SAMN03080599_01203 Acidaminobacter DSM 2784 (Firmicutes) || bmcType=BUF1 (sat) || 182aa || [A0A1G5RX36] || salmon

EUAN_22090 Andreesenia DSM 1989 (Firmicutes) || bmcType=BUF1 (sat) || 183aa || [A0A1S1V6P9] || salmon

Curi_c26670 Gottschalkia ATCC 7906 (Firmicutes) || bmcType=BUF1 (sat) || 183aa || [K0B408] || salmon

KM92DES2_10374 Desulfovibrio (KM92DES2) (Proteobacteria) || bmcType=GRM1B (main) || 190aa || [A0A212J190] || pinkishTan

SAMN05192586_103112 Desulfovibrio KHC7 (Proteobacteria) || bmcType=GRM1B (main) || 183aa || [A0A1G7JR06] || pinkishTan

SAMN02910291_02017 Desulfovibrio DSM 7057 (SAMN02910291) (Proteobacteria) || bmcType=GRM1B (main) || 182aa || [A0A1K1QIR3] || pinkishTan

BCS36_13415 Desulfovibrio MES5 (Proteobacteria) || bmcType=GRM1B (main) || 182aa || [A0A231NZB2] || pinkishTan

COA36_05790 Desulfotalea (COA36) (Proteobacteria) || bmcType=GRM1B (main) || 182aa || [A0A2G2DVT2] || pinkishTan

SAMN06295933_2795 Desulfovibrio K3S (Proteobacteria) || bmcType=GRM1B (main) || 182aa || [A0A1X7E9N1] || pinkishTan

DESAM_21363 Desulfovibrio DSM 14728 (Proteobacteria) || bmcType=GRM1B (main) || 184aa || [L0RBS7] || pinkishTan

Desal_0477 Desulfovibrio DSM 2638 (Proteobacteria) || bmcType=GRM1B (main) || 182aa || [C6BX64] || pinkishTan

DCS48_05005 Desulfovibrio (DCS48) (Proteobacteria) || bmcType=GRM1B (main) || 182aa || [A0A349HH84] || pinkishTan

SAMN05660420_01712 Desulfuromusa DSM 7343 (Proteobacteria) || bmcType=EUT2B (main) || 184aa || [A0A1H3ZX78] || pinkishTan

B6I31_05155 unclassified-Desulfobacteraceae 4572_19 (Proteobacteria) || bmcType=fragmented (sat) (omitted) || 184aa || [A0A1W9TQB0] || pinkishTan

SAMN05216233_13424 Desulfoluna AA1 (Proteobacteria) || bmcType=GRM1B (main) || 181aa || [A0A1G5JLU7] || pinkishTan

SAMN05216233_105269 Desulfoluna AA1 (Proteobacteria) || bmcType=EUT2_GRM1 (main) (omitted) || 181aa || [A0A1G5EAQ5] || pinkishTan

SAMN02745702_01611 Desulfovibrio DSM 18034 (Proteobacteria) || bmcType=GRM1B (main) || 182aa || [A0A1T4W4K2] || pinkishTan

DBY37_06285 unclassified-Desulfovibrionaceae (DBY37) (Proteobacteria) || bmcType=GRM1B (main) || 182aa || [A0A316MU13] || pinkishTan

Dde_3272 Desulfovibrio G20 (Proteobacteria) || bmcType=GRM1B (main) || 182aa || [Q30W80] || pinkishTan

MORIYA_2251 Moritella DB21MT 5 (Proteobacteria) || bmcType=GRM1B (main) || 180aa || [A0A330LQ10] || pinkishTan

BIT28_13655 Photobacterium 44178 (Proteobacteria) || bmcType=GRM1B (main) || 180aa || [A0A1Q9GJ28] || pinkishTan

DBX46_00405 unclassified-Clostridiales R-7 (DBX46) (Firmicutes) || bmcType=SPU4 (main) || 181aa || [A0A2V2DVF0] || strawberry

CVV04_00770 unclassified-Firmicutes HGW-Firmicutes-9 (Firmicutes) || bmcType=SPU4 (main) || 181aa || [A0A2N2A5M2] || strawberry

CVV04_01500 unclassified-Firmicutes HGW-Firmicutes-9 (Firmicutes) || bmcType=SPU4 (main) || 181aa || [A0A2N2A617] || strawberry

DEB31_06355 unclassified-Clostridiales R-7 (DEB31) (Firmicutes) || bmcType=SPU4 (main) || 182aa || [A0A358AS80] || strawberry

CHK_3035 Catabacter ABBA15k (Firmicutes) || bmcType=SPU4 (main) || 181aa || [A0A0M2NG92] || strawberry

ERS852551_00049 Anaerotruncus An174 (ERS852551) (Firmicutes) || bmcType=SPU4 (main) || 181aa || [A0A174LBQ1] || strawberry

OBV_17490 Oscillibacter DSM 18026 (Firmicutes) || bmcType=GRM3A (main) || 182aa || [G4KZW4] || cherry

SAMN02745120_1213 Acetoanaerobium ATCC 35199 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A1T5AW39] || cherry

Dred_3269 Desulfotomaculum MI-1 (Firmicutes) || bmcType=GRM1A (main) || 182aa || [A4J9L6] || cherry

AT798_04360 Megasphaera DJF_B143 (Firmicutes) || bmcType=GRM1A (main) || 182aa || [A0A117J2Q8] || cherry

AB840_05585 Megasphaera DSM 20462 (AB840) (Firmicutes) || bmcType=GRM1A (main) || 182aa || [A0A0J6WWC3] || cherry

Desru_2079 Desulfotomaculum DSM 2154 (Firmicutes) || bmcType=GRM1A (main) || 182aa || [F6DK17] || cherry

SAMN04488500_10757 Sporomusa DSM 5090 (Firmicutes) || bmcType=GRM1A (main) || 182aa || [A0A1W2BCC0] || cherry

SAMN02745123_03554 Desulfotomaculum DSM 10349 (Firmicutes) || bmcType=GRM1A (main) || 182aa || [A0A1M6WAR1] || cherry

Desor_5412 Desulfosporosinus DSM 765 (Firmicutes) || bmcType=GRM1A (main) || 182aa || [G7WEH5] || cherry

SAMN02746098_00571 Desulfosporosinus DSM 15449 (Firmicutes) || bmcType=GRM1A (main) || 182aa || [A0A1M5RID2] || cherry

SAMN02745215_01898 Desulfitobacterium DSM 11544 (Firmicutes) || bmcType=GRM1A (main) || 182aa || [A0A1M7TED4] || cherry

Desaci_1579 Desulfosporosinus DSM 22704 (Firmicutes) || bmcType=GRM1A (main) || 182aa || [I4D459] || cherry

DESHY_120090 Desulfotomaculum DSM 18033 (Firmicutes) || bmcType=GRM1A (main) || 182aa || [K8EGC7] || cherry

SAMN05660299_00750 Megasphaera DSM 16981 (Firmicutes) || bmcType=GRM3A (main) || 182aa || [A0A1G9SLS9] || tomato

AB840_04705 Megasphaera DSM 20462 (AB840) (Firmicutes) || bmcType=GRM3A (main) || 182aa || [A0A0J6WWV2] || tomato

SAMEA3545284_01699 Eubacterium (SAMEA3545284) (Firmicutes) || bmcType=GRM1A (main) || 182aa || [A0A1C5SRE7] || burgundy

SAMN04489866_103128 Peptococcus DSM 20475 (Firmicutes) || bmcType=GRM1A (main) || 182aa || [A0A1G6UTT4] || burgundy

SAMN02745115_02054 Peptoanaerobacter ATCC 43714 (Firmicutes) || bmcType=GRM1A (main) || 182aa || [A0A1T5KRE2] || burgundy

HMPREF0379_0295 Peptoanaerobacter ATCC 43715 (Firmicutes) || bmcType=GRM3A (main) || 182aa || [E0QGZ7] || burgundy

BN000_01728 Bacillus LF1 (Firmicutes) || bmcType=GRM1A (main) || 182aa || [A0A0U1NUW2] || burgundy

M670_03928 Bacillus MEV2011 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A072NH39] || burgundy

SAMN05443428_101119 Caloramator USBA 833 (Firmicutes) || bmcType=GRM1A (main) || 182aa || [A0A1T4WG82] || burgundy

CSCA_4492 Clostridium ATCC 25775 (Firmicutes) || bmcType=GRM1A (main) || 182aa || [A0A0E3JRC8] || burgundy

CLJU_c39760 Clostridium ATCC 55383 (Firmicutes) || bmcType=GRM1A (main) || 182aa || [D8GIC6] || burgundy

BHK98_03035 Eubacterium 24907 (Firmicutes) || bmcType=GRM1A (main) || 182aa || [A0A1Q9JG07] || burgundy

Amet_3827 Alkaliphilus QYMF (Firmicutes) || bmcType=GRM1A (main) || 182aa || [A6TUS6] || burgundy

Clos_2390 Alkaliphilus OhILAs (Firmicutes) || bmcType=GRM1A (main) || 180aa || [A8MJE0] || burgundy

BJL90_00665 Clostridium ATCC 27076 (BJL90) (Firmicutes) || bmcType=GRM1A (main) || 182aa || [A0A1D9FHC1] || burgundy

SAMN05660830_01910 Desulfovibrio DSM 7057 (SAMN05660830) (Proteobacteria) || bmcType=GRM1A (main) || 182aa || [A0A1M6HQG1] || burgundy

ACP50_10855 Clostridium ATCC 25763 (ACP50) (Firmicutes) || bmcType=GRM1A (main) || 182aa || [A0A093VPU0] || burgundy

CCH01_017490 Clostridium JF4335 (Firmicutes) || bmcType=GRM1 (main) (omitted) || 182aa || [S6ETB5] || burgundy

CINTURNW_0800 Clostridium URNW (Firmicutes) || bmcType=GRM3A (main) || 182aa || [U2PZ39] || burgundy

HMPREF0980_02488 Dorea D27 (Firmicutes) || bmcType=SPU4 (main) || 182aa || [A0A0K9NA27] || lightMaroon

KQ78_01061 Ca.Izimaplasma HR2 (Tenericutes) || bmcType=SPU4 (main) || 181aa || [A0A094KWY4] || lightMaroon

CVU65_04415 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-22 (Proteobacteria) || bmcType=SPU4 (main) || 198aa || [A0A2N2H2C3] || crimson

CEE45_05330 Ca.Heimdallarchaeota B3-JM-08 (Candidatus Heimdallarchaeota) || bmcType=SPUx (main) (omitted) || 181aa || [A0A2U3CHY1] || crimson

Apau_0029 Aminomonas DSM 12260 (Synergistetes) || bmcType=PDU1D (main) || 182aa || [E3CVB3] pduT || crimson

HMPREF1705_02703 Acetomicrobium ATCC BAA-1850 (Synergistetes) || bmcType=PDU1D (main) || 185aa || [A0A0T5XB32] pduT || crimson

Dpep_1753 Dethiosulfovibrio DSM 11002 (Synergistetes) || bmcType=PDU1D (main) || 185aa || [D2Z8I0] pduT || crimson

Tlie_0211 Thermovirga DSM 17291 (Synergistetes) || bmcType=PDU1D (main) || 182aa || [G7V6C6] pduT || crimson

XD52_0684 unclassified-bacterium 42_11 (unclassified Bacteria) || bmcType=PDU1D (main) || 181aa || [A0A101EF79] || crimson

CVV64_17990 Ca.Wallbacteria HGW-Wallbacteria-1 (Candidatus Wallbacteria) || bmcType=SPU7 (main) || 188aa || [A0A2N1PJY6] || brick

C0601_11720 unclassified-bacterium BM706 (unclassified Bacteria) || bmcType=SPU1 (main) || 181aa || [A0A2N5ZBG8] || brick

BWY64_00982 unclassified-bacterium ADurb.Bin363 (unclassified Bacteria) || bmcType=fragmented (sat) (omitted) || 181aa || [A0A1V5PNX7] || brick

BJL90_15470 Clostridium ATCC 27076 (BJL90) (Firmicutes) || bmcType=GRM6 (main) || 182aa || [A0A1D9FSP2] || brick

DOZ58_03865 Acetobacterium KB-1 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A2Z4I4T6] || brick

CVU99_05870 unclassified-Firmicutes HGW-Firmicutes-4 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A2N2BSD0] || brick

CVU92_00515 unclassified-Firmicutes HGW-Firmicutes-17 (Firmicutes) || bmcType=EUT2B (main) || 181aa || [A0A2N2CZE8] || brick

Dred_1303 Desulfotomaculum MI-1 (Firmicutes) || bmcType=EUT2D (main) || 181aa || [A4J434] || stormyBlue

Tfer_2645 Thermincola Z-0001 (Firmicutes) || bmcType=EUT2D (main) || 182aa || [A0A0L6VZY3] || stormyBlue

CVU89_07500 unclassified-Firmicutes HGW-Firmicutes-14 (Firmicutes) || bmcType=EUT2D (main) || 182aa || [A0A2N2DHG3] || stormyBlue

APF76_15290 Desulfitibacter BRH_c19 (Firmicutes) || bmcType=UA (main) (omitted) || 182aa || [A0A101VBL2] || stormyBlue

DEF42_04285 Desulfosporosinus (DEF42) (Firmicutes) || bmcType=GRMguf (main) || 181aa || [A0A358PXS9] || stormyBlue

Desde_0358 Desulfitobacterium ATCC 51507 (Firmicutes) || bmcType=GRMguf (main) || 181aa || [I4A4E2] || stormyBlue

Dhaf_0360 Desulfitobacterium DSM 10664 (Firmicutes) || bmcType=GRMguf (main) || 181aa || [B8G1Q4] 3NWG pduT-like || stormyBlue

Tph_c07040 Thermacetogenium DSM 12270 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [K4LD95] pduT || dodgerBlue

SAMN02746098_02471 Desulfosporosinus DSM 15449 (Firmicutes) || bmcType=EUT2D (sat) || 182aa || [A0A1M5YKR2] pduT || dodgerBlue

SBF1_1270019 Desulfosporosinus Peat soil MAG SbF1 (Firmicutes) || bmcType=EUT2D (main) || 182aa || [A0A2U3K2V9] pduT || dodgerBlue

DD730_06590 Desulfosporosinus (DD730) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 182aa || [A0A356P898] pduT || dodgerBlue

SAMN04488499_101844 Sporomusa Mol (Firmicutes) || bmcType=EUT2D (main) || 182aa || [A0A1G7EP36] pduT || dodgerBlue

SAMN04488499_103222 Sporomusa Mol (Firmicutes) || bmcType=EUT2D (main) || 182aa || [A0A1G7I653] pduT || dodgerBlue

SAMN04488500_1322 Sporomusa DSM 5090 (Firmicutes) || bmcType=UA (sat) (omitted) || 182aa || [A0A1W2EVM3] pduT || dodgerBlue

A2503_16685 unclassified-Burkholderiales RIFOXYD12_FULL_59_19 (Proteobacteria) || bmcType=EUT1 (main) || 183aa || [A0A1F4M4Q4] pduT || dodgerBlue

A3F78_08880 unclassified-Burkholderiales RIFCSPLOWO2_12_FULL_61_40 (Proteobacteria) || bmcType=EUT1 (sat) || 183aa || [A0A1F4K8N3] pduT || dodgerBlue

C666_15170 Thauera DSM 12138 (Proteobacteria) || bmcType=EUT1 (sat) || 182aa || [N6XUV5] pduT || dodgerBlue

CEK28_06060 Xenophilus AP218F (Proteobacteria) || bmcType=EUT1 (main) || 182aa || [A0A254VML1] pduT || dodgerBlue

VI26_12225 Chromobacterium LK1 (Proteobacteria) || bmcType=EUT1 (main) || 182aa || [A0A0J6KEG2] pduT || dodgerBlue

DC083_08495 Ignatzschineria KCTC 22644 (Proteobacteria) || bmcType=EUT1 (main) || 182aa || [A0A2U2ACG6] pduT || dodgerBlue

DKL61_02040 unclassified-Gammaproteobacteria ESL0073 (Proteobacteria) || bmcType=EUT1 (main) || 183aa || [A0A2Z3HSN5] pduT || dodgerBlue

DK254_12250 Pseudomonas RW407 (Proteobacteria) || bmcType=EUT1 (sat) || 182aa || [A0A2V2T0F6] pduT || dodgerBlue

M993_00297 Obesumbacterium ATCC 12841 (Proteobacteria) || bmcType=EUT1 (main) || 195aa || [A0A1B7KL20] pduT || dodgerBlue

AYY16_12525 Morganella GCSL-Mp20 (AYY16) (Proteobacteria) || bmcType=EUT1 (main) || 184aa || [A0A1B8H9W1] pduT || dodgerBlue

B5M10_12185 Pluralibacter SF84F43 (B5M10) (Proteobacteria) || bmcType=EUT1 (main) || 184aa || [A0A1Y4XZT9] pduT || dodgerBlue

Tola_1700 Tolumonas DSM 9187 (Proteobacteria) || bmcType=PDU1AB (main) || 182aa || [C4LFE3] pduT || dodgerBlue

VEJY3_08455 Vibrio EJY3 (Proteobacteria) || bmcType=GRM3B (main) || 182aa || [H2IE52] pduT || dodgerBlue

SAMN04488136_13840 Vibrio CGMCC 1.10228 (Proteobacteria) || bmcType=PDU1AB (main) || 182aa || [A0A1G8GKP5] pduT || dodgerBlue

VIM7927_03953 Vibrio CECT 7927 (Proteobacteria) || bmcType=PDU1AB (main) || 182aa || [A0A1Y6IY78] pduT || dodgerBlue

C1M56_13795 Vibrio 60.6F (C1M56) (Proteobacteria) || bmcType=PDU1AB (main) || 182aa || [A0A2J8GMK6] pduT || dodgerBlue

SAMN05880558_101431 Aeromonas RU39B (Proteobacteria) || bmcType=PDU1AB (main) || 182aa || [A0A1N6P422] pduT || dodgerBlue

AW19_705 Yersinia Y225 (Proteobacteria) || bmcType=PDU1AB (main) || 185aa || [A0A0B6FSH4] pduT || dodgerBlue

DT73_23040 Mangrovibacter MFB070 (Proteobacteria) || bmcType=PDU1AB (main) || 185aa || [A0A071LPW5] pduT || dodgerBlue

DXF93_07190 Escherichia GN05128 (DXF93) (Proteobacteria) || bmcType=PDU1AB (main) || 184aa || [A0A370YQI5] pduT || dodgerBlue

CWS02_09700 Enterobacter EA-1 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 168aa || [A0A2I7CC69] pduT || dodgerBlue

CI741_18325 Klebsiella ST101:950171785 (CI741) (Proteobacteria) || bmcType=PDU1AB (main) || 185aa || [A0A236R2E4] pduT || dodgerBlue

SAMEA3485113_02966 Escherichia GN05128 (SAMEA3485113) (Proteobacteria) || bmcType=PDU1AB (main) || 184aa || [A0A2Y0XU98] pduT || dodgerBlue

AC26_1913 Escherichia 1-176-05_S3_C2 (Proteobacteria) || bmcType=PDU1AB (main) || 227aa || [A0A017IFR7] pduT || dodgerBlue

Entcl_1743 Pluralibacter SCF1 (Proteobacteria) || bmcType=PDU1AB (main) || 184aa || [E3G1V7] pduT || dodgerBlue

ECD227_1841 Escherichia ECD227 (Proteobacteria) || bmcType=PDU1AB (main) || 177aa || [F0JUK2] pduT || dodgerBlue

LFZ51_08315 Salmonella So 20/20 (Proteobacteria) || bmcType=PDU1AB (main) || 184aa || [A0A0V2EEE2] pduT || dodgerBlue

JD73_07865 Escherichia GN05128 (JD73) (Proteobacteria) || bmcType=PDU1AB (main) || 184aa || [A0A085PBB5] pduT || dodgerBlue

CD006_09560 Enterobacter 44105 (Proteobacteria) || bmcType=PDU1AB (main) || 184aa || [A0A267RVC0] pduT || dodgerBlue

PK83_15300 Salmonella CFSAN024758 (PK83) (Proteobacteria) || bmcType=PDU1AB (main) || 184aa || [A0A229Q970] 3N79' pduT || dodgerBlue

NCTC11685_05559 Klebsiella PB39 (NCTC11685) (Proteobacteria) || bmcType=PDU1AB (main) || 590aa || [A0A378G9C3] || dodgerBlue

A2X36_03025 unclassified-Elusimicrobia GWA2_69_24 (Elusimicrobia) || bmcType=SPU1 (sat) || 182aa || [A0A1F9RSS4] || primaryBlue

COR54_00505 unclassified-Elusimicrobia CG22_combo_CG10-13_8_21_14_all_63_91 (Elusimicrobia) || bmcType=SPU1 (sat) || 182aa || [A0A2H0DSR0] || primaryBlue

DDW67_04515 unclassified-Elusimicrobia (DDW67) (Elusimicrobia) || bmcType=SPU1 (sat) || 152aa || [A0A353CRK2] || primaryBlue

A2X33_08560 unclassified-Elusimicrobia GWA2_51_34 (Elusimicrobia) || bmcType=SPU1 (main) || 182aa || [A0A1F9QXV3] || primaryBlue

A3J79_01105 unclassified-Elusimicrobia RIFOXYB2_FULL_62_6 (Elusimicrobia) || bmcType=SPU1 (main) || 182aa || [A0A1F9ZFC2] || primaryBlue

A2X28_06565 unclassified-Elusimicrobia GWA2_56_46 (Elusimicrobia) || bmcType=SPU1 (main) || 182aa || [A0A1F9QH77] || primaryBlue

A2218_08355 unclassified-Elusimicrobia RIFOXYA2_FULL_53_38 (Elusimicrobia) || bmcType=SPU1 (main) || 182aa || [A0A1F9XTV2] || primaryBlue

DCS63_09385 unclassified-Elusimicrobia (DCS63) (Elusimicrobia) || bmcType=SPU1 (main) || 182aa || [A0A349PD99] || primaryBlue

A2X29_05490 unclassified-Elusimicrobia GWA2_64_40 (Elusimicrobia) || bmcType=SPU1 (main) || 182aa || [A0A1F9Q6C1] || primaryBlue

A2X32_02775 unclassified-Elusimicrobia GWC2_64_44 (Elusimicrobia) || bmcType=SPU1 (main) || 182aa || [A0A1F9TCQ9] || primaryBlue

A2X66_04850 unclassified-Ignavibacteriae GWA2_54_16 (Ignavibacteriae) || bmcType=MIC4 (sat) (omitted) || 189aa || [A0A1G0NS19] || darkBlue

B6D60_04885 Ca.KSB1 4484_87 (candidate division KSB1) || bmcType=MIC4 (main) || 186aa || [A0A1W9RR95] || darkBlue

BRCON_0077 Ca.Sumerlaea BY40 (Candidatus Sumerlaeota) || bmcType=FRAG6 (sat) || 184aa || [A0A2Z4Y1E7] || darkBlue

COB02_08405 Ca.Cloacimonetes (COB02) (Candidatus Cloacimonetes) || bmcType=SPU7 (sat) || 185aa || [A0A2A5AIB7] || darkBlue

CMJ49_09740 unclassified-Planctomycetaceae (CMJ49) (Planctomycetes) || bmcType=PVM (sat) || 190aa || [A0A2D5YXK6] || darkBlue

BWX88_03939 unclassified-Planctomycetes ADurb.Bin126 (Planctomycetes) || bmcType=PVM (sat) || 186aa || [A0A1V6CZY6] || darkBlue

THTE_3178 Thermogutta terrifontis (Planctomycetes) || bmcType=PVM (sat) || 190aa || [A0A286RIJ3] || darkBlue

CME06_04670 unclassified-Gemmatimonadetes (CME06) (Gemmatimonadetes) || bmcType=FRAG8 (sat) || 183aa || [A0A2D5ZKP8] || darkBlue

SBA5_100014 Ca.Sulfotelmatomonas gaucii (Acidobacteria) || bmcType=PVM (main) || 187aa || [A0A2N9L261] || darkBlue

SAMN04488056_11389 Cohaesibacter CGMCC 1.9157 (Proteobacteria) || bmcType=GRM3C (sat) || 184aa || [A0A1I5K8X5] || darkBlue

CR997_14485 unclassified-Acidobacteria (CR997) (Acidobacteria) || bmcType=incomplete (sat) (omitted) || 184aa || [A0A2G6PW70] || darkBlue

SAMN02745220_04762 Desulfopila DSM 18488 (Proteobacteria) || bmcType=GRM1B (main) || 187aa || [A0A1M7YJK7] || darkBlue

BWY38_02228 unclassified-Ignavibacteriae ADurb.Bin266 (Ignavibacteriae) || bmcType=UA (main) (omitted) || 182aa || [A0A1V5TGQ5] || warmBlue

Cabys_349 Caldithrix LF13 (Calditrichaeota) || bmcType=fragmented (sat) (omitted) || 183aa || [H1XR96] || warmBlue

CMJ78_05205 unclassified-Planctomycetaceae (CMJ78) (Planctomycetes) || bmcType=PVM (sat) || 184aa || [A0A2E7CZ41] || warmBlue

AUJ47_03630 Ca.Marinimicrobia CG1_02_48_14 (Candidatus Marinimicrobia) || bmcType=FRAG4 (sat) || 183aa || [A0A1J4Y242] || warmBlue

Maqu_1244 Marinobacter ATCC 700491 (Proteobacteria) || bmcType=EUT1 (main) || 184aa || [A1U015] || warmBlue

AAY24_03120 Sedimenticola SIP-G1 (Proteobacteria) || bmcType=EUT1 (main) || 184aa || [A0A0F7JXW0] || warmBlue

CSB48_00400 unclassified-Proteobacteria (CSB48) (Proteobacteria) || bmcType=EUT1 (main) || 184aa || [A0A2G6D5R6] || warmBlue

GARC_5324 Paraglaciecola BSs20135 (Proteobacteria) || bmcType=EUT1 (main) || 184aa || [K6XNN6] || warmBlue

OLEAN_C11430 Oleispira RB-8 (Proteobacteria) || bmcType=EUT1 (main) || 184aa || [R4YSW7] pduT || warmBlue

RJ45_06715 Photobacterium AD005a (Proteobacteria) || bmcType=UA (main) (omitted) || 182aa || [A0A0B9H099] || warmBlue

ABT56_06015 Photobacterium CGMCC 1.12159 (Proteobacteria) || bmcType=EUT1 (main) || 182aa || [A0A0J1H5T2] || warmBlue

KT99_16289 Shewanella KT99 (Proteobacteria) || bmcType=EUT1 (main) || 182aa || [A9D3A1] || warmBlue

C9I99_10020 Photobacterium JCM 13586 (Proteobacteria) || bmcType=EUT1 (main) || 182aa || [A0A2T3J056] || warmBlue

C9I89_06325 Photobacterium DSM 16190 (Proteobacteria) || bmcType=EUT1 (main) || 182aa || [A0A2T3N1E7] || warmBlue

OZSIB_0719 Ca.Ozemobacter sibiricus (Candidatus Riflebacteria) || bmcType=SPU7 (main) || 186aa || [A0A367ZTW1] || darkGreyBlue

AUK22_04385 unclassified-bacterium CG2_30_54_10 (unclassified Bacteria) || bmcType=SPU7 (main) || 185aa || [A0A1J5DD11] || darkGreyBlue

CVV41_04970 Ca.Riflebacteria HGW-Riflebacteria-1 (Candidatus Riflebacteria) || bmcType=SPU7 (main) || 185aa || [A0A2N1TZX5] || darkGreyBlue

BWY02_00378 unclassified-bacterium ADurb.Bin157 (unclassified Bacteria) || bmcType=SPU7 (main) || 185aa || [A0A1V6AE17] || darkGreyBlue

BWY83_02845 unclassified-bacterium ADurb.Bin478 (unclassified Bacteria) || bmcType=fragmented (sat) (omitted) || 181aa || [A0A1V5KD91] || steelBlue

A2W25_06495 Ca.Zixibacteria RBG_16_53_22 (candidate division Zixibacteria) || bmcType=fragmented (sat) (omitted) || 183aa || [A0A1F4YIG4] || steelBlue

CVU56_13750 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-14 (Proteobacteria) || bmcType=SPU3 (main) || 191aa || [A0A2N2JI90] || steelBlue

CSA66_00985 unclassified-Proteobacteria (CSA66) (Proteobacteria) || bmcType=SPU3 (main) || 192aa || [A0A2G6J9X6] || steelBlue

CMP31_00775 Roseibacillus (CMP31) (Verrucomicrobia) || bmcType=incomplete (sat) (omitted) || 183aa || [A0A2E7YPY5] || steelBlue

COZ57_16275 unclassified-Armatimonadetes CG_4_8_14_3_um_filter_66_20 (Armatimonadetes) || bmcType=MUF2 (sat) || 183aa || [A0A2M7KS29] || steelBlue

CL946_05095 unclassified-Ectothiorhodospiraceae (CL946) (Proteobacteria) || bmcType=FRAG1 (sat) || 183aa || [A0A2E0UIH3] || dusk

A3G34_14855 Ca.Lindowbacteria RIFCSPLOWO2_12_FULL_62_27 (Candidatus Lindowbacteria) || bmcType=fragmented (sat) (omitted) || 182aa || [A0A1F6LUZ2] || dusk

A2008_13280 Ca.Wallbacteria GWC2_49_35 (Candidatus Wallbacteria) || bmcType=SPUx (sat) (omitted) || 183aa || [A0A1F7WXA0] || dusk

BWY06_00608 Ca.Latescibacteria ADurb.Bin168 (Candidatus Latescibacteria) || bmcType=fragmented (sat) (omitted) || 183aa || [A0A1V5ZRB8] || dusk

A2X96_10270 unclassified-Syntrophobacterales GWC2_56_13 (Proteobacteria) || bmcType=PDU1D (main) || 183aa || [A0A1G3USU1] pduT || dusk

BWX48_02196 unclassified-Verrucomicrobia ADurb.Bin006 (Verrucomicrobia) || bmcType=PVM (sat) || 183aa || [A0A1V6JSZ6] || dusk

BWX84_02597 unclassified-Verrucomicrobia ADurb.Bin118 (Verrucomicrobia) || bmcType=PVM (sat) || 184aa || [A0A1V6DIU8] || dusk

Oter_2056 Opitutus DSM 11246 (Verrucomicrobia) || bmcType=PVM (sat) || 184aa || [B1ZMR1] || dusk

DB354_06940 Opitutus ER46 (Verrucomicrobia) || bmcType=PVM (sat) || 183aa || [A0A2T6D1U8] || dusk

DEH78_05880 unclassified-Solibacterales (DEH78) (Acidobacteria) || bmcType=ACI (sat) || 184aa || [A0A359LSJ3] || tealBlue

C5B51_15680 unclassified-Solibacteres (C5B51) (Acidobacteria) || bmcType=ACI (sat) || 183aa || [A0A317J250] || tealBlue

SBA4_1010065 Ca.Sulfopaludibacter SbA4 (Acidobacteria) || bmcType=ACI (sat) || 169aa || [A0A2U3JWP4] || tealBlue

Acid_0708 Ca.Solibacter Ellin6076 (Acidobacteria) || bmcType=ACI (sat) || 183aa || [Q02B57] || tealBlue

CVV23_09625 unclassified-Ignavibacteriae HGW-Ignavibacteriae-2 (Ignavibacteriae) || bmcType=UA (sat) (omitted) || 181aa || [A0A2N1VVU7] || wisteria

SAMN05660420_01713 Desulfuromusa DSM 7343 (Proteobacteria) || bmcType=EUT2B (main) || 181aa || [A0A1H3ZX73] || wisteria

A2299_07450 unclassified-Ignavibacteria RIFOXYB2_FULL_37_11 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 181aa || [A0A1G0VAP7] || wisteria

BMS3Abin04_02073 unclassified-bacterium BMS3Abin04 (unclassified Bacteria) || bmcType=FRAG1 (sat) || 183aa || [A0A2H6EPD2] || wisteria

A2V66_12875 unclassified-Ignavibacteria RBG_13_36_8 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 183aa || [A0A1G0RNT7] || wisteria

CO128_10830 unclassified-Ignavibacteriales CG_4_9_14_3_um_filter_30_11 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 181aa || [A0A2M7ZH64] || wisteria

AUJ54_10795 unclassified-Ignavibacteria CG1_02_37_35 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 181aa || [A0A1J4TWX0] || wisteria

BMS3Abin03_00538 unclassified-bacterium BMS3Abin03 (unclassified Bacteria) || bmcType=FRAG1 (sat) || 184aa || [A0A2H6EAZ8] || wisteria

MROS_2475 Melioribacter JCM 17771 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 181aa || [I6Z985] || wisteria

CR986_05340 unclassified-Ignavibacteriae (CR986) (Ignavibacteriae) || bmcType=FRAG1 (sat) || 181aa || [A0A2G6ECA1] || wisteria

ASZ90_005026 unclassified-metagenomic (ASZ90) (unclassified_metagenomic) || bmcType=FRAG1 (sat) || 183aa || [A0A0W8FW71] || wisteria

CMF23_09225 unclassified-Ignavibacteriae (CMF23) (Ignavibacteriae) || bmcType=FRAG1 (sat) || 181aa || [A0A2E0W317] || wisteria

A2068_01120 unclassified-Ignavibacteria GWB2_35_6b (Ignavibacteriae) || bmcType=FRAG1 (sat) || 181aa || [A0A1G0PKD9] || wisteria

CVV24_07465 unclassified-Ignavibacteriae HGW-Ignavibacteriae-3 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 181aa || [A0A2N1VEU7] || wisteria

CO129_04540 unclassified-Ignavibacteriales CG_4_9_14_3_um_filter_34_10 (Ignavibacteriae) || bmcType=FRAG1 (sat) || 181aa || [A0A2M7ZEJ1] || wisteria

DCS48_07285 Desulfovibrio (DCS48) (Proteobacteria) || bmcType=GRM1B (sat) || 185aa || [A0A349HII1] || seaBlue

HMPREF0179_00647 Bilophila 3_1_6 (Proteobacteria) || bmcType=GRMguf (main) || 185aa || [E5Y386] || seaBlue

CWS72_13425 Telmatospirillum 26-4b1 (Proteobacteria) || bmcType=PDU1D (main) || 185aa || [A0A2N3PUR5] || seaBlue

SAMN02746041_01356 Desulfacinum DSM 13146 (Proteobacteria) || bmcType=GRMguf (main) || 186aa || [A0A1W1XDD3] || seaBlue

CVU73_12640 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-8 (Proteobacteria) || bmcType=GRMguf (main) || 206aa || [A0A2N2FHH3] || seaBlue

CVU64_00870 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-21 (Proteobacteria) || bmcType=GRMguf (main) || 185aa || [A0A2N2HDZ9] || seaBlue

SAMN02745161_2003 Halodesulfovibrio DSM 17456 (Proteobacteria) || bmcType=UA (main) (omitted) || 185aa || [A0A1N6H4Q3] || seaBlue

DP3043 Desulfotalea DSM 12343 (Proteobacteria) || bmcType=GRMguf (main) || 185aa || [Q6AIQ8] || seaBlue

Sterm_1916 Sebaldella ATCC 33386 (Fusobacteria) || bmcType=PDU_EUT (sat) (omitted) || 181aa || [D1AJ85] || mediumBlue

HMPREF1633_15255 Tissierellia S5-A11 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A095YLZ1] || mediumBlue

SAMN04488695_10136 Proteiniclasticum ML2 (SAMN04488695) (Firmicutes) || bmcType=EUT2B (main) || 181aa || [A0A1I4XK05] || mediumBlue

DC094_15100 unclassified-Flavobacteriaceae Hp12 (Bacteroidetes) || bmcType=incomplete (main) (omitted) || 181aa || [A0A2V1H062] || mediumBlue

GV64_00630 Endozoicomonas DSM 22380 (Proteobacteria) || bmcType=EUT2B (main) || 182aa || [A0A081K5K9] || mediumBlue

EHSB41UT_02903 Parendozoicomonas haliclonae (Proteobacteria) || bmcType=EUT2 (main) (omitted) || 182aa || [A0A1X7AM67] || mediumBlue

EHSB41UT_02939 Parendozoicomonas haliclonae (Proteobacteria) || bmcType=EUT2 (main) (omitted) || 183aa || [A0A1X7ALM5] || mediumBlue

SAMEA3545351_00086 Roseburia (SAMEA3545351) (Firmicutes) || bmcType=EUT2B (main) || 181aa || [A0A1C5VGD9] || cornflowerBlue

SAMN02910417_01723 Eubacterium DSM 3217 (Firmicutes) || bmcType=GRM3A (main) || 181aa || [A0A1G6BRK3] || cornflowerBlue

SAMN02910384_02485 Pseudobutyrivibrio ACV-2 (Firmicutes) || bmcType=GRM3A (main) || 181aa || [A0A1H4EG66] || cornflowerBlue

SAMN02910262_00040 Lachnoclostridium F (SAMN02910262) (Firmicutes) || bmcType=GRM3A (main) || 181aa || [A0A1I6I8Y4] || cornflowerBlue

HMPREF1090_02044 Lachnoclostridium 90A8 (Firmicutes) || bmcType=GRM3A (main) || 181aa || [A0A0E2HQJ4] || cornflowerBlue

CLS_23570 Lachnoclostridium K10 (Firmicutes) || bmcType=GRM3A (main) || 181aa || [D6DJ99] || cornflowerBlue

DW677_10125 Clostridium AM25-23AC (Firmicutes) || bmcType=GRM3A (main) || 181aa || [A0A373BML7] || cornflowerBlue

BJM71_10945 Listeria FSIS11810476 (BJM71) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 184aa || [A0A1E8EMW6] || cornflowerBlue

A5888_000653 Enterococcus 9E7_DIV0242 (Firmicutes) || bmcType=GRM1A (sat) || 185aa || [A0A242KCP3] || cornflowerBlue

FM121_08905 Vagococcus bH819 (Firmicutes) || bmcType=EUT2A (main) || 184aa || [A0A1X6WPH9] || cornflowerBlue

UAI_01015 Enterococcus ATCC 43197 (Firmicutes) || bmcType=PDU1E (main) || 185aa || [R2RK25] || cornflowerBlue

SAMN02745751_01000 Dethiosulfatibacter DSM 17477 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A1M6DQ46] || cornflowerBlue

C814_01594 Anaerotruncus G3(2012) (Firmicutes) || bmcType=EUT2B (main) || 181aa || [R9M1A1] || cornflowerBlue

CC1_05980 Coprococcus GD_7 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [D4J573] || cornflowerBlue

BN138_45 unclassified-termite-gut (BN138) (unclassified_metagenomic) || bmcType=UA (main) (omitted) || 175aa || [S0DDC4] || cornflowerBlue

SAMEA3545403_03174 Flavonifractor (SAMEA3545403) (Firmicutes) || bmcType=EUT2G (sat) || 191aa || [A0A1C6HF29] || cornflowerBlue

SAMEA3545387_00657 Clostridium (SAMEA3545387) (Firmicutes) || bmcType=EUT2B (main) || 181aa || [A0A1C5ZK67] || cornflowerBlue

ERS852479_00477 Lachnoclostridium 2789STDY5834864 (Firmicutes) || bmcType=EUT2B (main) || 181aa || [A0A174BGK0] || cornflowerBlue

CLOSTASPAR_00547 Lachnoclostridium DSM 15981 (Firmicutes) || bmcType=EUT2B (main) || 183aa || [C0CU98] || cornflowerBlue

BWY11_02244 unclassified-Firmicutes ADurb.Bin182 (Firmicutes) || bmcType=EUT2B (main) || 181aa || [A0A1V5XYQ6] || cornflowerBlue

Ilyop_2343 Ilyobacter DSM 2926 (Fusobacteria) || bmcType=PDU1F (main) || 181aa || [E3HDA3] pduT || goldenrod1

B7C24_11680 unclassified-Bacteroidetes 4572_77 (Bacteroidetes) || bmcType=EUT2B (main) || 182aa || [A0A256WIJ5] || goldenrod1

CVV02_05975 unclassified-Firmicutes HGW-Firmicutes-7 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A2N2B0M9] || goldenrod1

SAMN02194393_03634 Maledivibacter M1 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A1T5M037] || goldenrod1

SAMN02194393_00337 Maledivibacter M1 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A1T5IGD1] || goldenrod1

SAMN02745883_01925 Caminicella DSM 14501 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A1M6S1L2] || goldenrod1

SAMN02745912_02229 Paramaledivibacter DSM 15212 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A1M6PN60] || goldenrod1

CACET_c04090 Clostridium DSM 1496 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A0D8IHM7] pduT || goldenrod1

Amet_0267 Alkaliphilus QYMF (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A6TJY2] || goldenrod1

SAMN05446037_1004184 Anaerovirgula SCA (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A239BZ21] || goldenrod1

SAMN03080606_03795 Alkaliphilus DSM 18978 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A1G5KUZ4] || goldenrod1

A9495_08095 Brachyspira NSH-16 (A9495) (Spirochaetes) || bmcType=PDU1D (main) || 181aa || [A0A1E5NLW6] pduT || goldenrod2

KQ44_02275 Brachyspira G79 (Spirochaetes) || bmcType=PDU1D (main) || 181aa || [A0A2A4IM80] pduT || goldenrod2

F3D3_0478 Fusibacter 3D3 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A1B6B825] || goldenrod2

SAMN05192551_10252 Tindallia Z-7934 (Firmicutes) || bmcType=EUT2B (main) || 186aa || [A0A1I3BWA0] || goldenrod2

BED41_04190 Cloacibacillus CL-84 (Synergistetes) || bmcType=EUT2B (main) || 179aa || [A0A1B2I306] || yellowish

Cloev_0779 Cloacibacillus DSM 19522 (Synergistetes) || bmcType=EUT2B (main) || 179aa || [A0A011A9F0] || yellowish

SAMN04488579_12026 Eubacterium VPI 5359 (Firmicutes) || bmcType=EUT2B (main) || 179aa || [A0A1H3I053] || yellowish

HMP0721_1623 Pseudoramibacter ATCC 23263 (Firmicutes) || bmcType=EUT2B (main) || 179aa || [E6MI90] || yellowish

EH55_00745 Synergistes 28491 (Synergistetes) || bmcType=EUT2B (main) || 179aa || [A0A073J4U5] || yellowish

SAMN05216180_0691 Hydrogenoanaerobacterium CGMCC 1.5070 (Firmicutes) || bmcType=EUT2B (main) || 179aa || [A0A1H7ZKX5] || yellowish

HMPREF1141_2893 Clostridium MSTE9 (Firmicutes) || bmcType=GRM3A (main) || 179aa || [J0N6Q9] || yellowish

SAMEA3545396_00041 Flavonifractor (SAMEA3545396) (Firmicutes) || bmcType=EUT2B (main) || 179aa || [A0A1C5YNT1] || yellowish

HMPREF0372_03181 Flavonifractor ATCC 29863 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [G9YUG7] || yellowish

BRYFOR_07164 Marvinbryantia DSM 14469 (Firmicutes) || bmcType=EUT2B (main) || 179aa || [C6LEW3] || yellowish

SAMEA3545399_03584 Clostridium (SAMEA3545399) (Firmicutes) || bmcType=EUT2B (main) || 183aa || [A0A1C6JNA0] || yellowish

SAMEA3545390_02467 Butyricicoccus (SAMEA3545390) (Firmicutes) || bmcType=EUT2B (main) || 183aa || [A0A1C6G7S1] || yellowish

SAMN02745978_00648 Butyricicoccus DSM 23266 (Firmicutes) || bmcType=EUT2B (main) || 179aa || [A0A1T4UPN8] || yellowish

ERS852491_03612 Faecalicatena NLAE-zl-C134 (ERS852491) (Firmicutes) || bmcType=GRM5 (sat) || 179aa || [A0A174ITG5] || yellowish

SAMN05216536_101250 Faecalicatena NLAE-zl-C242 (Firmicutes) || bmcType=GRM5like (sat) (omitted) || 179aa || [A0A2Y9BC29] || yellowish

DW644_06195 unclassified-Clostridiales AM23-16LB (Firmicutes) || bmcType=EUT2B (main) || 179aa || [A0A373BI21] || yellowish

SAMN05216249_11746 Acetitomaculum DSM 5522 (Firmicutes) || bmcType=EUT2B (main) || 179aa || [A0A1I0ZSU4] || yellowish

DQQ01_02485 Blautia KCTC 15426 (Firmicutes) || bmcType=EUT2B (main) || 179aa || [A0A2Z4U824] || yellowish

B5G33_15240 Blautia An81 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 180aa || [A0A1Y3SQT5] || yellowish

HMPREF9629_00051 Peptoanaerobacter CM5 (HMPREF9629) (Firmicutes) || bmcType=GRM3A (main) || 182aa || [G9WXG2] || sandstone1

COA82_06955 Alkaliphilus (COA82) (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A2G2MIG6] || sandstone1

ABG79_01705 Caloramator VF08 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A0R3JSL9] || sandstone1

SAMN02745207_02901 Clostridium DSM 8605 (Firmicutes) || bmcType=GRM1A (main) || 181aa || [A0A1M5WHM1] || sandstone1

SAMN04515654_103152 Halanaerobium WG6 (SAMN04515654) (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A1G8J119] || sandstone2

Hprae_0292 Halanaerobium DSM 2228 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [E3DN43] || sandstone2

DER71_10560 Halanaerobium DL-01 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A368Z892] || sandstone2

HSACCH_00268 Halanaerobium DSM 6643 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [M5DY84] || sandstone2

Halsa_0998 Halanaerobium sapolanicus (Firmicutes) || bmcType=PDU1D (main) || 182aa || [E4RMB1] || sandstone2

DER71_12011 Halanaerobium DL-01 (Firmicutes) || bmcType=PDU1D (sat) || 184aa || [A0A368YTC6] || sandstone3

HSACCH_00972 Halanaerobium DSM 6643 (Firmicutes) || bmcType=PDU1D (sat) || 184aa || [M5DZ41] || sandstone3

Halsa_2084 Halanaerobium sapolanicus (Firmicutes) || bmcType=PDU_EUT (sat) (omitted) || 184aa || [E4RJT1] || sandstone3

Hprae_0271 Halanaerobium DSM 2228 (Firmicutes) || bmcType=EUT2B (main) || 186aa || [E3DN22] || sandstone3

A7L45_05695 Clostridium DSM 8809 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A1J0GE80] || ochre

SAMN05660297_01831 Natronincola DSM 18979 (Firmicutes) || bmcType=UA (main) (omitted) || 182aa || [A0A1I0CYS1] || ochre

SAMN05660297_02571 Natronincola DSM 18979 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A1I0EVL2] || ochre

SAMN02745975_02221 Geosporobacter DSM 17957 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A1M6JSD9] || ochre

Gferi_15915 Geosporobacter IRF9 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A1D8GJ22] || ochre

BS101_05510 Clostridium JZZ (Firmicutes) || bmcType=ETU (main) || 182aa || [A0A1L5F5F6] || ochre

CKR_0766 Clostridium NBRC 12016 (Firmicutes) || bmcType=ETU (main) || 185aa || [B9DZZ2] || ochre

CcarbDRAFT_3781 Clostridium P7 (Firmicutes) || bmcType=PDU1D (main) || 181aa || [C6PYB4] || ochre

DP68_09880 Clostridium HMP27 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A099S481] || ochre

CcarbDRAFT_1059 Clostridium P7 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [C6PQJ2] || ochre

SAMN02745176_01994 Lutispora DSM 19022 (Firmicutes) || bmcType=EUT2B (main) || 182aa || [A0A1M6FJ84] || outlier

CTM_06341 Clostridium DSM 665 (Firmicutes) || bmcType=EUT2I (main) || 181aa || [A0A037Z8V4] || peach0

SAMN02745196_00526 Clostridium DSM 3089 (Firmicutes) || bmcType=EUT2I (main) || 181aa || [A0A1M5TCP4] || peach2

U732_1338 Clostridium CDC 2741 (Firmicutes) || bmcType=EUT2I (main) || 180aa || [A0A0C1U5C4] || peach2

M918_02670 Clostridium BL8 (Firmicutes) || bmcType=EUT2I (main) || 180aa || [T0NHD8] || peach2

CTC_02165 Clostridium E88 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 185aa || [Q892D8] || peach2

NCTC9836_02400 Clostridium NCTC9836 (Firmicutes) || bmcType=EUT2I (main) || 180aa || [A0A381JC78] || peach2

HMPREF2747_01695 Fusobacterium HMSC073F01 (Fusobacteria) || bmcType=EUT2F (main) || 171aa || [A0A1E9JEW4] || peach2

HMPREF0202_01038 Cetobacterium ATCC BAA-474 (Fusobacteria) || bmcType=EUT2F (main) || 177aa || [U7VC24] || peach2

DV867_09860 Psychrilyobacter S5 (Fusobacteria) || bmcType=EUT2F (main) || 171aa || [A0A369XUC7] || peach2

C3495_02325 unclassified-Clostridiaceae 14S0207 (Firmicutes) || bmcType=EUT2I (main) || 179aa || [A0A2Z4W9B6] || peach1

SAMN04488529_11546 Clostridium DSM 12272 (Firmicutes) || bmcType=EUT2I (main) || 186aa || [A0A1H0VBD3] || peach1

SAMN02745248_00420 Hathewaya DSM 3090 (Firmicutes) || bmcType=EUT2I (main) || 181aa || [A0A1M6KCN3] || peach1

C7380_103133 Oceanotoga DSM 24906 (Thermotogae) || bmcType=EUT2I (main) || 174aa || [A0A316D2C9] || peach1

HMPREF9200_0629 Veillonella F0422 (Firmicutes) || bmcType=GRM3A (main) || 178aa || [F9N5P4] || peach1

HMPREF1504_1749 Veillonella ICM51a (Firmicutes) || bmcType=GRM3A (main) || 178aa || [X8HE24] || peach1

SAMN04488528_102452 Clostridium DSM 12271 (Firmicutes) || bmcType=EUT2I (main) || 182aa || [A0A1I0ZT37] || mushroom1

SAMN04487885_102202 Clostridium NLAE-zl-G419 (Firmicutes) || bmcType=EUT2I (main) || 181aa || [A0A1I2JLL4] || mushroom1

SAMN04488528_100837 Clostridium DSM 12271 (Firmicutes) || bmcType=EUT2_GRM1 (main) (omitted) || 181aa || [A0A1I0XFG6] || mushroom1

IO99_04130 Clostridium 113A (Firmicutes) || bmcType=EUT2I (main) || 181aa || [A0A084JFY7] || mushroom1

CPF_0901 Clostridium ATCC 13124 (Firmicutes) || bmcType=EUT2I (main) || 184aa || [A0A0H2YVH5] || mushroom1

DVA85_14995 Acinetobacter RIT592 (Proteobacteria) || bmcType=EUT2I (main) || 185aa || [A0A369PIZ2] || mushroom1

SAMN04515677_10175 Romboutsia DSM 797 (Firmicutes) || bmcType=EUT2I (main) || 182aa || [A0A1G9I2G3] || mushroom1

BN1097_620057 Clostridioides VRECD0012 (BN1097) (Firmicutes) || bmcType=EUT2I (main) || 187aa || [A0A069A909] || mushroom1

CDFC105_62069 Clostridioides VRECD0012 (CDFC105) (Firmicutes) || bmcType=EUT2I (main) || 183aa || [A0A160XJ93] || mushroom1

CHF27_10900 Romboutsia CCRI-22766 (Firmicutes) || bmcType=EUT2 (main) (omitted) || 185aa || [A0A255I142] || mushroom1

Clole_4082 Cellulosilyticum ATCC 49066 (Firmicutes) || bmcType=EUT2I (main) || 182aa || [F2JLX8] || mushroom1

SAMN02746066_03001 Anaerosporobacter DSM 15930 (Firmicutes) || bmcType=EUT2I (main) || 190aa || [A0A1M7L129] || mushroom1

Cphy_2636 Lachnoclostridium ATCC 700394 (Firmicutes) || bmcType=EUT2I (main) || 185aa || [A9KMY6] || mushroom1

SAMN04489757_14315 Anaerocolumna DSM 1283 (Firmicutes) || bmcType=EUT2 (main) (omitted) || 184aa || [A0A1I5IDX6] || mushroom1

BS637_02850 Clostridium PE (Firmicutes) || bmcType=EUT2I (main) || 182aa || [A0A1S9HZA8] || mushroom0

BRLA_c026710 Brevibacillus LMG 15441 (Firmicutes) || bmcType=EUT2I (main) || 181aa || [A0A075RBW4] || mushroom2

UQ68_08745 Listeria 7KSM (UQ68) (Firmicutes) || bmcType=PDU_EUT (main) (omitted) || 181aa || [A0A0F5Z2D0] || mushroom2

COD67_17820 Bacillus AFS018489 (COD67) (Firmicutes) || bmcType=EUT2I (main) || 180aa || [A0A2B0C410] || mushroom2

SAMN04488168_10593 Bacillus 491MF (Firmicutes) || bmcType=incomplete (main) (omitted) || 180aa || [A0A1I1JU88] || mushroom2

B5S25_03725 Paenibacillus CCM 38 (B5S25) (Firmicutes) || bmcType=EUT2I (main) || 181aa || [A0A1U9YKA1] || mushroom2

PGLA_19825 Paenibacillus DSM 22343 (Firmicutes) || bmcType=EUT2I (main) || 181aa || [A0A168HMY6] || mushroom2

BVG16_22325 Paenibacillus ES3-24 (Firmicutes) || bmcType=EUT2I (main) || 181aa || [A0A1T2X619] || mushroom2

SAMN04488689_11095 Paenibacillus CL6Col (Firmicutes) || bmcType=EUT2I (main) || 181aa || [A0A1G7RWW2] || mushroom2

XI25_23710 Paenibacillus DMB20 (Firmicutes) || bmcType=EUT2I (main) || 181aa || [A0A0M2VRV5] || mushroom2

NCTC11027_03548 Paenibacillus BO5 (NCTC11027) (Firmicutes) || bmcType=EUT2I (main) || 181aa || [A0A378ZI71] || mushroom2

SAMN06295960_3959 Paenibacillus 11 (Firmicutes) || bmcType=EUT2I (main) || 181aa || [A0A1X7LPR6] || mushroom2

SAMN05661091_1846 Paenibacillus N3/975 (Firmicutes) || bmcType=EUT2I (main) || 180aa || [A0A1X7H663] || mushroom2

BK123_29100 Paenibacillus BHU3 (Firmicutes) || bmcType=EUT2I (main) || 181aa || [A0A1R1ATX8] || mushroom2

B1H13_00925 unclassified-Desulfobacteraceae 4484_190.3 (Proteobacteria) || bmcType=MIC6 (main) || 183aa || [A0A1V4SDS0] || frogGreen

SAMN02745216_04827 Desulfatibacillum DSM 16219 (Proteobacteria) || bmcType=PDU1D (main) || 183aa || [A0A1M6YSV6] || frogGreen

DCS48_04980 Desulfovibrio (DCS48) (Proteobacteria) || bmcType=GRM1B (main) || 183aa || [A0A349HH79] || frogGreen

COA36_05765 Desulfotalea (COA36) (Proteobacteria) || bmcType=GRM1B (main) || 183aa || [A0A2G2DVL5] || frogGreen

B6230_07250 unclassified-Desulfobacteraceae 4572_89 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 183aa || [A0A1W9WN18] || frogGreen

DESAM_21368 Desulfovibrio DSM 14728 (Proteobacteria) || bmcType=GRM1B (main) || 183aa || [L0RBT2] || frogGreen

SAMN06295933_2800 Desulfovibrio K3S (Proteobacteria) || bmcType=GRM1B (main) || 183aa || [A0A1X7E933] || frogGreen

SAMN02745702_01606 Desulfovibrio DSM 18034 (Proteobacteria) || bmcType=GRM1B (main) || 183aa || [A0A1T4W614] || frogGreen

Dde_3265 Desulfovibrio G20 (Proteobacteria) || bmcType=GRM1B (main) || 183aa || [Q30W87] || frogGreen

BIT28_13610 Photobacterium 44178 (Proteobacteria) || bmcType=GRM1B (main) || 183aa || [A0A1Q9GJ13] || frogGreen

MORIYA_2260 Moritella DB21MT 5 (Proteobacteria) || bmcType=GRM1B (main) || 183aa || [A0A330LSC1] || frogGreen

DBY37_06310 unclassified-Desulfovibrionaceae (DBY37) (Proteobacteria) || bmcType=GRM1B (main) || 186aa || [A0A316MU12] || frogGreen

KM92DES2_10378 Desulfovibrio (KM92DES2) (Proteobacteria) || bmcType=GRM1B (main) || 190aa || [A0A212J1B6] || frogGreen

BCS36_13440 Desulfovibrio MES5 (Proteobacteria) || bmcType=GRM1B (main) || 183aa || [A0A231P0T5] || frogGreen

SAMN05192586_103117 Desulfovibrio KHC7 (Proteobacteria) || bmcType=GRM1B (main) || 183aa || [A0A1G7JR83] || frogGreen

COS94_10335 Ca.Hydrogenedentes CG07_land_8_20_14_0_80_42_17 (Candidatus Hydrogenedentes) || bmcType=FRAG7 (sat) || 184aa || [A0A2M6Z1T6] || navyGreen

TSYNT_194 Tepidanaerobacter JL (Firmicutes) || bmcType=EUT2B (main) || 186aa || [A0A0U9HBV0] || navyGreen

XD37_1716 Thermoanaerobacter thermocopriae (Firmicutes) || bmcType=UA (main) (omitted) || 185aa || [A0A117KJX6] pduT || navyGreen

ATZ99_21760 Thermovenabulum R270 (Firmicutes) || bmcType=EUT2B (main) || 185aa || [A0A161Q9H2] || navyGreen

BWY26_01140 unclassified-Elusimicrobia ADurb.Bin231 (Elusimicrobia) || bmcType=SPU1 (main) || 184aa || [A0A1V5VIW8] || asparagus

COS68_00260 unclassified-Elusimicrobia CG06_land_8_20_14_3_00_38_11 (Elusimicrobia) || bmcType=SPU1 (sat) || 184aa || [A0A2M7B2F1] || asparagus

CVU77_03345 unclassified-Elusimicrobia HGW-Elusimicrobia-1 (Elusimicrobia) || bmcType=SPU1 (main) || 182aa || [A0A2N2F1A6] || asparagus

COT16_02795 unclassified-Elusimicrobia CG08_land_8_20_14_0_20_44_26 (Elusimicrobia) || bmcType=SPU1 (main) || 182aa || [A0A2M6Y037] || asparagus

COS41_02180 unclassified-Elusimicrobia CG03_land_8_20_14_0_80_50_18 (Elusimicrobia) || bmcType=SPU1 (main) || 182aa || [A0A2M7C735] || asparagus

DMF83_13245 unclassified-Acidobacteria (DMF83) (Acidobacteria) || bmcType=ACI (sat) || 182aa || [A0A2V7U826] pduT-like || asparagus

DMF78_13520 unclassified-Acidobacteria (DMF78) (Acidobacteria) || bmcType=ACI (sat) || 189aa || [A0A2V7XYE4] pduT-like || asparagus

A3A86_01810 unclassified-Elusimicrobia RIFCSPLOWO2_01_FULL_60_11 (Elusimicrobia) || bmcType=SPU1 (main) || 183aa || [A0A1F9U7Y1] pduT-like || asparagus

A3G85_08730 unclassified-Elusimicrobia RIFCSPLOWO2_12_FULL_39_28 (Elusimicrobia) || bmcType=SPU1 (main) || 182aa || [A0A1F9VD57] pduT-like || asparagus

A2636_01160 unclassified-Elusimicrobia RIFCSPHIGHO2_01_FULL_64_10 (Elusimicrobia) || bmcType=SPU1 (main) || 183aa || [A0A1F9TV94] pduT-like || asparagus

A3G41_02790 unclassified-Elusimicrobia RIFCSPLOWO2_12_FULL_59_9 (Elusimicrobia) || bmcType=SPU1 (main) || 184aa || [A0A1F9VGM6] pduT-like || asparagus

A3J74_07875 unclassified-Elusimicrobia RIFCSPHIGHO2_02_FULL_57_9 (Elusimicrobia) || bmcType=SPU1 (main) || 183aa || [A0A1F9TVV8] pduT-like || asparagus

DCZ01_03180 unclassified-Elusimicrobia (DCZ01) (Elusimicrobia) || bmcType=SPU1 (main) || 185aa || [A0A351I0G4] pduT-like || asparagus

A2V88_01845 unclassified-Elusimicrobia RBG_16_66_12 (Elusimicrobia) || bmcType=SPU1 (main) || 183aa || [A0A1F9V1C3] pduT-like || asparagus

A2X36_08570 unclassified-Elusimicrobia GWA2_69_24 (Elusimicrobia) || bmcType=SPU1 (main) || 183aa || [A0A1F9RSH9] pduT-like || asparagus

AUJ52_15145 unclassified-Elusimicrobia CG1_02_63_36 (Elusimicrobia) || bmcType=SPU1 (main) || 183aa || [A0A1J4T0W9] pduT-like || asparagus

COB53_13580 unclassified-Elusimicrobia (COB53) (Elusimicrobia) || bmcType=SPU1 (main) || 183aa || [A0A2A4TDN8] pduT-like || asparagus

COT17_01415 unclassified-Elusimicrobia CG08_land_8_20_14_0_20_51_18 (Elusimicrobia) || bmcType=SPU1 (sat) || 182aa || [A0A2H0ZC63] pduT-like || asparagus

A3J79_01075 unclassified-Elusimicrobia RIFOXYB2_FULL_62_6 (Elusimicrobia) || bmcType=SPU1 (main) || 183aa || [A0A1F9ZFE8] pduT-like || asparagus

A2218_08385 unclassified-Elusimicrobia RIFOXYA2_FULL_53_38 (Elusimicrobia) || bmcType=SPU1 (main) || 182aa || [A0A1F9XTW8] pduT-like || asparagus

A2X28_06595 unclassified-Elusimicrobia GWA2_56_46 (Elusimicrobia) || bmcType=SPU1 (main) || 183aa || [A0A1F9QH84] pduT-like || asparagus

A2X33_08595 unclassified-Elusimicrobia GWA2_51_34 (Elusimicrobia) || bmcType=SPU1 (main) || 184aa || [A0A1F9QXV7] pduT-like || asparagus

A2049_08610 unclassified-Elusimicrobia GWA2_62_23 (Elusimicrobia) || bmcType=SPU1 (main) || 182aa || [A0A1F9RDI0] pduT-like || asparagus

A2016_03100 unclassified-Elusimicrobia GWF2_62_30 (Elusimicrobia) || bmcType=SPU1 (main) || 182aa || [A0A1F9UXE7] pduT-like || asparagus

COT18_09775 unclassified-Elusimicrobia CG08_land_8_20_14_0_20_59_10 (Elusimicrobia) || bmcType=SPU1 (main) || 182aa || [A0A2M6Y1Q6] pduT-like || asparagus

A2X35_12230 unclassified-Elusimicrobia GWA2_61_42 (Elusimicrobia) || bmcType=SPU1 (main) || 182aa || [A0A1F9QJ40] pduT-like || asparagus

A2285_04790 unclassified-Elusimicrobia RIFOXYA12_FULL_57_11 (Elusimicrobia) || bmcType=SPU1 (main) || 182aa || [A0A1F9WD74] pduT-like || asparagus

BWY85_02120 unclassified-Firmicutes ADurb.Bin506 (Firmicutes) || bmcType=UA (sat) (omitted) || 181aa || [A0A1V5K0U2] || drab

CO090_02510 unclassified-Acidobacteria CG_4_9_14_3_um_filter_49_7 (Acidobacteria) || bmcType=ACI (main) || 182aa || [A0A2M8D6E5] || drab

AMJ46_09215 Ca.Latescibacteria DG_63 (Candidatus Latescibacteria) || bmcType=MIC7 (main) || 193aa || [A0A0S7XBP8] || drab

CL910_11375 unclassified-Deltaproteobacteria (CL910) (Proteobacteria) || bmcType=FRAG8 (main) || 187aa || [A0A2D6BNJ1] pduT-like || drab

CMJ90_17160 unclassified-Planctomycetes (CMJ90) (Planctomycetes) || bmcType=FRAG8 (sat) || 193aa || [A0A2D5BUS9] pduT-like || drab

CMJ89_02245 unclassified-Planctomycetes (CMJ89) (Planctomycetes) || bmcType=MIC3 (main) || 198aa || [A0A2D5ASJ3] pduT-like || drab

CMJ87_01485 unclassified-Planctomycetes (CMJ87) (Planctomycetes) || bmcType=MIC3 (main) || 199aa || [A0A2D5W5D2] pduT-like || drab

CMO84_12000 Ca.Woesearchaeota (CMO84) (Candidatus Woesearchaeota) || bmcType=MIC3 (main) || 198aa || [A0A2D6QGD4] pduT-like || drab

CMJ84_00855 unclassified-Planctomycetes (CMJ84) (Planctomycetes) || bmcType=MIC3 (main) || 195aa || [A0A2D6HAJ2] pduT-like || drab

CMJ86_01690 unclassified-Planctomycetes (CMJ86) (Planctomycetes) || bmcType=MIC3 (main) || 198aa || [A0A2D5XLP6] pduT-like || drab

A2W00_06470 Ca.Eisenbacteria RBG_16_71_46 (Candidatus Eisenbacteria) || bmcType=MIC7 (main) || 182aa || [A0A1F5RL99] pduT-like || drab

AMJ93_01215 unclassified-Anaerolineae SM23_84 (Chloroflexi) || bmcType=SPU3 (main) || 182aa || [A0A0S8KT76] || drab

BWY10_02647 unclassified-Chloroflexi ADurb.Bin180 (Chloroflexi) || bmcType=UA (sat) (omitted) || 183aa || [A0A1V5Y811] pduT-like || drab

A2284_18740 unclassified-Deltaproteobacteria RIFOXYA12_FULL_61_11 (Proteobacteria) || bmcType=HO (sat) || 182aa || [A0A1F9LQ97] pduT-like || dullTeal

AUK47_02915 unclassified-Deltaproteobacteria CG2_30_63_29 (Proteobacteria) || bmcType=HO (sat) || 186aa || [A0A1J5EH57] pduT-like || dullTeal

A3I09_03770 unclassified-Deltaproteobacteria RIFCSPLOWO2_02_FULL_47_10 (Proteobacteria) || bmcType=SPU5 (main) || 184aa || [A0A1F9HXW0] pduT-like || dullTeal

A2X86_14125 unclassified-Bdellovibrionales GWA2_49_15 (Proteobacteria) || bmcType=SPU5 (main) || 186aa || [A0A1F3SRF5] pduT-like || dullTeal

ACD_62C00094G0004 unclassified-metagenomic (ACD_62C00094G) (unclassified_metagenomic) || bmcType=incomplete (sat) (omitted) || 185aa || [K2A7H3] pduT-like || dullTeal

CL889_00090 unclassified-Dehalococcoidia (CL889) (Chloroflexi) || bmcType=SPU5 (main) || 186aa || [A0A2E9F077] pduT-like || dullTeal

A3C55_04390 unclassified-Gammaproteobacteria RIFCSPHIGHO2_02_FULL_42_13 (Proteobacteria) || bmcType=SPU5 (main) || 185aa || [A0A1G0F799] pduT-like || dullTeal

A2X78_03625 unclassified-Gammaproteobacteria GWE2_37_16 (Proteobacteria) || bmcType=SPU5 (main) || 185aa || [A0A1G0E5U1] pduT-like || dullTeal

ACD_21C00205G0003 unclassified-metagenomic (ACD_21C00205G) (unclassified_metagenomic) || bmcType=incomplete (sat) (omitted) || 201aa || [K2D6J2] pduT-like || dullTeal

DD435_11705 unclassified-Cyanobacteria UBA8530 (Cyanobacteria) || bmcType=SPU3 (main) || 182aa || [A0A355UU87] pduT-like || dullTeal

AMS17_12330 unclassified-Spirochaetes DG_61 (Spirochaetes) || bmcType=SPU2 (sat) || 183aa || [A0A0S7ZH86] pduT-like || dullYellow

AMS17_14215 unclassified-Spirochaetes DG_61 (Spirochaetes) || bmcType=SPU2 (main) || 183aa || [A0A0S7ZER1] pduT-like || dullYellow

BWY41_01987 Ca.Atribacteria ADurb.Bin276 (Candidatus Atribacteria) || bmcType=SPU2 (main) || 184aa || [A0A1V5SKV5] pduT-like || dullYellow

S06H3_15465 unclassified-marine-sediment (S06H3) (unclassified_metagenomic) || bmcType=fragmented (sat) (omitted) || 184aa || [X1M6N8] pduT-like || dullYellow

AUK42_07660 Ca.Atribacteria CG2_30_33_13 (Candidatus Atribacteria) || bmcType=SPU2 (main) || 184aa || [A0A1J5GE36] pduT-like || dullYellow

CVT98_01065 unclassified-Bacteroidetes HGW-Bacteroidetes-15 (Bacteroidetes) || bmcType=SPU2 (main) || 188aa || [A0A2N2ZAK8] pduT-like || dullYellow

A2W85_16745 unclassified-Bacteroidetes GWF2_41_31 (Bacteroidetes) || bmcType=SPU2 (main) || 186aa || [A0A1F3M9T6] pduT-like || dullYellow

DEH02_10100 unclassified-Bacteroidales (DEH02) (Bacteroidetes) || bmcType=SPU2 (main) || 184aa || [A0A359CYD7] pduT-like || dullYellow

COX07_07170 unclassified-Bacteroidetes CG23_combo_of_CG06-09_8_20_14_all_32_9 (Bacteroidetes) || bmcType=SPU2 (sat) || 193aa || [A0A2H0B908] pduT-like || dullYellow

A2033_14455 unclassified-Bacteroidetes GWA2_31_9 (Bacteroidetes) || bmcType=SPU2 (main) || 183aa || [A0A1F3BU94] pduT-like || dullYellow

A2X08_06225 unclassified-Bacteroidetes GWA2_32_17 (Bacteroidetes) || bmcType=SPU2 (main) || 183aa || [A0A1F3D267] pduT-like || dullYellow

A2W98_02440 unclassified-Bacteroidetes GWF2_33_38 (Bacteroidetes) || bmcType=SPU2 (main) || 184aa || [A0A1F3K5K9] pduT-like || dullYellow

C0596_03015 unclassified-Marinilabiliales (C0596) (Bacteroidetes) || bmcType=SPU2 (main) || 191aa || [A0A2N5YZM1] pduT-like || dullYellow

A2161_09200 Ca.Schekmanbacteria RBG_13_48_7 (Schekmanbacteria) || bmcType=incomplete (sat) (omitted) || 187aa || [A0A1F7RN85] || dullTeal

Hoch_5812 Haliangium DSM 14365 (Proteobacteria) || bmcType=HO (main) || 205aa || [D0LHE3] 5DIH HO-T1 || auburn

A3B70_07185 unclassified-Deltaproteobacteria RIFCSPHIGHO2_02_FULL_40_11 (Proteobacteria) || bmcType=HO (main) || 184aa || [A0A1F9F2A8] pduT-like || auburn

A3D19_03190 unclassified-Deltaproteobacteria RIFCSPHIGHO2_02_FULL_38_15 (Proteobacteria) || bmcType=HO (main) || 183aa || [A0A1F9E4B7] pduT-like || auburn

DB31_6364 Hyalangium DSM 14724 (Proteobacteria) || bmcType=HO (main) || 188aa || [A0A085WNX6] pduT-like || cement

DI536_36005 Archangium gephyra (Proteobacteria) || bmcType=HO (sat) || 188aa || [A0A2W5SVI9] pduT-like || cement

CSB49_01755 unclassified-Proteobacteria (CSB49) (Proteobacteria) || bmcType=HO (main) || 193aa || [A0A2G6CPJ3] pduT-like || cement

A2284_13760 unclassified-Deltaproteobacteria RIFOXYA12_FULL_61_11 (Proteobacteria) || bmcType=HO (main) || 187aa || [A0A1F9LYK6] pduT-like || cement

CMP23_08645 unclassified-Rickettsiales (CMP23) (Proteobacteria) || bmcType=HO (main) || 187aa || [A0A2E6ENK6] pduT-like || cement

CL928_09285 unclassified-Deltaproteobacteria (CL928) (Proteobacteria) || bmcType=HO (main) || 187aa || [A0A2E7MC28] pduT-like || cement

CMH58_03575 unclassified-Myxococcales (CMH58) (Proteobacteria) || bmcType=HO (main) || 198aa || [A0A2E4WZP3] pduT-like || cement

CMH55_02380 unclassified-Myxococcales (CMH55) (Proteobacteria) || bmcType=HO (main) || 198aa || [A0A2E7BRG1] pduT-like || cement

CL930_11975 unclassified-Deltaproteobacteria (CL930) (Proteobacteria) || bmcType=HO (main) || 203aa || [A0A2E2NT31] pduT-like || cement

CL916_04150 unclassified-Deltaproteobacteria (CL916) (Proteobacteria) || bmcType=HO (main) || 190aa || [A0A2D4SMQ0] pduT-like || cement

BWX66_02018 unclassified-Deltaproteobacteria ADurb.Bin058 (Proteobacteria) || bmcType=HO (sat) || 199aa || [A0A1V6H4U5] pduT-like || cement

AUK47_22035 unclassified-Deltaproteobacteria CG2_30_63_29 (Proteobacteria) || bmcType=HO (main) || 204aa || [A0A1J5D767] pduT-like || cement

CMH54_14650 unclassified-Myxococcales (CMH54) (Proteobacteria) || bmcType=HO (main) || 183aa || [A0A2E8S2V2] pduT-like || cement

DC049_01145 unclassified-Spirochaetia (DC049) (Spirochaetes) || bmcType=FRAG2 (sat) || 179aa || [A0A352VU71] pduT-like || cement

CMH56_16420 unclassified-Myxococcales (CMH56) (Proteobacteria) || bmcType=HO (main) || 185aa || [A0A2E6VWJ3] pduT-like || cement

A2289_17520 unclassified-Deltaproteobacteria RIFOXYA12_FULL_58_15 (Proteobacteria) || bmcType=HO (main) || 205aa || [A0A1F9KIK4] pduT-like || cement

CMH60_03555 unclassified-Myxococcales (CMH60) (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 194aa || [A0A2E6DHZ9] pduT-like || cement

A3F16_00160 unclassified-Deltaproteobacteria RIFCSPHIGHO2_12_FULL_43_9 (Proteobacteria) || bmcType=HO (main) || 191aa || [A0A1F9GVN3] pduT-like || cement

CMH52_06610 unclassified-Myxococcales (CMH52) (Proteobacteria) || bmcType=HO (main) || 185aa || [A0A2F0APW1] pduT-like || cement

BWX68_02294 unclassified-Verrucomicrobia ADurb.Bin063 (Verrucomicrobia) || bmcType=SPU3 (main) || 204aa || [A0A1V6GED4] pduT-like || fern

BWX54_01120 unclassified-Verrucomicrobia ADurb.Bin018 (Verrucomicrobia) || bmcType=SPU3 (main) || 204aa || [A0A1V6J539] pduT-like || fern

DMF56_26180 unclassified-Acidobacteria (DMF56) (Acidobacteria) || bmcType=SPU3 (main) || 230aa || [A0A2V7VRS6] pduT-like || fern

A2Y78_07085 unclassified-Acidobacteria RBG_13_68_16 (Acidobacteria) || bmcType=SPU3 (main) || 206aa || [A0A1F2QEZ6] pduT-like || fern

B7Z68_00130 unclassified-Acidobacteria 21-70-11 (Acidobacteria) || bmcType=SPU3 (main) || 205aa || [A0A257UM12] pduT-like || fern

A2X46_03315 unclassified-Lentisphaerae GWF2_57_35 (Lentisphaerae) || bmcType=SPU3 (main) || 203aa || [A0A1G0YFB7] pduT-like || fern

BWY59_00580 unclassified-Verrucomicrobia ADurb.Bin345 (Verrucomicrobia) || bmcType=incomplete (sat) (omitted) || 203aa || [A0A1V5QGD3] pduT-like || fern

B7486_05385 unclassified-Cyanobacteria TDX16 (Cyanobacteria) || bmcType=SPU3 (main) || 193aa || [A0A254WUQ5] pduT-like || paleOlive

CO189_12160 Ca.Zixibacteria CG_4_9_14_3_um_filter_46_8 (candidate division Zixibacteria) || bmcType=incomplete (sat) (omitted) || 280aa || [A0A2M7WFJ1] pduT-like || paleOlive

BMS3Abin05_02088 unclassified-bacterium BMS3Abin05 (unclassified Bacteria) || bmcType=SPU3 (main) || 202aa || [A0A2H6EYB1] pduT-like || paleOlive

B6I21_07600 Ca.KSB1 4572_119 (candidate division KSB1) || bmcType=SPU3 (sat) || 202aa || [A0A1W9SED9] pduT-like || paleOlive

CO151_13505 unclassified-bacterium CG_4_9_14_3_um_filter_65_15 (unclassified Bacteria) || bmcType=SPU3 (main) || 206aa || [A0A2M7YQA9] pduT-like || paleOlive

A7982_04323 Minicystis DSM 24000 (Proteobacteria) || bmcType=SPU3 (main) || 210aa || [A0A1L6LBD8] pduT-like || pine

BWY17_05357 unclassified-Deltaproteobacteria ADurb.Bin207 (Proteobacteria) || bmcType=SPU3 (sat) || 210aa || [A0A1V5WUM8] pduT-like || pine

CVU56_13725 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-14 (Proteobacteria) || bmcType=SPU3 (main) || 204aa || [A0A2N2JII1] pduT-like || pine

CSA66_00960 unclassified-Proteobacteria (CSA66) (Proteobacteria) || bmcType=SPU3 (main) || 205aa || [A0A2G6JCC0] pduT-like || pine

DDG58_14845 Ardenticatenia Nak82 (Chloroflexi) || bmcType=SPU3 (main) || 201aa || [A0A2U2S488] pduT-like || avocado

AUK03_12850 unclassified-Anaerolineae CG2_30_64_16 (Chloroflexi) || bmcType=SPU3 (sat) || 195aa || [A0A1J4ZWE3] pduT-like || avocado

CVU38_05820 unclassified-Chloroflexi HGW-Chloroflexi-1 (Chloroflexi) || bmcType=incomplete (main) (omitted) || 195aa || [A0A2N2PXG7] pduT-like || avocado

CL610_04005 unclassified-Anaerolineaceae (CL610) (Chloroflexi) || bmcType=SPUx (sat) (omitted) || 217aa || [A0A2E0KVA4] pduT-like || avocado

CUN54_06710 unclassified-Chloroflexi (CUN54) (Chloroflexi) || bmcType=FRAG2 (sat) || 241aa || [A0A2M8PR77] pduT-like || avocado

B6I35_11635 unclassified-Anaerolineaceae 4572_32.2 (Chloroflexi) || bmcType=incomplete (sat) (omitted) || 196aa || [A0A1W9UDQ6] pduT-like || avocado

AMJ88_03830 unclassified-Anaerolineae SM23_ 63 (Chloroflexi) || bmcType=SPU3 (main) || 196aa || [A0A0S8IA34] pduT-like || avocado

A2Y74_09745 unclassified-Actinobacteria RBG_13_63_9 (Actinobacteria) || bmcType=incomplete (sat) (omitted) || 196aa || [A0A1F2X706] pduT-like || avocado

A2Y55_07465 unclassified-Actinobacteria RBG_16_68_12 (Actinobacteria) || bmcType=SPU3 (main) || 254aa || [A0A1F2Y282] pduT-like || avocado

BMS3Bbin01_02873 unclassified-bacterium BMS3Bbin01 (unclassified Bacteria) || bmcType=SPU3 (main) || 189aa || [A0A2H6HB75] pduT-like || avocado

A2V85_06860 unclassified-Chloroflexi RBG_16_72_14 (Chloroflexi) || bmcType=SPU3 (main) || 196aa || [A0A1F8S672] pduT-like || avocado

AMJ56_15610 unclassified-Anaerolineae SG8_19 (Chloroflexi) || bmcType=incomplete (sat) (omitted) || 195aa || [A0A0S8B2Y0] pduT-like || avocado

CL608_17330 unclassified-Anaerolineaceae (CL608) (Chloroflexi) || bmcType=SPU3 (main) || 195aa || [A0A2E0ZEP7] pduT-like || avocado

CFX0092_A2144 Ca.Promineofilum Cfx-K (Chloroflexi) || bmcType=SPU3 (main) || 195aa || [A0A160T2Z2] pduT-like || avocado

A2V75_10880 unclassified-Actinobacteria RBG_16_70_17 (Actinobacteria) || bmcType=SPU3 (main) || 205aa || [A0A1F2W7F6] pduT-like || avocado

A2Z12_09730 unclassified-Actinobacteria RBG_16_68_21 (Actinobacteria) || bmcType=SPU3 (main) || 197aa || [A0A1F2XBE5] pduT-like || avocado

DCY40_08505 unclassified-Actinobacteria (DCY40) (Actinobacteria) || bmcType=SPU3 (main) || 200aa || [A0A350XTH3] pduT-like || avocado

CSA11_10440 unclassified-Chloroflexi (CSA11) (Chloroflexi) || bmcType=PDU1D (main) || 193aa || [A0A2G6P5P4] pduT || grape1

SAMN05421834_10258 Halanaerobium ATCC 700103 (Firmicutes) || bmcType=GRM5like (main) || 182aa || [A0A1N6QTA1] || grape1

C8C78_13215 Halanaerobium WG6 (C8C78) (Firmicutes) || bmcType=GRM5like (main) || 182aa || [A0A1G6KHX6] || grape1

Tfer_2455 Thermincola Z-0001 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A0L6W0I4] || grape2

VR72_15825 unclassified-Clostridiaceae BRH_c20a (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A0F2Q584] || grape2

ALO_06768 Acetonema DSM 6540 (Firmicutes) || bmcType=PDU1D (main) || 183aa || [F7NH12] || grape2

DOT_6138 Desulfosporosinus OT (Firmicutes) || bmcType=PDU1D (main) || 183aa || [G2G297] || grape2

SAMN04490355_1002134 Pelosinus DSM 13327 (Firmicutes) || bmcType=PDU1D (main) || 183aa || [A0A1I4H3X5] || grape2

UFO1_1128 Pelosinus UFO1 (Firmicutes) || bmcType=PDU1D (main) || 183aa || [A0A075KEK2] || grape2

SPACI_38010 Sporomusa DSM 3132 (Firmicutes) || bmcType=PDU1D (main) || 183aa || [A0A259UGP9] || grape2

SPSIL_46240 Sporomusa DSM 10669 (Firmicutes) || bmcType=PDU1D (main) || 183aa || [A0A259U8L8] || grape2

SAMN04488499_101926 Sporomusa Mol (Firmicutes) || bmcType=PDU1D (main) || 183aa || [A0A1G7F059] || grape2

SAMN04488500_101282 Sporomusa DSM 5090 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A1W1YG97] || grape2

SPSPH_10510 Sporomusa DSM 2875 (Firmicutes) || bmcType=PDU1D (main) || 183aa || [A0A1U7MJD1] || grape2

MOHU_18430 Moorella DSM 23265 (Firmicutes) || bmcType=MUF3 (main) || 181aa || [A0A2T0AN89] || barbiePink1

MOMUL_17410 Moorella DSM 14980 (Firmicutes) || bmcType=MUF3 (main) || 181aa || [A0A151AWY7] || barbiePink1

XD51_0278 Moorella 60_41 (Firmicutes) || bmcType=MUF3 (main) || 181aa || [A0A124FDS9] || barbiePink1

SY88_08620 unclassified-Clostridiales PH28_bin88 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A0M2UAR4] || barbiePink1

SAMN02745219_01033 Desulfofundulus DSM 16057 (Firmicutes) || bmcType=PDU1D (main) || 181aa || [A0A1M6DX48] pduT-like || barbiePink1

DEA73_09500 unclassified-Peptococcaceae (DEA73) (Firmicutes) || bmcType=MUF3 (sat) || 181aa || [A0A357VIM5] || barbiePink1

Teth514_1939 Thermoanaerobacter X514 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [B0K312] pduT-like || barbiePink1

Toce_0562 Thermosediminibacter DSM 16646 (Firmicutes) || bmcType=PDU1D (main) || 181aa || [D9S1Q8] || barbiePink1

SAMN05660826_02238 Caldanaerovirga DSM 18802 (Firmicutes) || bmcType=PDU1D (main) || 181aa || [A0A1M7MBZ0] pduT-like || barbiePink1

CEB3_c07530 unclassified-Peptococcaceae CEB3 (Firmicutes) || bmcType=MUF3 (main) || 182aa || [A0A0J1FHD5] || barbiePink2

Mahau_0830 Mahella DSM 15567 (Firmicutes) || bmcType=MUF3 (main) || 184aa || [F4A1J4] || barbiePink2

SAMN00808754_0359 Thermanaeromonas ToBE (Firmicutes) || bmcType=MUF3 (main) || 182aa || [A0A1W1VC30] || barbiePink2

SAMN02746089_02770 Caldanaerobius DSM 17918 (Firmicutes) || bmcType=UA (main) (omitted) || 186aa || [A0A1M5FJU4] || barbiePink2

SAMN02745207_01095 Clostridium DSM 8605 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 182aa || [A0A1M5SXL8] pduT-like || barbiePink2

Thexy_2086 Thermoanaerobacterium LX-11 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 182aa || [F6BKE9] pduT-like || barbiePink2

SAMN05421730_1005155 Anaerobium GluBS11 (Firmicutes) || bmcType=GRM5like (main) || 182aa || [A0A1D3TS66] pduT-like || berry1

RHS_3147 Robinsoniella RHS (Firmicutes) || bmcType=GRM5like (main) || 186aa || [A0A0J1G6S3] pduT-like || berry1

SAMEA3545382_02224 Clostridium (SAMEA3545382) (Firmicutes) || bmcType=GRM5like (main) || 182aa || [A0A1C6F9L0] pduT-like || berry1

C8E03_102458 Lachnotalea CCRI-19302 (C8E03) (Firmicutes) || bmcType=GRM5like (main) || 182aa || [A0A255ITJ7] pduT-like || berry1

SAMEA3545239_00551 Clostridium (SAMEA3545239) (Firmicutes) || bmcType=GRM5like (main) || 181aa || [A0A1C5KHD6] pduT-like || berry1

DBX61_09775 unclassified-Clostridiales R-7 (DBX61) (Firmicutes) || bmcType=GRM5 (main) || 182aa || [A0A2V2FW60] pduT-like || berry2

SAMN02745136_04584 Anaerocolumna DSM 15929 (Firmicutes) || bmcType=GRM5 (main) || 182aa || [A0A1M6ZIE3] pduT-like || berry2

DD391_01535 unclassified-Clostridiales R-7 (DD391) (Firmicutes) || bmcType=GRM5 (main) || 182aa || [A0A355JB88] pduT-like || berry2

BN803_02505 unclassified-Firmicutes CAG:882 (Firmicutes) || bmcType=GRM5 (main) || 182aa || [R7BJ31] pduT-like || berry2

CQ394_06630 Clostridium LCDC99A006 (Firmicutes) || bmcType=GRM5 (main) || 182aa || [A0A2A7MII1] pduT-like || berry2

Cphy_1186 Lachnoclostridium ATCC 700394 (Firmicutes) || bmcType=GRM5 (main) || 182aa || [A9KN65] pduT-like || berry3

CS063_01200 unclassified-Lachnospiraceae (CS063) (Firmicutes) || bmcType=GRM5like (main) || 181aa || [A0A2G3Q330] pduT-like || berry3

SAMN05443638_11714 Clostridium NCTC8380 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 182aa || [A0A1M4XAZ0] pduT-like || berry3

CCH01_010090 Clostridium JF4335 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 175aa || [S6EKG3] pduT-like || berry3

HMPREF0216_00323 Clostridium DSM 1785 (Firmicutes) || bmcType=GRM5like (main) || 175aa || [L1QMQ0] pduT-like || berry3

ERS852471_03183 Clostridium 2789STDY5834855 (Firmicutes) || bmcType=GRM5like (main) || 182aa || [A0A174LEG3] pduT-like || berry3

C807_00395 unclassified-Lachnospiraceae 43949 (Firmicutes) || bmcType=GRM5 (main) || 182aa || [R9JNB1] pduT-like || berry4

B5F07_01835 Lachnoclostridium An169 (Firmicutes) || bmcType=GRM5like (main) || 182aa || [A0A1Y4P0Z3] pduT-like || berry4

DBX39_04335 unclassified-Firmicutes (DBX39) (Firmicutes) || bmcType=GRM5 (main) || 182aa || [A0A2V2EQJ1] pduT-like || berry4

C818_01081 unclassified-Lachnospiraceae 43892 (Firmicutes) || bmcType=GRM5 (main) || 182aa || [R9MJS3] pduT-like || berry4

SAMEA3545352_03366 Ruminococcus (SAMEA3545352) (Firmicutes) || bmcType=GRM5 (main) || 182aa || [A0A1C6DD92] pduT-like || berry4

SAMEA3545337_00986 Clostridium (SAMEA3545337) (Firmicutes) || bmcType=GRM5 (main) || 182aa || [A0A1C5NP02] pduT-like || berry4

HMPREF0240_02577 Clostridium D5 (Firmicutes) || bmcType=GRM5 (main) || 182aa || [F0Z0E6] pduT-like || berry4

BN3456_01720 Clostridium C105KSO13 (Firmicutes) || bmcType=GRM5 (main) || 182aa || [A0A0U5NY15] pduT-like || berry4

SAMN05216529_106128 Faecalicatena NLAE-zl-C134 (SAMN05216529) (Firmicutes) || bmcType=GRM5 (main) || 182aa || [A0A315ZXU0] pduT-like || berry4

C823_02191 Eubacterium ASF492 (Firmicutes) || bmcType=GRM5 (main) || 182aa || [N2AEJ4] pduT-like || berry4

BN747_01398 unclassified-Firmicutes MGS:646 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 182aa || [R5RNP1] pduT-like || berry4

DCZ61_02685 unclassified-Lachnospiraceae (DCZ61) (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 182aa || [A0A352CRV2] pduT-like || berry4

BN568_01420 Blautia MGS:257 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 182aa || [R5WN82] pduT-like || berry4

HMPREF1547_02997 Blautia KLE 1732 (Firmicutes) || bmcType=GRM5 (main) || 192aa || [U2EFB3] pduT-like || berry4

SAMN06296386_10872 unclassified-Lachnospiraceae (SAMN06296386) (Firmicutes) || bmcType=GRM5 (main) || 182aa || [A0A1T5F0H8] pduT-like || berry4

DCZ91_19375 unclassified-Lachnospiraceae (DCZ91) (Firmicutes) || bmcType=GRM5like (main) || 182aa || [A0A351TQD0] pduT-like || berry4

ERS852537_03251 Fusicatenibacter (ERS852537) (Firmicutes) || bmcType=GRM5 (main) || 182aa || [A0A174VF21] pduT-like || berry4

CSX02_00595 Agathobacter JK623 (Firmicutes) || bmcType=GRM5 (main) || 182aa || [A0A2G3E6G2] pduT-like || berry4

GCWU000342_00640 Shuttleworthia DSM 14600 (Firmicutes) || bmcType=GRM5 (main) || 182aa || [C4G9I7] pduT-like || berry4

DCW47_09930 unclassified-Lachnospiraceae (DCW47) (Firmicutes) || bmcType=GRM5like (main) || 182aa || [A0A349ZVC6] pduT-like || berry4

BHW44_09310 Roseburia 40_7 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 182aa || [A0A1Q6ULH1] pduT-like || berry4

DCZ52_07215 unclassified-Lachnospiraceae (DCZ52) (Firmicutes) || bmcType=incomplete (main) (omitted) || 182aa || [A0A352CQ18] pduT-like || berry4

A3K54_00810 Ca.Omnitrophica RBG_13_44_8 (Candidatus Omnitrophica) || bmcType=incomplete (sat) (omitted) || 183aa || [A0A1G1MPL1] || barney

XD63_1590 unclassified-Thermoanaerobacterales 50_218 (Firmicutes) || bmcType=PDU1D (main) || 199aa || [A0A101F627] || barney

BWY60_00016 unclassified-Actinobacteria ADurb.Bin346 (Actinobacteria) || bmcType=MIC4 (main) || 182aa || [A0A1V5Q0H1] || barney

BWY60_00007 unclassified-Actinobacteria ADurb.Bin346 (Actinobacteria) || bmcType=MIC4 (main) || 190aa || [A0A1V5Q066] || barney

DXA10_11175 unclassified-Firmicutes AM55-24TS (Firmicutes) || bmcType=GRM5like (main) || 182aa || [A0A373Q2B7] || barney

HMPREF3293_00406 Christensenella DSM 22607 (Firmicutes) || bmcType=GRM5like (main) || 184aa || [A0A136Q7R9] pduT-like || barney

SAMEA3545436_00072 Ruminococcus (SAMEA3545436) (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 181aa || [A0A1C5LHW8] || barney

DD737_03075 unclassified-Ruminococcaceae (DD737) (Firmicutes) || bmcType=GRM5 (main) || 186aa || [A0A353RCN1] || barney

CLOSTMETH_00007 Clostridium DSM 5476 (Firmicutes) || bmcType=PDU1D_GRM5 (main) (omitted) || 182aa || [C0E8A4] pduT-like || barney

DBX37_02795 Massilioclostridium (DBX37) (Firmicutes) || bmcType=GRM5like (main) || 181aa || [A0A316T9Q9] pduT-like || barney

DBY05_00955 unclassified-Clostridiales R-7 (DBY05) (Firmicutes) || bmcType=GRM5 (main) || 181aa || [A0A316QPV4] pduT-like || barney

BN660_01573 Clostridium CAG:448 (Firmicutes) || bmcType=GRM5 (main) || 181aa || [R6T4G2] pduT-like || barney

DBX65_07225 unclassified-Ruminococcaceae (DBX65) (Firmicutes) || bmcType=GRM5 (main) || 182aa || [A0A316RW54] pduT-like || barney

SAMN02745975_01638 Geosporobacter DSM 17957 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A1M6HTW7] || paleMagenta1

Gferi_26085 Geosporobacter IRF9 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A1D8GP96] || paleMagenta1

SAMN02745975_02734 Geosporobacter DSM 17957 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A1M6LP52] pduT-like || paleMagenta1

SAMN03080606_00013 Alkaliphilus DSM 18978 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A1G5AAS2] pduT-like || paleMagenta1

CBEIJ_12430 Clostridium NCP 260 (CBEIJ) (Firmicutes) || bmcType=GRM3A (main) || 189aa || [A0A1S8RVZ8] || paleMagenta1

SAMN05421842_101164 Clostridium DSM 12992 (Firmicutes) || bmcType=MUF1 (main) || 182aa || [A0A1I1H373] || paleMagenta1

ADT22_12150 Clostridium ATCC 25763 (ADT22) (Firmicutes) || bmcType=MUF1 (main) || 182aa || [A0A0C2S2C2] pduT-like || paleMagenta1

CSA35_01265 Dethiosulfovibrio peptidovorans (Synergistetes) || bmcType=EUT2B (main) || 182aa || [A0A2G6M5X8] || paleMagenta2

BWY99_02526 unclassified-Synergistetes ADurb.BinA166 (Synergistetes) || bmcType=EUT2B (sat) || 182aa || [A0A1V5HR49] || paleMagenta2

TheveDRAFT_1594 Thermanaerovibrio DSM 12556 (Synergistetes) || bmcType=EUT2B (main) || 182aa || [H0UQ74] pduT-like || paleMagenta2

Taci_0085 Thermanaerovibrio ATCC 49978 (Synergistetes) || bmcType=EUT2B (main) || 182aa || [D1B7S2] pduT-like || paleMagenta2

SAMEA3545325_02733 Clostridium (SAMEA3545325) (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A1C5WRA8] pduT-like || paleMagenta3

FRIFI_1262 Romboutsia FRIFI (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A2P2BR05] pduT-like || paleMagenta3

EUBHAL_00512 Eubacterium DSM 3353 (Firmicutes) || bmcType=PDU1D (main) || 196aa || [C0ESY9] || paleMagenta3

BED41_08935 Cloacibacillus CL-84 (Synergistetes) || bmcType=PDU1D (main) || 185aa || [A0A1B2I5E2] pduT || paleMagenta3

C805_03561 Eubacterium 43875 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [S0IQ16] || paleMagenta3

B5F88_12380 Flavonifractor An306 (Firmicutes) || bmcType=PDU1D (main) || 183aa || [A0A1Y4BSH3] || paleMagenta3

A4U99_10725 Flavonifractor 2789STDY5834932 (A4U99) (Firmicutes) || bmcType=PDU1D (main) || 183aa || [A0A1C7FQF2] pduT-like || paleMagenta3

CVU84_09420 unclassified-Firmicutes HGW-Firmicutes-1 (Firmicutes) || bmcType=PDU1D (main) || 183aa || [A0A2N2EFJ5] pduT-like || paleMagenta4

CVV02_03400 unclassified-Firmicutes HGW-Firmicutes-7 (Firmicutes) || bmcType=PDU1D (main) || 183aa || [A0A2N2B266] pduT-like || paleMagenta4

HMP0721_1975 Pseudoramibacter ATCC 23263 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [E6MIZ0] || paleMagenta4

SAMN04488579_101234 Eubacterium VPI 5359 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A1H3AZQ2] pduT-like || paleMagenta4

ACH52_0490 Eubacterium SA11 (ACH52) (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A0U3FCA1] pduT-like || paleMagenta4

AKG39_12045 Acetobacterium DSM 8239 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A0L6TYM0] pduT-like || paleMagenta4

BI182_05380 Acetobacterium MES1 (Firmicutes) || bmcType=PDU1D (main) || 182aa || [A0A231NRW3] pduT-like || paleMagenta4

CVV02_03410 unclassified-Firmicutes HGW-Firmicutes-7 (Firmicutes) || bmcType=PDU1D (main) || 213aa || [A0A2N2B268] pduT-like || uglyPurple

CVU84_09430 unclassified-Firmicutes HGW-Firmicutes-1 (Firmicutes) || bmcType=PDU1D (main) || 179aa || [A0A2N2EFJ9] pduT-like || uglyPurple

SAMN02194393_05405 Maledivibacter M1 (Firmicutes) || bmcType=PDU1D (main) || 181aa || [A0A1T5MVN5] pduT-like || uglyPurple

CVU95_09890 unclassified-Firmicutes HGW-Firmicutes-2 (Firmicutes) || bmcType=PVMlike (main) || 175aa || [A0A2N2C975] pduT-like || uglyPurple

SAMN02745912_02013 Paramaledivibacter DSM 15212 (Firmicutes) || bmcType=PVMlike (main) || 181aa || [A0A1M6P4J2] pduT-like || uglyPurple

HMPREF9628_01364 Peptoanaerobacter CM5 (HMPREF9628) (Firmicutes) || bmcType=GRM3A (main) || 179aa || [G9XBJ7] pduT-like || uglyPurple

Ilyop_2359 Ilyobacter DSM 2926 (Fusobacteria) || bmcType=PDU1F (main) || 186aa || [E3HDB9] pduT-like || uglyPurple

HMPREF2747_14605 Fusobacterium HMSC073F01 (Fusobacteria) || bmcType=PDU1F (main) || 185aa || [A0A1E9IQ79] pduT-like || uglyPurple

C4N20_01440 Fusobacterium ATCC 49185 (C4N20) (Fusobacteria) || bmcType=PDU1F (main) || 185aa || [A0A2P1S052] pduT-like || uglyPurple

NCTC11088_01347 Peptoniphilus NCTC11088 (Firmicutes) || bmcType=GRM3A (main) || 176aa || [A0A379DCE8] pduT-like || uglyPurple

BIV18_08370 Peptoniphilus 12936 (Firmicutes) || bmcType=GRM3A (main) || 176aa || [A0A1U7M1S6] pduT-like || uglyPurple

HMPREF1864_01457 Peptoniphilus DNF00840 (Firmicutes) || bmcType=GRM3A (main) || 176aa || [A0A134AP15] pduT-like || uglyPurple

1.0

Ts



EC90111_1469 Escherichia 9.0111 (Proteobacteria) || bmcType=PDU1AB (main) || 277aa || [I2WHE2] pduB || greenishBeige0

WEW_01093 Escherichia KTE33 (Proteobacteria) || bmcType=PDU1AB (main) || 270aa || [R8XSZ9] pduB || greenishBeige0

AB182_08145 Kluyvera FOSA7093 (AB182) (Proteobacteria) || bmcType=PDU1AB (main) || 270aa || [A0A0G3Q9B8] pduB || greenishBeige0

BMT53_11175 Escherichia GN05128 (BMT53) (Proteobacteria) || bmcType=PDU1AB (main) || 270aa || [A0A085PBD0] pduB || greenishBeige1

BMD99_00935 Klebsiella PO552 (Proteobacteria) || bmcType=PDU1AB (main) || 270aa || [A0A206YP55] pduB || greenishBeige1

LTSEWAN_3404 Salmonella A4-580 (Proteobacteria) || bmcType=PDU1AB (main) || 284aa || [G5SDL1] pduB || greenishBeige1

NCTC7303_02165 Salmonella NCTC7302 (NCTC7303) (Proteobacteria) || bmcType=PDU1AB (main) || 277aa || [A0A379SNU0] pduB || greenishBeige1

DT73_23115 Mangrovibacter MFB070 (Proteobacteria) || bmcType=PDU1AB (main) || 270aa || [A0A071LQ13] pduB || greenishBeige0

CBW54_13100 Yersinia ATCC 33639 (CBW54) (Proteobacteria) || bmcType=PDU1AB (main) || 285aa || [A0A208ZYC5] pduB || greenishBeige2

RJ45_06645 Photobacterium AD005a (Proteobacteria) || bmcType=UA (main) (omitted) || 277aa || [A0A0B9G6W4] pduB || greenishBeige2

SK35_03899 Citrobacter MGH105 (Proteobacteria) || bmcType=GRM4 (main) || 271aa || [A0A0J1LFA2] pduB || greenishBeige2

SAMN05880558_101446 Aeromonas RU39B (Proteobacteria) || bmcType=PDU1AB (main) || 273aa || [A0A1N6P5H9] pduB || greenishBeige2

C1M56_13865 Vibrio 60.6F (C1M56) (Proteobacteria) || bmcType=PDU1AB (main) || 268aa || [A0A2J8GML5] pduB || greenishBeige2

SAMN04488136_110138 Vibrio CGMCC 1.10228 (Proteobacteria) || bmcType=PDU1AB (sat) || 268aa || [A0A1G8AI23] pduB || greenishBeige2

VIM7927_03939 Vibrio CECT 7927 (Proteobacteria) || bmcType=PDU1AB (main) || 268aa || [A0A1Y6IY59] pduB || greenishBeige2

HMPREF0557_01806 Listeria ATCC 33091 (Firmicutes) || bmcType=PDU1E (main) || 267aa || [H1GCR5] pduB || sunYellow1

HMPREF9199_1699 Veillonella F0412 (Firmicutes) || bmcType=PDU1E (main) || 283aa || [E4LFQ1] pduB || sunYellow1

VCHSUH04_01265 Veillonella T14073-2 (Firmicutes) || bmcType=PDU1E (main) || 280aa || [A0A2S7ZKA2] pduB || sunYellow1

HMPREF1504_0259 Veillonella ICM51a (Firmicutes) || bmcType=PDU1E (main) || 283aa || [X8H8W7] pduB || sunYellow1

HMPREF1521_0857 Veillonella AS16 (Firmicutes) || bmcType=PDU1E (main) || 282aa || [W3Y137] pduB || sunYellow1

VTHSUH11_04350 Veillonella Y6 (VTHSUH11) (Firmicutes) || bmcType=PDU1E (main) || 283aa || [A0A2S7ZPZ1] pduB || sunYellow1

HMPREF9282_00603 Veillonella ACS-216-V-Col6b (Firmicutes) || bmcType=PDU1E (main) || 271aa || [K9D6I3] pduB || sunYellow1

VIHSUH07_01685 Veillonella T34266-5 (Firmicutes) || bmcType=PDU1E (main) || 251aa || [A0A2S7ZM69] pduB || sunYellow1

HMPREF9421_1269 Streptococcus ATCC 700641 (Firmicutes) || bmcType=PDU_EUT (main) (omitted) || 234aa || [E7SAQ2] pduB || sunYellow1

ERS132539_01550 Streptococcus 01ZN-TG187 (ERS132539) (Firmicutes) || bmcType=PDU_EUT (main) (omitted) || 233aa || [A0A0Z8P9L2] pduB || sunYellow1

NCTC11086_01832 Streptococcus 2908 (NCTC11086) (Firmicutes) || bmcType=PDU_EUT (main) (omitted) || 234aa || [A0A2X3Y4H0] pduB || sunYellow1

UAI_01032 Enterococcus ATCC 43197 (Firmicutes) || bmcType=PDU1E (main) || 269aa || [R2PCN6] pduB || sunYellow2

CUS89_03450 Enterococcus QAUEM2808 (CUS89) (Firmicutes) || bmcType=PDU1E (main) || 269aa || [A0A2S7RXS0] pduB || sunYellow2

SAMN02745116_01136 Pilibacter ATCC BAA-1030 (Firmicutes) || bmcType=PDU1E (main) || 269aa || [A0A1T4ML23] pduB || sunYellow2

BFL38_00485 Brachyspira NSH-16 (BFL38) (Spirochaetes) || bmcType=UA (sat) (omitted) || 230aa || [A0A1E5NAH0] pduB || sunYellow2

SAMN05216390_11561 unclassified-Lachnospiraceae KH1T2 (Firmicutes) || bmcType=UA (main) (omitted) || 267aa || [A0A1I4G4L5] pduB || sunYellow2

CUS93_10960 Enterococcus MJR8396B (CUS93) (Firmicutes) || bmcType=PDU1C (main) || 264aa || [A0A2S7RQF4] pduB || sunYellow3

FM121_10130 Vagococcus bH819 (Firmicutes) || bmcType=PDU1C (main) || 268aa || [A0A1X6WQ84] pduB || sunYellow3

FC24_GL001441 Lactobacillus DSM 20253 (Firmicutes) || bmcType=PDU1C (main) || 263aa || [A0A0R2D124] pduB || sunYellow3

FD22_GL001510 Lactobacillus DSM 20001 (Firmicutes) || bmcType=PDU1C (main) || 264aa || [A0A0R1FBH8] pduB || sunYellow3

FC24_GL001440 Lactobacillus DSM 20253 (Firmicutes) || bmcType=PDU1C (main) || 240aa || [A0A0R2DBH6] pduB || sunYellow3

FD22_GL001509 Lactobacillus DSM 20001 (Firmicutes) || bmcType=PDU1C (main) || 252aa || [A0A0R1FBI5] pduB || sunYellow3

FD35_GL002179 Lactobacillus DSM 15814 (Firmicutes) || bmcType=PDU1C (main) || 260aa || [A0A0R1RS52] pduB || sunYellow3

IV55_GL001599 Lactobacillus DSM 22696 (IV55_GL) (Firmicutes) || bmcType=PDU1C (main) || 261aa || [A0A0R2L8Q7] pduB || sunYellow3

FC27_GL001005 Lactobacillus DSM 14857 (Firmicutes) || bmcType=PDU1C (main) || 267aa || [A0A0R1SG40] pduB || sunYellow3

CG419_00675 Lactobacillus MRS6 (CG419) (Firmicutes) || bmcType=PDU1C (main) || 265aa || [A0A0B2XNT3] pduB || sunYellow3

FC69_GL000229 Lactobacillus DSM 14340 (Firmicutes) || bmcType=PDU1C (main) || 269aa || [A0A0R1RPI1] pduB || sunYellow3

FC85_GL001966 Lactobacillus DSM 14421 (Firmicutes) || bmcType=PDU1C (main) || 274aa || [A0A0R1S6I1] pduB || sunYellow3

FC96_GL000506 Lactobacillus JCM 15530 (Firmicutes) || bmcType=PDU1C (main) || 238aa || [A0A0R1HTY6] pduB || sunYellow3

IWT126_00521 Lactobacillus IWT126 (Firmicutes) || bmcType=PDU1C (main) || 238aa || [A0A1Z5IFP9] pduB || sunYellow3

PECL_1383 Pediococcus DSM 14800 (Firmicutes) || bmcType=PDU1C (main) || 240aa || [G8PEK0] pduB || sunYellow3

NCTC8066_00300 Pediococcus KCCM 40703 (Firmicutes) || bmcType=PDU1C (main) || 239aa || [A0A379BPV6] pduB || sunYellow3

PLO_0574 Pediococcus NGRI 0510 (Firmicutes) || bmcType=PDU1C (main) || 242aa || [K9I8B6] pduB || sunYellow3

JG30_04560 Lactobacillus Bin4 (Firmicutes) || bmcType=PDU1C (main) || 238aa || [A0A0F4LXF8] pduB || sunYellow3

FC82_GL003366 Lactobacillus DSM 20515 (Firmicutes) || bmcType=PDU1C (main) || 238aa || [A0A0R2BDJ6] pduB || sunYellow3

FD32_GL001705 Lactobacillus DSM 6035 (Firmicutes) || bmcType=PDU1C (main) || 239aa || [A0A0R1XL21] pduB || sunYellow3

LRLP16767_LR3C6_01173 Lactobacillus 482_46 (LRLP16767_LR3C6) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 238aa || [A0A0U5JNL2] pduB || sunYellow3

AZI11_08980 Lactobacillus D7 (AZI11) (Firmicutes) || bmcType=PDU1C (main) || 271aa || [A0A0C1MBK0] pduB || sunYellow3

DA798_02970 Lactobacillus PFC-70 (Firmicutes) || bmcType=PDU1C (main) || 272aa || [A0A2T4XR55] pduB || sunYellow3

FC17_GL002158 Lactobacillus DSM 15502 (Firmicutes) || bmcType=PDU1C (main) || 274aa || [A0A0R1TFM8] pduB || sunYellow3

FD12_GL002602 Lactobacillus DSM 19907 (Firmicutes) || bmcType=PDU1C (main) || 276aa || [A0A0R1NES6] pduB || sunYellow3

FD14_GL002898 Lactobacillus DSM 23365 (Firmicutes) || bmcType=PDU1C (main) || 274aa || [A0A0R2EIM3] pduB || sunYellow3

CVU99_09515 unclassified-Firmicutes HGW-Firmicutes-4 (Firmicutes) || bmcType=PDU1D (sat) || 261aa || [A0A2N2BQA7] pduB || chartreuse1

CVU99_16535 unclassified-Firmicutes HGW-Firmicutes-4 (Firmicutes) || bmcType=PDU1D (sat) || 751aa || [A0A2N2BLL1] pduB || chartreuse1

SAMN04488579_101219 Eubacterium VPI 5359 (Firmicutes) || bmcType=PDU1D (main) || 261aa || [A0A1H3AXZ4] pduB || chartreuse1

SAMN04488579_12138 Eubacterium VPI 5359 (Firmicutes) || bmcType=EUT2 (sat) (omitted) || 261aa || [A0A1H3I6X6] pduB || chartreuse1

ADT22_12100 Clostridium ATCC 25763 (ADT22) (Firmicutes) || bmcType=MUF1 (main) || 274aa || [A0A0L9YAN3] pduB || chartreuse1

SAMN05421842_101174 Clostridium DSM 12992 (Firmicutes) || bmcType=MUF1 (main) || 281aa || [A0A1I1H3P0] pduB || chartreuse1

CLOSTMETH_02196 Clostridium DSM 5476 (Firmicutes) || bmcType=PDU1D_GRM5 (sat) (omitted) || 237aa || [C0EEB6] pduB || chartreuse2

BHV90_20565 unclassified-Clostridiales 42_27 (Firmicutes) || bmcType=GRM5 (sat) || 244aa || [A0A1Q6MUZ3] pduB || chartreuse2

EUBHAL_01074 Eubacterium DSM 3353 (Firmicutes) || bmcType=PDU1D (sat) || 246aa || [C0EUJ0] pduB || chartreuse2

BN498_01515 Eubacterium MGS:146 (Firmicutes) || bmcType=PDU1D (sat) || 262aa || [R5GCI4] pduB || chartreuse2

B5E53_11945 Eubacterium An11 (Firmicutes) || bmcType=PDU1D (sat) || 260aa || [A0A1Y4V923] pduB || chartreuse2

BN3660_00695 unclassified-Eubacteriaceae CHKCI004 (Firmicutes) || bmcType=PDU1D (sat) || 274aa || [A0A143XJ34] pduB || chartreuse2

SAMEA3545261_01136 Clostridium (SAMEA3545261) (Firmicutes) || bmcType=GRM5like (sat) || 236aa || [A0A1C5ZJX1] pduB || chartreuse2

SAMEA3545382_01433 Clostridium (SAMEA3545382) (Firmicutes) || bmcType=GRM5like (sat) || 238aa || [A0A1C6CCS7] pduB || chartreuse3

DBX39_01980 unclassified-Firmicutes (DBX39) (Firmicutes) || bmcType=GRM5 (sat) || 239aa || [A0A2V2EUD3] pduB || chartreuse3

ERS852569_01318 Blautia AF14-23 (ERS852569) (Firmicutes) || bmcType=incomplete (sat) (omitted) || 238aa || [A0A174SBU6] pduB || chartreuse3

HMPREF1547_03818 Blautia KLE 1732 (Firmicutes) || bmcType=GRM5 (sat) || 251aa || [U2CF08] pduB || chartreuse3

SAMEA3545290_02514 Ruminococcus (SAMEA3545290) (Firmicutes) || bmcType=GRM5 (sat) || 238aa || [A0A1C5Y845] pduB || chartreuse3

ERS852530_03383 Blautia 2789STDY5608867 (ERS852530) (Firmicutes) || bmcType=GRM5like (sat) || 237aa || [A0A174WSV4] pduB || chartreuse3

BN568_00633 Blautia MGS:257 (Firmicutes) || bmcType=PDU1D_GRM5 (sat) (omitted) || 274aa || [R5WST7] pduB || chartreuse3

SAMEA3545239_01411 Clostridium (SAMEA3545239) (Firmicutes) || bmcType=GRM5like (sat) || 237aa || [A0A1C5KJW7] pduB || chartreuse3

SAMN05216536_106128 Faecalicatena NLAE-zl-C242 (Firmicutes) || bmcType=GRM5like (sat) (omitted) || 242aa || [A0A2Y9BG87] pduB || chartreuse4

B5G27_05175 Lachnoclostridium An76 (Firmicutes) || bmcType=GRM5like (sat) || 242aa || [A0A1Y3TJI3] pduB || chartreuse4

B5F86_01790 Lachnoclostridium An298 (Firmicutes) || bmcType=GRM5like (main) || 241aa || [A0A1Y4B9H7] pduB || chartreuse4

B5F07_13990 Lachnoclostridium An169 (Firmicutes) || bmcType=GRM5like (sat) || 241aa || [A0A1Y4NNN0] pduB || chartreuse4

DW983_00935 Ruminococcus AM49-8 (Firmicutes) || bmcType=GRM5 (main) || 242aa || [A0A373QR46] pduB || chartreuse4

BN538_01241 unclassified-Lachnospiraceae CAG:215 (Firmicutes) || bmcType=GRM5 (sat) || 242aa || [R6F7Y3] pduB || chartreuse4

SAMEA3545352_03325 Ruminococcus (SAMEA3545352) (Firmicutes) || bmcType=GRM5 (main) || 241aa || [A0A1C6DA51] pduB || chartreuse4

SAMEA3545255_01020 Clostridium (SAMEA3545255) (Firmicutes) || bmcType=GRM5 (main) || 241aa || [A0A1C5RD32] pduB || chartreuse4

HMPREF0240_02529 Clostridium D5 (Firmicutes) || bmcType=GRM5 (main) || 242aa || [F0Z099] pduB || chartreuse4

SAMEA3545337_01007 Clostridium (SAMEA3545337) (Firmicutes) || bmcType=GRM5 (main) || 242aa || [A0A1C5NQM4] pduB || chartreuse4

HSACCH_00253 Halanaerobium DSM 6643 (Firmicutes) || bmcType=PDU1D (main) || 274aa || [M5DY66] pduB || turquoiseBlue1

Halsa_0983 Halanaerobium sapolanicus (Firmicutes) || bmcType=PDU1D (main) || 277aa || [E4RM96] pduB || turquoiseBlue1

AWL62_2232 Halanaerobium T82-1 (Firmicutes) || bmcType=PDU1D (main) || 276aa || [A0A139D3Z8] pduB || turquoiseBlue1

DER71_10575 Halanaerobium DL-01 (Firmicutes) || bmcType=PDU1D (main) || 274aa || [A0A368Z6K2] pduB || turquoiseBlue1

HMPREF1531_00729 Propionibacterium F0372 (Actinobacteria) || bmcType=PDU1D (main) || 262aa || [S3X7K1] pduB || turquoiseBlue1

HMPREF9306_01817 Propionimicrobium ACS-093-V-SCH5 (Actinobacteria) || bmcType=PDU1D (main) || 259aa || [S2VXP1] pduB || turquoiseBlue1

CSA64_02390 Pseudopropionibacterium (CSA64) (Actinobacteria) || bmcType=PDU1D (sat) || 268aa || [A0A2G6JD38] pduB || turquoiseBlue1

CR979_00600 Propionibacterium (CR979) (Actinobacteria) || bmcType=incomplete (sat) (omitted) || 257aa || [A0A2G6R143] pduB || turquoiseBlue1

CSA64_04585 Pseudopropionibacterium (CSA64) (Actinobacteria) || bmcType=PDU1D (sat) || 258aa || [A0A2G6JAT9] pduB || turquoiseBlue1

CVT65_12460 unclassified-Actinobacteria HGW-Actinobacteria-5 (Actinobacteria) || bmcType=PDU1D (main) || 263aa || [A0A2N3FQR5] pduB || turquoiseBlue1

PFR_JS13-2_1324 Propionibacterium (PFR_JS13-2) (Actinobacteria) || bmcType=incomplete (sat) (omitted) || 269aa || [A0A2C7AX46] pduB || turquoiseBlue1

HMPREF0682_1597 Propionibacterium F0233 (Actinobacteria) || bmcType=PDU1D (sat) || 264aa || [U2QE62] pduB || turquoiseBlue1

PROPJV5_0454 Propionibacterium JV5 (Actinobacteria) || bmcType=PDU_EUT (main) (omitted) || 265aa || [A0A375HY52] pduB || turquoiseBlue1

HMPREF9154_2977 Pseudopropionibacterium F0230a (Actinobacteria) || bmcType=PDU1D (main) || 266aa || [I6WT37] pduB || turquoiseBlue1

Sterm_1030 Sebaldella ATCC 33386 (Fusobacteria) || bmcType=PDU_EUT (main) (omitted) || 231aa || [D1AFL3] pduB || turquoiseBlue1

FRIFI_1246 Romboutsia FRIFI (Firmicutes) || bmcType=PDU1D (main) || 270aa || [A0A2P2BR70] pduB || turquoiseBlue2

SAMEA3545325_02749 Clostridium (SAMEA3545325) (Firmicutes) || bmcType=PDU1D (main) || 274aa || [A0A1C5WRQ8] pduB || turquoiseBlue2

BED41_09015 Cloacibacillus CL-84 (Synergistetes) || bmcType=PDU1D (main) || 272aa || [A0A1B2I5E9] pduB || turquoiseBlue2

HMPREF9460_01147 Flavonifractor 1_3_50AFAA (Firmicutes) || bmcType=PDU1D (main) || 269aa || [A0A096DFQ9] pduB || turquoiseBlue2

BN3660_00217 unclassified-Eubacteriaceae CHKCI004 (Firmicutes) || bmcType=PDU1D (main) || 275aa || [A0A143XEN2] pduB || turquoiseBlue2

ERS852450_01399 Eubacterium (ERS852450) (Firmicutes) || bmcType=PDU1D (main) || 270aa || [A0A173UJS9] pduB || turquoiseBlue2

B5F88_12300 Flavonifractor An306 (Firmicutes) || bmcType=PDU1D (main) || 269aa || [A0A1Y4BWD6] pduB || turquoiseBlue2

C805_03546 Eubacterium 43875 (Firmicutes) || bmcType=PDU1D (main) || 269aa || [S0IPZ7] pduB || turquoiseBlue2

C806_00293 unclassified-Lachnospiraceae 43891 (Firmicutes) || bmcType=PDU1D (main) || 270aa || [R9IZP2] pduB || turquoiseBlue2

CRN84_17995 Budvicia FDAARGOS_387 (Proteobacteria) || bmcType=GRM3B (main) || 261aa || [A0A2C6DQK5] pduB || turquoiseBlue3a

DDT56_02480 Brenneria CFCC 11842 (Proteobacteria) || bmcType=GRM3B (main) || 261aa || [A0A2U1UAZ8] pduB || turquoiseBlue3a

CWS43_15945 Rahnella AA (Proteobacteria) || bmcType=GRM3B (main) || 261aa || [A0A2N0W0B5] pduB || turquoiseBlue3a

BA894_08820 Vibrio CCUG 16373 (Proteobacteria) || bmcType=GRM3B (main) || 264aa || [A0A1B1ECU3] pduB || turquoiseBlue3a

VCE7224_02249 Vibrio CECT 7224 (Proteobacteria) || bmcType=GRM3B (main) || 262aa || [A0A1C3JEF9] pduB || turquoiseBlue3a

AWC35_20640 Gibbsiella FRB97 (Proteobacteria) || bmcType=GRM3B (main) || 261aa || [A0A250B5X0] pduB || turquoiseBlue3a

M976_03351 Buttiauxella ATCC 51602 (Proteobacteria) || bmcType=GRM3B (main) || 261aa || [A0A1B7IB09] pduB || turquoiseBlue3a

AD23_5241 Escherichia 2-005-03_S4_C3 (Proteobacteria) || bmcType=GRM3B (main) || 261aa || [A0A029H1T1] pduB || turquoiseBlue3a

Sant_2128 Sodalis (tsetse S-endosymbionts) HS1 (Proteobacteria) || bmcType=GRM3B (main) || 261aa || [W0HTK5] pduB || turquoiseBlue3a

DCS48_07305 Desulfovibrio (DCS48) (Proteobacteria) || bmcType=GRM1B (sat) || 251aa || [A0A349HII5] pduB || turquoiseBlue3b

C8N35_10839 Breoghania DSM 23382 (Proteobacteria) || bmcType=GRM3C (main) || 271aa || [A0A2T5V5I3] pduB || turquoiseBlue3b

C8N38_102238 Rhodovulum DSM 19783 (Proteobacteria) || bmcType=GRM3C (main) || 273aa || [A0A2T5UIW8] pduB || turquoiseBlue3b

NHU_00551 Rhodovulum AB26 (NHU) (Proteobacteria) || bmcType=GRM3C (main) || 272aa || [A0A0D6AYN3] pduB || turquoiseBlue3b

CLV78_11514 Pseudoruegeria DSM 29328 (Proteobacteria) || bmcType=GRM3C (sat) (omitted) || 273aa || [A0A2T0RFX9] pduB || turquoiseBlue3b

SAMN04244550_00482 Rhodobacter DSM 1710 (SAMN04244550) (Proteobacteria) || bmcType=GRM3C (main) || 274aa || [A0A1G7D6B5] pduB || turquoiseBlue3b

SAMN05877809_11217 Rhodobacter JA431 (Proteobacteria) || bmcType=GRM3C (main) || 271aa || [A0A285TID1] pduB || turquoiseBlue3b

C0081_12340 Cohaesibacter H1304 (Proteobacteria) || bmcType=GRM3C (main) || 271aa || [A0A2N5XQP5] pduB || turquoiseBlue3b

SAMN04488056_10488 Cohaesibacter CGMCC 1.9157 (Proteobacteria) || bmcType=GRM3C (main) || 274aa || [A0A1I5FKV6] pduB || turquoiseBlue3b

TSO352_19955 Azospirillum TSO35-2 (Proteobacteria) || bmcType=GRM3C (main) || 275aa || [A0A2U1VFS1] pduB || turquoiseBlue3b

DKL61_10060 unclassified-Gammaproteobacteria ESL0073 (Proteobacteria) || bmcType=EUT1 (sat) (omitted) || 269aa || [A0A2Z3HZG0] pduB || turquoiseBlue3b

Rru_A0906 Rhodospirillum ATCC 11170 (Proteobacteria) || bmcType=GRM3C (main) || 280aa || [Q2RVY8] pduB || turquoiseBlue3b

DKL61_08380 unclassified-Gammaproteobacteria ESL0073 (Proteobacteria) || bmcType=EUT1 (sat) (omitted) || 264aa || [A0A2Z3I438] pduB || lichen1

SAMN03080606_00029 Alkaliphilus DSM 18978 (Firmicutes) || bmcType=PDU1D (main) || 258aa || [A0A1G5ABC0] pduB || lichen1

SAMN02194393_05387 Maledivibacter M1 (Firmicutes) || bmcType=PDU1D (main) || 264aa || [A0A1T5MV96] pduB || lichen1

CHH80_06335 Bacillus 2046851 (Firmicutes) || bmcType=PDU1D (main) || 260aa || [A0A268IHD1] pduB || lichen1

M670_03912 Bacillus MEV2011 (Firmicutes) || bmcType=PDU1D (main) || 265aa || [A0A072NUA4] pduB || lichen1

GY4MC1_1860 Geobacillus Y4.1MC1 (Firmicutes) || bmcType=PDU1D (main) || 260aa || [A0A0F6BMH3] pduB || lichen1

QY95_03876 Quasibacillus SGZ-8 (QY95) (Firmicutes) || bmcType=PDU1D (main) || 260aa || [A0A0F5HND3] pduB || lichen1

Gferi_18285 Geosporobacter IRF9 (Firmicutes) || bmcType=PDU1D (main) || 262aa || [A0A1D8GK91] pduB || lichen2

Gferi_26010 Geosporobacter IRF9 (Firmicutes) || bmcType=PDU1D (main) || 258aa || [A0A1D8GPA2] pduB || lichen2

CVV02_03325 unclassified-Firmicutes HGW-Firmicutes-7 (Firmicutes) || bmcType=PDU1D (main) || 261aa || [A0A2N2B234] pduB || lichen2

HMPREF1633_15180 Tissierellia S5-A11 (Firmicutes) || bmcType=PDU1D (main) || 263aa || [A0A095YLX5] pduB || lichen2

Ilyop_2346 Ilyobacter DSM 2926 (Fusobacteria) || bmcType=PDU1F (main) || 260aa || [E3HDA6] pduB || lichen2

HMPREF0400_01465 Fusobacterium 1_1_41FAA (Fusobacteria) || bmcType=PDU1F (main) || 271aa || [D6LIA1] pduB || lichen2

HMPREF2747_14675 Fusobacterium HMSC073F01 (Fusobacteria) || bmcType=PDU1F (main) || 261aa || [A0A1E9IPE1] pduB || lichen2

EHSB41UT_03930 Parendozoicomonas haliclonae (Proteobacteria) || bmcType=EUT2 (sat) (omitted) || 264aa || [A0A1X7APW9] pduB || darkGrassGreen

A2X96_10195 unclassified-Syntrophobacterales GWC2_56_13 (Proteobacteria) || bmcType=PDU1D (main) || 272aa || [A0A1G3UTX5] pduB || darkGrassGreen

Dalk_5000 Desulfatibacillum AK-01 (Proteobacteria) || bmcType=PDU1D (main) || 267aa || [B8FDP0] pduB || darkGrassGreen

CXZ00_14040 unclassified-Acidobacteria (CXZ00) (Acidobacteria) || bmcType=PDU1D (main) || 263aa || [A0A2P6WCZ9] pduB || darkGrassGreen

CWS72_13310 Telmatospirillum 26-4b1 (Proteobacteria) || bmcType=PDU1D (main) || 267aa || [A0A2N3PUJ0] pduB || darkGrassGreen

KL86APRO_10067 unclassified-Alphaproteobacteria (KL86APRO) (Proteobacteria) || bmcType=PDU1D (main) || 267aa || [A0A212IUY2] pduB || darkGrassGreen

Teth514_1954 Thermoanaerobacter X514 (Firmicutes) || bmcType=PDU1D (main) || 265aa || [B0K3C1] pduB || darkGrassGreen

XD49_1273 Caldanaerobacter (XD49) (Firmicutes) || bmcType=PDU1D (sat) || 264aa || [A0A101E4H7] pduB || darkGrassGreen

SAMN02745219_01019 Desulfofundulus DSM 16057 (Firmicutes) || bmcType=PDU1D (main) || 274aa || [A0A1M6DW06] pduB || darkGrassGreen

TherJR_0617 Thermincola JR (Firmicutes) || bmcType=PDU1D (main) || 262aa || [D5XBU2] pduB || darkGrassGreen

XD63_1599 unclassified-Thermoanaerobacterales 50_218 (Firmicutes) || bmcType=PDU1D (main) || 268aa || [A0A101F642] pduB || darkGrassGreen

SAMN05660826_02252 Caldanaerovirga DSM 18802 (Firmicutes) || bmcType=PDU1D (main) || 259aa || [A0A1M7ME46] pduB || darkGrassGreen

SY88_08545 unclassified-Clostridiales PH28_bin88 (Firmicutes) || bmcType=PDU1D (main) || 267aa || [A0A0M2U670] pduB || darkGrassGreen

CSA11_10375 unclassified-Chloroflexi (CSA11) (Chloroflexi) || bmcType=PDU1D (main) || 261aa || [A0A2G6GGC7] pduB || darkGrassGreen

SAMN03080610_02711 Afifella DSM 2698 (Proteobacteria) || bmcType=PDU1D (main) || 265aa || [A0A1G5NUU5] pduB || darkGrassGreen

Anamo_0113 Acetomicrobium DSM 13181 (Synergistetes) || bmcType=PDU1D (main) || 274aa || [I4BU28] pduB || darkGrassGreen

HMPREF1705_02685 Acetomicrobium ATCC BAA-1850 (Synergistetes) || bmcType=PDU1D (main) || 275aa || [A0A0T5XB14] pduB || darkGrassGreen

Tlie_0195 Thermovirga DSM 17291 (Synergistetes) || bmcType=PDU1D (main) || 268aa || [G7V6B0] pduB || darkGrassGreen

XD52_0349 unclassified-bacterium 42_11 (unclassified Bacteria) || bmcType=PDU1D (sat) || 268aa || [A0A101EFU4] pduB || darkGrassGreen

Dpep_1737 Dethiosulfovibrio DSM 11002 (Synergistetes) || bmcType=PDU1D (main) || 273aa || [D2Z8G4] pduB || darkGrassGreen

Apau_0014 Aminomonas DSM 12260 (Synergistetes) || bmcType=PDU1D (main) || 264aa || [E3CV98] pduB || darkGrassGreen

SY1_15590 Fretibacterium fastidiosum (Synergistetes) || bmcType=incomplete (sat) (omitted) || 268aa || [D4M9L4] pduB || darkGrassGreen

SAMN05421736_101634 Bacillus SP (Firmicutes) || bmcType=UA (main) (omitted) || 260aa || [A0A1H3HW34] pduB || aqua1

FC89_GL001178 Lactobacillus DSM 18630 (Firmicutes) || bmcType=GRM3A (main) || 262aa || [A0A0R1VKX4] pduB || aqua1

NCTC13765_01747 Streptococcus NCTC13765 (Firmicutes) || bmcType=GRM3A (main) || 261aa || [A0A380L0X7] pduB || aqua1

HMPREF3182_01482 unclassified-Veillonellaceae KA00182 (Firmicutes) || bmcType=GRM3A (main) || 277aa || [A0A134CD75] pduB || aqua2

C6Y28_09405 Megasphaera YE34 (C6Y28) (Firmicutes) || bmcType=GRM3A (main) || 278aa || [A0A2S0M8L8] pduB || aqua2

HMPREF0889_1217 Megasphaera 28L (Firmicutes) || bmcType=GRM3A (main) || 270aa || [D3LW76] pduB || aqua2

AB840_04730 Megasphaera DSM 20462 (AB840) (Firmicutes) || bmcType=GRM3A (main) || 268aa || [A0A0J6WXX7] pduB || aqua2

SAMN05660299_00745 Megasphaera DSM 16981 (Firmicutes) || bmcType=GRM3A (main) || 264aa || [A0A1G9SL93] pduB || aqua2

SAMN02910384_02472 Pseudobutyrivibrio ACV-2 (Firmicutes) || bmcType=GRM3A (main) || 270aa || [A0A1H4EGR3] pduB || aqua2

SAMN02910417_01709 Eubacterium DSM 3217 (Firmicutes) || bmcType=GRM3A (main) || 269aa || [A0A1G6BR70] pduB || aqua2

SAMN04487771_100824 Lachnoclostridium F (SAMN04487771) (Firmicutes) || bmcType=GRM3A (main) || 267aa || [A0A1I0CQ98] pduB || aqua2

CGC65_23845 Lachnoclostridium ATCC BAA-613 (Firmicutes) || bmcType=GRM3A (main) || 230aa || [A0A221U7W0] pduB || aqua2

QX51_08730 Terrisporobacter 08-306576 (Firmicutes) || bmcType=GRM3A (main) || 260aa || [A0A0B3VWX8] pduB || aqua2

BN3589_00220 Clostridium C105KSO14 (Firmicutes) || bmcType=GRM3A (main) || 264aa || [A0A0U5P1T0] pduB || aqua2

CLS_23640 Lachnoclostridium K10 (Firmicutes) || bmcType=GRM3A (main) || 264aa || [D6DJA4] pduB || aqua2

HMPREF1141_2877 Clostridium MSTE9 (Firmicutes) || bmcType=GRM3A (main) || 258aa || [J1H4M9] pduB || aqua2

X276_05550 Clostridium NRRL B-598 (Firmicutes) || bmcType=GRM3A (main) || 265aa || [A0A0K2MA93] pduB || aqua2

HMPREF9628_01361 Peptoanaerobacter CM5 (HMPREF9628) (Firmicutes) || bmcType=GRM3A (main) || 258aa || [G9XBJ4] pduB || aqua2

HMPREF0379_0307 Peptoanaerobacter ATCC 43715 (Firmicutes) || bmcType=GRM3A (main) || 270aa || [E0QH09] pduB || aqua2

CLOHIR_00402 Clostridium DSM 13275 (Firmicutes) || bmcType=GRM3A (main) || 263aa || [B6FX03] pduB || aqua2

HMPREF9200_0632 Veillonella F0422 (Firmicutes) || bmcType=GRM3A (main) || 256aa || [F9N5P7] pduB || aqua2

NCTC11088_01344 Peptoniphilus NCTC11088 (Firmicutes) || bmcType=GRM3A (main) || 262aa || [A0A379DC20] pduB || aqua2

OBV_17540 Oscillibacter DSM 18026 (Firmicutes) || bmcType=GRM3A (main) || 265aa || [G4KZW9] pduB || aqua2

SAMN00017477_1380 Peptoniphilus DSM 20463 (Firmicutes) || bmcType=GRM3A (main) || 261aa || [A0A1W1V560] pduB || aqua2

ANHYDRO_00928 Anaerococcus DSM 7454 (Firmicutes) || bmcType=GRM1A (main) || 262aa || [B6W8K5] pduB || aqua2

BIV18_08385 Peptoniphilus 12936 (Firmicutes) || bmcType=GRM3A (main) || 261aa || [A0A1U7M1I0] pduB || aqua2

SAMN05660242_2428 Thermoanaerobacterium RBIITD (Firmicutes) || bmcType=PDU1D (main) || 271aa || [A0A285BHK7] pduB || pistachio1

SAMN04488500_101268 Sporomusa DSM 5090 (Firmicutes) || bmcType=PDU1D (main) || 263aa || [A0A1W1YEI7] pduB || pistachio1

SAMN04488502_10271 Dendrosporobacter DSM 1736 (Firmicutes) || bmcType=PDU1D (main) || 264aa || [A0A1G9Q9K1] pduB || pistachio1

SAMN04490178_11488 Propionispora DSM 13305 (Firmicutes) || bmcType=PDU1D (main) || 262aa || [A0A1H8W6X6] pduB || pistachio1

ALO_06843 Acetonema DSM 6540 (Firmicutes) || bmcType=PDU1D (main) || 266aa || [F7NH25] pduB || pistachio1

SAMEA3545303_01538 Clostridium (SAMEA3545303) (Firmicutes) || bmcType=GRM3A (main) || 266aa || [A0A1C5PZU6] pduB || pistachio1

SPACI_38150 Sporomusa DSM 3132 (Firmicutes) || bmcType=PDU1D (main) || 264aa || [A0A259UGW0] pduB || pistachio1

VR66_23315 unclassified-Peptococcaceae BRH_c23 (Firmicutes) || bmcType=incomplete (main) (omitted) || 262aa || [A0A0F2S7B2] pduB || pistachio1

JBW_03304 Pelosinus JBW45 (Firmicutes) || bmcType=PDU1D (main) || 265aa || [I8TWY2] pduB || pistachio1

P22_0399 Propionispora 2/2-37 (Firmicutes) || bmcType=PDU1D (main) || 261aa || [A0A0K8JAI4] pduB || pistachio1

A7L45_05625 Clostridium DSM 8809 (Firmicutes) || bmcType=PDU1D (main) || 290aa || [A0A1J0GFB9] pduB || pistachio1

VR72_15900 unclassified-Clostridiaceae BRH_c20a (Firmicutes) || bmcType=PDU1D (main) || 262aa || [A0A0F2Q3J3] pduB || pistachio1

SAMEA4530647_00789 Clostridium NLAE-zl-C224 (Firmicutes) || bmcType=PDU1D (main) || 286aa || [A0A239ZPK4] pduB || pistachio1

CKL_1073 Clostridium ATCC 8527 (Firmicutes) || bmcType=ETU (sat) || 304aa || [A5N734] 3IO0 etuB || pistachio2

cpu_04280 Carboxydothermus Ug1 (Firmicutes) || bmcType=BUF1 (main) || 325aa || [A0A1L8CSM1] pduB || pistachio2

CHY_0683 Carboxydothermus DSM 6008 (Firmicutes) || bmcType=BUF1 (main) || 316aa || [Q3AE96] pduB || pistachio2

ciss_24480 Carboxydothermus SET (Firmicutes) || bmcType=BUF1 (main) || 324aa || [A0A1L8D5R2] pduB || pistachio2

CLLU_17240 Clostridium DSM 29923 (Firmicutes) || bmcType=PDU1D (sat) (omitted) || 292aa || [A0A2T0BN01] pduB || pistachio2

CLLU_12170 Clostridium DSM 29923 (Firmicutes) || bmcType=PDU1D (main) (omitted) || 288aa || [A0A2T0BPB9] pduB || pistachio2

B9W14_18880 Clostridium SL1 (Firmicutes) || bmcType=PDU1D (main) || 300aa || [A0A2U8DV17] pduB || pistachio2

SAMN02745163_00592 Clostridium DSM 21758 (Firmicutes) || bmcType=GRM1A (sat) || 234aa || [A0A1M6CYV9] pduB || pistachio2

WY13_02941 Clostridium ERI-2 (Firmicutes) || bmcType=fragmented (sat) (omitted) || 234aa || [A0A162KLC3] pduB || pistachio2

BJL90_15510 Clostridium ATCC 27076 (BJL90) (Firmicutes) || bmcType=GRM6 (main) || 290aa || [A0A1D9FPK6] pduB || pistachio2

DP68_09950 Clostridium HMP27 (Firmicutes) || bmcType=PDU1D (main) || 293aa || [A0A099S689] pduB || pistachio2

CcarbDRAFT_1073 Clostridium P7 (Firmicutes) || bmcType=PDU1D (main) || 294aa || [C6PQK6] pduB || pistachio2

CLMAG_35750 Clostridium DSM 2767 (Firmicutes) || bmcType=PDU1D (main) || 293aa || [A0A161WG56] pduB || pistachio2

CLK_0313 Clostridium Loch Maree Type A3 (Firmicutes) || bmcType=GRM1A (sat) || 232aa || [B1KXL4] pduB || pistachio2

Z963_00725 Clostridium It1 (Firmicutes) || bmcType=UA (main) (omitted) || 285aa || [A0A072XDF7] pduB || pistachio2

CLCOL_07350 Clostridium DSM 13634 (Firmicutes) || bmcType=GRM6 (main) || 281aa || [A0A151APE2] pduB || pistachio2

WX73_03502 Clostridium PTA-10522 (Firmicutes) || bmcType=UA (main) (omitted) || 287aa || [A0A170ND56] pduB || pistachio2

B9T62_20545 Paenibacillus KCTC 13049 (Firmicutes) || bmcType=GRM6 (main) || 280aa || [A0A2Z2KG56] pduB || pistachio2

SAMN02745133_02866 Desulfotomaculum DSM 12395 (Firmicutes) || bmcType=GRM6 (main) || 287aa || [A0A1M5CB82] pduB || pistachio2

AFK71_10045 Virgibacillus DSM 26 (Firmicutes) || bmcType=GRM6 (main) || 257aa || [A0A0L0QK25] pduB || pistachio2

BXY41_106112 Bacteroides xylanolyticus (Bacteroidetes) || bmcType=GRM6 (main) || 261aa || [A0A2S6HS62] pduB || pistachio2

SAMN02745170_02592 Propionispora DSM 15287 (Firmicutes) || bmcType=GRM6 (main) || 256aa || [A0A1M6JGB2] pduB || pistachio2

M976_03631 Buttiauxella ATCC 51602 (Proteobacteria) || bmcType=EUT1 (main) || 219aa || [A0A1B7I9N2] eutL || rosa

C3B70_25735 Escherichia GN05128 (C3B70) (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 204aa || [A0A2P4RPP6] eutL || rosa

NCTC11694_06246 Klebsiella 2880STDY5682456 (NCTC11694) (Proteobacteria) || bmcType=EUT1 (main) || 224aa || [A0A377V0Z6] eutL || rosa

NCTC11966_01570 Yokenella NCTC11967 (NCTC11966) (Proteobacteria) || bmcType=EUT1_GRM2 (main) (omitted) || 219aa || [A0A2X2Q6E6] eutL || rosa

AYY16_12540 Morganella GCSL-Mp20 (AYY16) (Proteobacteria) || bmcType=EUT1 (main) || 218aa || [A0A1B8H666] eutL || rosa

B2H99_08050 Morganella MM 190 (B2H99) (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 219aa || [A0A1V9DJ21] eutL || rosa

GHAL_2558 Hafnia ATCC 13337 (Proteobacteria) || bmcType=EUT1 (main) || 219aa || [A0A085GU92] eutL || rosa

SAMN05216189_100417 Pseudomonas CCM 7361 (Proteobacteria) || bmcType=EUT1 (sat) || 219aa || [A0A239ECS2] eutL || rosa

SRDD_21930 Serratia DD3 (Proteobacteria) || bmcType=EUT1 (main) || 219aa || [A0A084A0H4] eutL || rosa

DC083_08510 Ignatzschineria KCTC 22644 (Proteobacteria) || bmcType=EUT1 (main) || 219aa || [A0A2U2ACH2] eutL || rosa

DKL61_02055 unclassified-Gammaproteobacteria ESL0073 (Proteobacteria) || bmcType=EUT1 (main) || 218aa || [A0A2Z3HY90] eutL || rosa

NCTC11159_03935 Iodobacter NCTC11159 (Proteobacteria) || bmcType=EUT1 (main) || 219aa || [A0A377STL2] eutL || rosa

VK98_05250 Chromobacterium LK11 (Proteobacteria) || bmcType=EUT1 (main) || 219aa || [A0A0J6NJS0] eutL || rosa

A2503_16670 unclassified-Burkholderiales RIFOXYD12_FULL_59_19 (Proteobacteria) || bmcType=EUT1 (main) || 218aa || [A0A1F4M4Q0] eutL || rosa

A3F78_08865 unclassified-Burkholderiales RIFCSPLOWO2_12_FULL_61_40 (Proteobacteria) || bmcType=EUT1 (sat) || 218aa || [A0A1F4K9G1] eutL || rosa

C666_15185 Thauera DSM 12138 (Proteobacteria) || bmcType=EUT1 (sat) || 218aa || [N6Z030] eutL || rosa

HMPREF0179_03163 Bilophila 3_1_6 (Proteobacteria) || bmcType=GRMguf (sat) || 219aa || [E5YAE2] eutL || darkLavender1

C9I89_06315 Photobacterium DSM 16190 (Proteobacteria) || bmcType=EUT1 (main) || 218aa || [A0A2T3N1H4] eutL || darkLavender1

H744_2c2278 Photobacterium Gung47 (Proteobacteria) || bmcType=EUT1 (main) || 218aa || [A0A0C5WBE8] eutL || darkLavender1

AAY24_03110 Sedimenticola SIP-G1 (Proteobacteria) || bmcType=EUT1 (main) || 218aa || [A0A0F7JSS7] eutL || darkLavender1

CSB48_00390 unclassified-Proteobacteria (CSB48) (Proteobacteria) || bmcType=EUT1 (main) || 218aa || [A0A2G6D5E2] eutL || darkLavender1

GARC_5327 Paraglaciecola BSs20135 (Proteobacteria) || bmcType=EUT1 (main) || 218aa || [K6YVP8] eutL || darkLavender1

OLEAN_C11410 Oleispira RB-8 (Proteobacteria) || bmcType=EUT1 (main) || 218aa || [R4YL53] eutL || darkLavender1

ATG98_4176 Marinobacter LV10R520-4 (Proteobacteria) || bmcType=EUT1 (main) || 218aa || [A0A2A9FVX6] eutL || darkLavender1

CPA50_06385 Marinobacter ANT_B65 (Proteobacteria) || bmcType=EUT1 (main) || 218aa || [A0A2A5M021] eutL || darkLavender1

BN466_01054 unclassified-Firmicutes MGS:110 (Firmicutes) || bmcType=EUT2G (main) || 209aa || [R5ERS0] eutL || darkLavender2

BN490_00977 unclassified-Firmicutes CAG:137 (Firmicutes) || bmcType=EUT2G (main) || 215aa || [R6GYY2] eutL || darkLavender2

BACCAP_00089 Pseudoflavonifractor ATCC 29799 (Firmicutes) || bmcType=EUT2G (main) || 217aa || [A6NPH4] eutL || darkLavender2

ERS852504_01355 Flavonifractor 2789STDY5834932 (ERS852504) (Firmicutes) || bmcType=EUT2G (main) || 217aa || [A0A174MY31] eutL || darkLavender2

ERS852518_03199 Flavonifractor 2789STDY5834932 (ERS852518) (Firmicutes) || bmcType=EUT2G (main) || 217aa || [A0A174UFZ7] eutL || darkLavender2

B5F88_09330 Flavonifractor An306 (Firmicutes) || bmcType=EUT2G (main) || 217aa || [A0A1Y4C1J7] eutL || darkLavender2

B5G40_14285 Flavonifractor An9 (Firmicutes) || bmcType=EUT2G (main) || 217aa || [A0A1Y3RJ96] eutL || darkLavender2

BS637_02890 Clostridium PE (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A1S9HZB7] eutL || darkPeach1

SAMN02746066_03009 Anaerosporobacter DSM 15930 (Firmicutes) || bmcType=EUT2I (main) || 218aa || [A0A1M7L331] eutL || darkPeach1

SAMN04489757_14323 Anaerocolumna DSM 1283 (Firmicutes) || bmcType=EUT2 (main) (omitted) || 218aa || [A0A1I5IDW3] eutL || darkPeach1

Clole_4090 Cellulosilyticum ATCC 49066 (Firmicutes) || bmcType=EUT2I (main) || 217aa || [F2JLY6] eutL || darkPeach1

BEN19_06620 Epulopiscium Nuni2H_MBin003 (Firmicutes) || bmcType=UA (main) (omitted) || 217aa || [A0A1V2YKQ2] eutL || darkPeach1

RHS_4920 Robinsoniella RHS (Firmicutes) || bmcType=EUT2I (main) || 222aa || [A0A0J1IWY6] eutL || darkPeach1

A4V09_06230 Blautia YL58 (Firmicutes) || bmcType=EUT2I (main) || 218aa || [A0A1C7I6W9] eutL || darkPeach1

SAMN02745158_01183 Lactonifactor DSM 17459 (Firmicutes) || bmcType=EUT2I (main) || 218aa || [A0A1M4VEC4] eutL || darkPeach1

HMPREF3222_01507 Clostridium 11 (HMPREF3222) (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A133N6R7] 4TM6' eutL || darkPeach1

BN1095_310083 Clostridioides VRECD0012 (BN1095) (Firmicutes) || bmcType=EUT2I (main) || 225aa || [A0A069AT99] eutL || darkPeach1

KD33_00490 Clostridium NCR (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A099HYQ1] eutL || darkPeach1

IO99_04090 Clostridium 113A (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A084JFY1] eutL || darkPeach1

DC000_11890 unclassified-Clostridiales R-7 (DC000) (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A352A8Y8] eutL || darkPeach1

SAMN04487885_102210 Clostridium NLAE-zl-G419 (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A1I2JS91] eutL || darkPeach1

SAMN04488528_100845 Clostridium DSM 12271 (Firmicutes) || bmcType=EUT2_GRM1 (main) (omitted) || 217aa || [A0A1I0XFR6] eutL || darkPeach1

BVG16_22365 Paenibacillus ES3-24 (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A1T2X628] eutL || darkPeach2

B5S25_03765 Paenibacillus CCM 38 (B5S25) (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A1U9YKA0] eutL || darkPeach2

EX87_21375 Brevibacillus LAK 1210 (EX87) (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A0F6Y0T9] eutL || darkPeach2

N784_13345 Pontibacillus JSM 072002 (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A0A5FUT7] eutL || darkPeach2

SAMN04488168_105101 Bacillus 491MF (Firmicutes) || bmcType=incomplete (sat) (omitted) || 217aa || [A0A1I1JKW5] eutL || darkPeach2

SAMN05661091_3458 Paenibacillus N3/975 (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A1X7HHT4] eutL || darkPeach2

SAMN06295960_3951 Paenibacillus 11 (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A1X7LR64] eutL || darkPeach2

DOE73_22995 Paenibacillus PV3-16 (DOE73) (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A2W4GL94] eutL || darkPeach2

SAMN05661091_1838 Paenibacillus N3/975 (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A1X7H7C1] eutL || darkPeach2

CHH80_17160 Bacillus 2046851 (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A268IB25] eutL || darkPeach3

SAMN02745196_00352 Clostridium DSM 3089 (Firmicutes) || bmcType=EUT2I (sat) || 220aa || [A0A1M5SXA3] eutL || darkPeach3

SAMN04488529_11538 Clostridium DSM 12272 (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A1H0VAE7] eutL || darkPeach3

C4A76_11280 Brevibacillus LAK 1210 (C4A76) (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A2S5HK25] eutL || darkPeach3

CSCA_1621 Clostridium ATCC 25775 (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A0E3GQK8] eutL || darkPeach3

C7380_103125 Oceanotoga DSM 24906 (Thermotogae) || bmcType=EUT2I (main) || 217aa || [A0A316D092] eutL || darkPeach3

DOZ58_03815 Acetobacterium KB-1 (Firmicutes) || bmcType=EUT2B (main) || 218aa || [A0A2Z4I518] eutL || darkPeach3

DW644_06245 unclassified-Clostridiales AM23-16LB (Firmicutes) || bmcType=EUT2B (main) || 224aa || [A0A373BI30] eutL || mutedPink2

SAMN02745978_00637 Butyricicoccus DSM 23266 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1T4UPL1] eutL || mutedPink1

AXF21_00775 Eubacterium ATCC 700079 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A223B0E5] eutL || mutedPink1

B5F29_01795 Lachnoclostridium An196 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1Y4IQA1] eutL || mutedPink1

SAMN05216249_11756 Acetitomaculum DSM 5522 (Firmicutes) || bmcType=EUT2B (main) || 216aa || [A0A1I0ZV77] eutL || mutedPink1

HMP0721_1632 Pseudoramibacter ATCC 23263 (Firmicutes) || bmcType=EUT2B (main) || 216aa || [E6MI99] eutL || mutedPink1

SAMN04515656_11645 Eubacterium SR12 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1H4CN69] eutL || mutedPink1

EH55_00800 Synergistes 28491 (Synergistetes) || bmcType=EUT2B (main) || 216aa || [A0A073IQX8] eutL || mutedPink1

HMPREF1006_01435 Synergistes 3_1_syn1 (Synergistetes) || bmcType=EUT2B (main) || 216aa || [G9PVL5] eutL || mutedPink1

SAMN05216180_0680 Hydrogenoanaerobacterium CGMCC 1.5070 (Firmicutes) || bmcType=EUT2B (main) || 216aa || [A0A1H7ZI17] eutL || mutedPink1

KL86CLO1_13355 unclassified-Clostridiales (KL86CLO1) (Firmicutes) || bmcType=EUT2B (main) || 216aa || [A0A212KJ59] eutL || mutedPink1

BRYFOR_07175 Marvinbryantia DSM 14469 (Firmicutes) || bmcType=EUT2B (main) || 216aa || [C6LEX4] eutL || mutedPink1

KL86CLO1_11023 unclassified-Clostridiales (KL86CLO1) (Firmicutes) || bmcType=EUT2B (sat) || 216aa || [A0A212JFU1] eutL || mutedPink1

BACCAP_01558 Pseudoflavonifractor ATCC 29799 (Firmicutes) || bmcType=EUT2B (main) || 224aa || [A6NTM9] eutL || mutedPink1

SAMEA3545390_02457 Butyricicoccus (SAMEA3545390) (Firmicutes) || bmcType=EUT2B (main) || 223aa || [A0A1C6G5W3] eutL || mutedPink1

CSA35_01205 Dethiosulfovibrio peptidovorans (Synergistetes) || bmcType=EUT2B (main) || 217aa || [A0A2G6M5H7] eutL || mutedPink2

BWY99_00012 unclassified-Synergistetes ADurb.BinA166 (Synergistetes) || bmcType=EUT2B (main) || 217aa || [A0A1V5IAD1] eutL || mutedPink2

Taci_0072 Thermanaerovibrio ATCC 49978 (Synergistetes) || bmcType=EUT2B (main) || 217aa || [D1B7Q9] eutL || mutedPink2

C3495_02280 unclassified-Clostridiaceae 14S0207 (Firmicutes) || bmcType=EUT2I (main) || 218aa || [A0A2Z4W7Q9] eutL || scarlet1

SAMN02745248_00412 Hathewaya DSM 3090 (Firmicutes) || bmcType=EUT2I (main) || 218aa || [A0A1M6KC11] eutL || scarlet1

M918_02715 Clostridium BL8 (Firmicutes) || bmcType=EUT2I (main) || 218aa || [T0N3I8] eutL || scarlet1

BD821_10851 Clostridium DSM 15099 (Firmicutes) || bmcType=EUT2I (main) || 218aa || [A0A2S6FXF9] eutL || scarlet1

NCTC539_02113 Clostridium ATCC 453 (NCTC539) (Firmicutes) || bmcType=EUT2I (main) || 218aa || [A0A381JYM0] eutL || scarlet1

Amet_0257 Alkaliphilus QYMF (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A6TJX2] eutL || scarlet1

CACET_c04000 Clostridium DSM 1496 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A0D8IEJ2] eutL || scarlet1

SAMN05446037_1004194 Anaerovirgula SCA (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A239BYN3] eutL || scarlet1

Sterm_1056 Sebaldella ATCC 33386 (Fusobacteria) || bmcType=PDU_EUT (main) (omitted) || 217aa || [D1AFN9] eutL || scarlet1

SAMN02745120_1201 Acetoanaerobium ATCC 35199 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1T5AVZ7] eutL || scarlet1

SAMN04488695_10128 Proteiniclasticum ML2 (SAMN04488695) (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1I4XL59] eutL || scarlet1

GCWU000323_01997 Leptotrichia F0254 (Fusobacteria) || bmcType=EUT2B (main) || 217aa || [C9MZM7] eutL || scarlet2

DC094_05650 unclassified-Flavobacteriaceae Hp12 (Bacteroidetes) || bmcType=incomplete (sat) (omitted) || 217aa || [A0A2V1H0E9] eutL || scarlet2

EHSB41UT_02888 Parendozoicomonas haliclonae (Proteobacteria) || bmcType=EUT2 (main) (omitted) || 217aa || [A0A1X7ALH3] eutL || scarlet2

GV64_00675 Endozoicomonas DSM 22380 (Proteobacteria) || bmcType=EUT2B (main) || 217aa || [A0A081K5L7] eutL || scarlet2

HMPREF0397_1822 Fusobacterium ATCC 23726 (Fusobacteria) || bmcType=EUT2F (main) || 221aa || [D5RF36] eutL || scarlet2

DDY85_10345 Fusobacterium (DDY85) (Fusobacteria) || bmcType=EUT2F (main) || 217aa || [A0A354SVI8] eutL || scarlet2

SAMN02745174_01146 Cetobacterium ATCC 700028 (Fusobacteria) || bmcType=EUT2F (main) || 217aa || [A0A1T4MC07] eutL || scarlet2

DV867_09875 Psychrilyobacter S5 (Fusobacteria) || bmcType=EUT2F (main) || 217aa || [A0A369XUK0] eutL || scarlet2

HMPREF0202_01035 Cetobacterium ATCC BAA-474 (Fusobacteria) || bmcType=EUT2F (main) || 217aa || [U7VE31] eutL || scarlet2

SAMN02194393_00328 Maledivibacter M1 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1T5IFK2] eutL || scarlet3

COA82_06915 Alkaliphilus (COA82) (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A2G2MIK6] eutL || scarlet3

SAMN05660420_01724 Desulfuromusa DSM 7343 (Proteobacteria) || bmcType=EUT2B (main) || 217aa || [A0A1H3ZY25] eutL || scarlet3

SAMN02194393_03625 Maledivibacter M1 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1T5LZU9] eutL || scarlet3

SAMN02745883_01916 Caminicella DSM 14501 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1M6S0M1] eutL || scarlet3

SAMN05216233_105260 Desulfoluna AA1 (Proteobacteria) || bmcType=EUT2_GRM1 (main) (omitted) || 217aa || [A0A1G5EA84] eutL || scarlet3

F3D3_0488 Fusibacter 3D3 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1B6B843] eutL || scarlet3

HMPREF1633_07525 Tissierellia S5-A11 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A095XLT4] eutL || scarlet3

SAMN05192551_10243 Tindallia Z-7934 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1I3BUX0] eutL || scarlet3

BHK79_04915 Halanaerobium MDAL1 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1E5HZV7] eutL || scarlet3

Halsa_2079 Halanaerobium sapolanicus (Firmicutes) || bmcType=PDU_EUT (sat) (omitted) || 217aa || [E4RJS6] eutL || scarlet3

SAMN02194393_04901 Maledivibacter M1 (Firmicutes) || bmcType=GRM1A (main) || 219aa || [A0A1T5MJZ3] eutL || scarlet3

ELI_0330 Eubacterium KIST612 (Firmicutes) || bmcType=PDU1D (sat) || 229aa || [E3GI64] eutL || scarlet3

ACWI_29880 Acetobacterium DSM 1911 (ACWI) (Firmicutes) || bmcType=PDU1D (sat) || 214aa || [A0A1F2PE57] eutL || scarlet3

Awo_c19100 Acetobacterium DSM 1030 (Firmicutes) || bmcType=PDU1D (sat) || 214aa || [H6LJC6] eutL || scarlet3

B2M23_13300 Eubacterium SA11 (B2M23) (Firmicutes) || bmcType=PDU1D (sat) || 217aa || [A0A1H0USN3] eutL || scarlet3

B5E53_00765 Eubacterium An11 (Firmicutes) || bmcType=PDU1D (sat) || 217aa || [A0A1Y4VLE2] eutL || scarlet3

ERS852450_01299 Eubacterium (ERS852450) (Firmicutes) || bmcType=PDU1D (sat) || 217aa || [A0A174CYW4] eutL || scarlet3

ERS852578_01328 Eubacterium (ERS852578) (Firmicutes) || bmcType=PDU1D (sat) || 217aa || [A0A173T060] eutL || scarlet3

B5E53_00760 Eubacterium An11 (Firmicutes) || bmcType=PDU1D (sat) || 218aa || [A0A1Y4VJE2] eutL || scarlet3

B5F87_03505 Eubacterium An3 (Firmicutes) || bmcType=PDU1D (sat) || 217aa || [A0A1Y4B4X7] eutL || scarlet3

SAMN05660297_02561 Natronincola DSM 18979 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1I0EUU4] eutL || amethyst1

Gferi_15870 Geosporobacter IRF9 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1D8GJ35] eutL || amethyst1

CTM_06296 Clostridium DSM 665 (Firmicutes) || bmcType=EUT2I (main) || 217aa || [A0A037ZAF4] eutL || amethyst1

SAMN02745176_01984 Lutispora DSM 19022 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1M6FIN4] eutL || amethyst1

ABG79_01695 Caloramator VF08 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A0R3JSL5] eutL || amethyst1

B7C24_11645 unclassified-Bacteroidetes 4572_77 (Bacteroidetes) || bmcType=EUT2B (main) || 217aa || [A0A256WKP6] eutL || amethyst1

CVV02_06025 unclassified-Firmicutes HGW-Firmicutes-7 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A2N2B0K5] eutL || amethyst1

CLRAG_02950 Clostridium P11 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1A6B361] eutL || amethyst1

ERS852537_02336 Fusicatenibacter (ERS852537) (Firmicutes) || bmcType=EUT2B (main) || 218aa || [A0A174T4Q4] eutL || amethyst2

HMPREF1548_05040 Clostridium KLE 1755 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [U2B5W4] eutL || amethyst2

DBX66_08115 unclassified-Clostridiales R-7 (DBX66) (Firmicutes) || bmcType=EUT2B (main) || 222aa || [A0A2V2DMC1] eutL || amethyst2

SAMEA3545351_00077 Roseburia (SAMEA3545351) (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1C5VFB6] eutL || amethyst2

C814_01586 Anaerotruncus G3(2012) (Firmicutes) || bmcType=EUT2B (main) || 217aa || [R9LS81] eutL || amethyst2

ERS852479_00469 Lachnoclostridium 2789STDY5834864 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A174BG41] eutL || amethyst2

SAMEA3545387_00649 Clostridium (SAMEA3545387) (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1C5ZJH1] eutL || amethyst2

CC1_05910 Coprococcus GD_7 (Firmicutes) || bmcType=EUT2B (main) || 219aa || [D4J568] eutL || amethyst2

SAMN05216313_111109 Lachnoclostridium NLAE-zl-G277 (SAMN05216313) (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1I0GDQ3] eutL || amethyst2

BN553_01962 unclassified-Firmicutes MGS:238 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [R6E1Z3] eutL || amethyst2

BWY11_02237 unclassified-Firmicutes ADurb.Bin182 (Firmicutes) || bmcType=EUT2B (main) || 216aa || [A0A1V5XYW8] eutL || amethyst2

SAMN02745751_01007 Dethiosulfatibacter DSM 17477 (Firmicutes) || bmcType=EUT2B (main) || 217aa || [A0A1M6DRA0] eutL || amethyst2

CL176_08835 unclassified-Aerococcaceae ZY16052 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A347WLZ0] eutL || amethyst3

FC24_GL001576 Lactobacillus DSM 20253 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A0R2CZT6] eutL || amethyst3

CNR29_11470 Lactobacillus D7 (CNR29) (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A2A3U0L4] eutL || amethyst3

FC85_GL002342 Lactobacillus DSM 14421 (Firmicutes) || bmcType=EUT2A (sat) || 217aa || [A0A0R1SIU7] eutL || amethyst3

FD35_GL002148 Lactobacillus DSM 15814 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A0R1RHA7] eutL || amethyst3

FD14_GL002304 Lactobacillus DSM 23365 (Firmicutes) || bmcType=EUT2A (main) || 218aa || [A0A0R2FDJ0] eutL || amethyst3

CUC10_08175 Lactobacillus 482_46 (CUC10) (Firmicutes) || bmcType=EUT2A (main) || 216aa || [A0A2G9IJ90] eutL || amethyst3

JG29_14640 Lactobacillus Hon2 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A0F4KQW5] eutL || amethyst3

CIW83_05820 Tissierella P1 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A265Q9X9] eutL || amethyst3

BW727_100367 Jeotgalibaca EX-07 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A1S6IMJ1] eutL || amethyst3

TES5_2638 Trichococcus ES5 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A143Z995] eutL || amethyst3

HMPREF8573_1327 Streptococcus ATCC 29667 (Firmicutes) || bmcType=EUT2A (main) || 219aa || [F9E2D3] eutL || amethyst3

BN1356_01941 Streptococcus FF10 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A0E4H8Y0] eutL || amethyst3

ERS132539_01539 Streptococcus 01ZN-TG187 (ERS132539) (Firmicutes) || bmcType=PDU_EUT (main) (omitted) || 217aa || [A0A0Z8P8V9] eutL || amethyst3

Sp14A_19530 Streptococcus TH11417 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A345VM88] eutL || amethyst3

D822_03639 Streptococcus FA-1 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [J3JPC1] eutL || amethyst3

SAMN04488558_11422 Ignavigranum DSM 15695 (Firmicutes) || bmcType=EUT2A (sat) || 217aa || [A0A1H9GIL8] eutL || amethyst3

AJN46_00795 Listeria FSIS11810476 (AJN46) (Firmicutes) || bmcType=PDU_EUT (main) (omitted) || 217aa || [A0A0B8QT64] eutL || amethyst3

CYV28_13515 Carnobacterium DSM 20730 (CYV28) (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A0R2J665] eutL || amethyst3

BFR34_12015 Brochothrix DSM 20171 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [W7CLD6] eutL || amethyst3

FM121_08970 Vagococcus bH819 (Firmicutes) || bmcType=EUT2A (main) || 218aa || [A0A1X6WPL8] eutL || amethyst3

A5821_001337 Enterococcus 7F3_DIV0205 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A242AWE1] eutL || amethyst3

BG261_09705 Floricoccus DF1 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A1E8GNR7] eutL || amethyst3

SAMN02745116_00108 Pilibacter ATCC BAA-1030 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A1T4K6M0] eutL || amethyst3

BN814_02270 Veillonella MGS:933 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [R5BRG0] eutL || amethyst3

OMU_02336 Enterococcus ATCC 14025 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [S0REH2] eutL || amethyst3

RU97_GL000942 Enterococcus DSM 17029 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A1L8RHW1] eutL || amethyst3

CEQ17_09735 Enterococcus 263EA1 (CEQ17) (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A246M4E5] eutL || amethyst3

RV14_GL002145 Enterococcus DSM 15687 (Firmicutes) || bmcType=EUT2A (main) || 217aa || [A0A1L8WPA3] eutL || amethyst3

ATZ99_21860 Thermovenabulum R270 (Firmicutes) || bmcType=EUT2B (main) || 218aa || [A0A161Q9H9] eutL || ceriseX

TSYNT_184 Tepidanaerobacter JL (Firmicutes) || bmcType=EUT2B (main) || 218aa || [A0A0U9HIK8] eutL || ceriseX

Dred_1298 Desulfotomaculum MI-1 (Firmicutes) || bmcType=EUT2D (main) || 217aa || [A4J429] eutL || cerise1

APF76_15265 Desulfitibacter BRH_c19 (Firmicutes) || bmcType=UA (main) (omitted) || 219aa || [A0A124IGZ5] eutL || cerise1

CVU89_07470 unclassified-Firmicutes HGW-Firmicutes-14 (Firmicutes) || bmcType=EUT2D (main) || 219aa || [A0A2N2DHE6] eutL || cerise1

Tfer_2639 Thermincola Z-0001 (Firmicutes) || bmcType=EUT2D (main) || 220aa || [A0A0L6VZR2] eutL || cerise1

SAMN02745215_01866 Desulfitobacterium DSM 11544 (Firmicutes) || bmcType=EUT2D (main) || 215aa || [A0A1M7TDW6] eutL || cerise1

SAMN04488500_1367 Sporomusa DSM 5090 (Firmicutes) || bmcType=UA (sat) (omitted) || 215aa || [A0A1W2EZ37] eutL || cerise1

SAMN04488500_1459 Sporomusa DSM 5090 (Firmicutes) || bmcType=UA (sat) (omitted) || 215aa || [A0A1W2F4B5] eutL || cerise1

SAMN04488499_101855 Sporomusa Mol (Firmicutes) || bmcType=EUT2D (main) || 215aa || [A0A1G7EPU4] eutL || cerise1

DD730_06990 Desulfosporosinus (DD730) (Firmicutes) || bmcType=incomplete (main) (omitted) || 215aa || [A0A356P9V3] eutL || cerise1

Desor_1911 Desulfosporosinus DSM 765 (Firmicutes) || bmcType=EUT2D (main) || 215aa || [G7WB36] eutL || cerise1

Tph_c06960 Thermacetogenium DSM 12270 (Firmicutes) || bmcType=EUT2B (main) || 218aa || [K4LDN1] eutL || cerise1

BWX66_01266 unclassified-Deltaproteobacteria ADurb.Bin058 (Proteobacteria) || bmcType=HO (sat) || 437aa || [A0A1V6HIV2] eutL || cerise2

A2583_11500 unclassified-Bdellovibrionales RIFOXYD1_FULL_53_11 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 230aa || [A0A1F3XY05] eutL || cerise2

A2138_25525 unclassified-Deltaproteobacteria RBG_16_71_12 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 233aa || [A0A1F9F498] eutL || cerise2

DI536_33045 Archangium gephyra (Proteobacteria) || bmcType=HO (sat) || 228aa || [A0A2W5UPB8] eutL || cerise2

CVU56_03770 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-14 (Proteobacteria) || bmcType=SPU3 (sat) || 221aa || [A0A2N2JNQ6] eutL || cerise2

A2284_14905 unclassified-Deltaproteobacteria RIFOXYA12_FULL_61_11 (Proteobacteria) || bmcType=HO (sat) || 217aa || [A0A1F9M9S8] eutL || cerise2

A7982_01591 Minicystis DSM 24000 (Proteobacteria) || bmcType=SPU3 (sat) || 226aa || [A0A1L6L3A8] eutL || cerise2

AUK47_28220 unclassified-Deltaproteobacteria CG2_30_63_29 (Proteobacteria) || bmcType=HO (sat) || 219aa || [A0A1J5CYR9] eutL || cerise2

BWY77_00104 unclassified-bacterium ADurb.Bin431 (unclassified Bacteria) || bmcType=incomplete (sat) (omitted) || 221aa || [A0A1V5LQ23] eutL || cerise3

CVV23_10835 unclassified-Ignavibacteriae HGW-Ignavibacteriae-2 (Ignavibacteriae) || bmcType=UA (sat) (omitted) || 223aa || [A0A2N1VV36] eutL || cerise3

ADN01_11935 Levilinea KIBI-1 (Chloroflexi) || bmcType=SPU6 (sat) || 216aa || [A0A0P6XV62] eutL || cerise3

CVU39_12525 unclassified-Chloroflexi HGW-Chloroflexi-10 (Chloroflexi) || bmcType=SPU6 (sat) || 218aa || [A0A2N2P8Z4] eutL || cerise3

CVU40_09060 unclassified-Chloroflexi HGW-Chloroflexi-2 (Chloroflexi) || bmcType=SPU6 (sat) || 218aa || [A0A2N2NTC9] eutL || cerise3

CVU46_04450 unclassified-Chloroflexi HGW-Chloroflexi-8 (Chloroflexi) || bmcType=SPU6 (sat) || 218aa || [A0A2N2M0I3] eutL || cerise3

BGO78_13400 unclassified-Chloroflexi 44-23 (Chloroflexi) || bmcType=SPU6 (sat) || 218aa || [A0A1M3JYU6] eutL || cerise3

DDW14_00460 unclassified-Spirochaetaceae (DDW14) (Spirochaetes) || bmcType=SPU6 (main) || 218aa || [A0A352ZA36] eutL || cerise3

HMPREF1531_00749 Propionibacterium F0372 (Actinobacteria) || bmcType=EUT3 (main) || 218aa || [S3X7M0] eutL || cerise4

BW730_08075 Tessaracoccus NSG39 (Actinobacteria) || bmcType=EUT3 (main) || 216aa || [A0A1Q2CT14] eutL || cerise4

BJN44_00620 Tessaracoccus ZS01 (Actinobacteria) || bmcType=EUT3 (main) || 216aa || [A0A1R1IK59] eutL || cerise4

BCR15_07295 Tessaracoccus IPBSL-7 (Actinobacteria) || bmcType=EUT3 (main) || 216aa || [A0A1C0AKI7] eutL || cerise4

PROPAUS_1847 Propionibacterium australiense (Actinobacteria) || bmcType=PDU_EUT (main) (omitted) || 218aa || [A0A383S841] eutL || cerise4

Noca_4032 Nocardioides JS614 (Actinobacteria) || bmcType=EUT3 (main) || 218aa || [A1SNZ4] eutL || cerise4

KILIM_086_00080 Kineosphaera NBRC 100340 (Actinobacteria) || bmcType=EUT3 (main) || 218aa || [K6X0K8] eutL || cerise4

SAMN05920897_11151 Alkalispirochaeta ASpG1 (Spirochaetes) || bmcType=EUT3 (main) || 218aa || [A0A1N6TZP1] eutL || cerise4

BWX85_00890 unclassified-Chloroflexi ADurb.Bin120 (Chloroflexi) || bmcType=SPU6 (sat) || 218aa || [A0A1V6D6G8] eutL || cerise4

BWY10_01117 unclassified-Chloroflexi ADurb.Bin180 (Chloroflexi) || bmcType=UA (main) (omitted) || 223aa || [A0A1V5YIB5] eutL || cerise4

ANT_07210 Anaerolinea DSM 14523 (Chloroflexi) || bmcType=EUT3 (main) || 218aa || [E8N2E9] eutL || cerise4

BWY25_00843 unclassified-Chloroflexi ADurb.Bin222 (Chloroflexi) || bmcType=EUT3 (main) || 223aa || [A0A1V5WEW2] eutL || cerise4

BWY63_03677 unclassified-Chloroflexi ADurb.Bin360 (Chloroflexi) || bmcType=incomplete (sat) (omitted) || 218aa || [A0A1V5P569] eutL || cerise4

C8P63_102140 Melghirimyces DSM 45787 (Firmicutes) || bmcType=EUT2C (main) || 217aa || [A0A2T6C8Q0] eutL || orangePinkX

SAMN05444162_1500 unclassified-Paenibacillaceae GAS479 (Firmicutes) || bmcType=EUT2E (main) || 237aa || [A0A1H1SAC1] eutL || orangePink1

B4119_4240 Parageobacillus B4119 (Firmicutes) || bmcType=EUT2E (main) || 238aa || [A0A150LCN9] eutL || orangePink1

BAVI_10301 Bacillus LMG 21834 (Firmicutes) || bmcType=SPU4 (sat) (omitted) || 218aa || [W1SJ42] eutL || orangePink1

I532_12544 Brevibacillus AK1 (Firmicutes) || bmcType=EUT2E (main) || 216aa || [M8D890] eutL || orangePink1

AV540_14510 Brevibacillus CN1 (AV540) (Firmicutes) || bmcType=EUT2E (main) || 216aa || [A0A165KIS7] eutL || orangePink1

AN963_17590 Brevibacillus DSM 8552 (Firmicutes) || bmcType=EUT2E (main) || 217aa || [A0A0Q3SY42] eutL || orangePink1

T458_27755 Brevibacillus W25 (Firmicutes) || bmcType=EUT2E (main) || 216aa || [V6M2H3] eutL || orangePink1

ET33_24460 Paenibacillus MSt1 (Firmicutes) || bmcType=EUT2E (main) || 222aa || [A0A081P8M7] eutL || orangePink1

ASG85_20320 Paenibacillus Soil724D2 (Firmicutes) || bmcType=EUT2E (main) || 218aa || [A0A0Q9L9H5] eutL || orangePink1

SAMN04487897_10497 Paenibacillus YR247 (Firmicutes) || bmcType=EUT2E (main) || 230aa || [A0A1H0DFZ8] eutL || orangePink1

SD70_17935 Paenibacillus VKM B-2647 (Firmicutes) || bmcType=incomplete (sat) (omitted) || 218aa || [A0A0C2QNY7] eutL || orangePink1

BVG16_05915 Paenibacillus ES3-24 (Firmicutes) || bmcType=EUT2E (main) || 225aa || [A0A1T2XL88] eutL || orangePink1

DL346_16835 Paenibacillus RA17 (Firmicutes) || bmcType=EUT2E (main) || 217aa || [A0A328TX39] eutL || orangePink1

SAMN05428962_4212 Paenibacillus BC26 (Firmicutes) || bmcType=EUT2E (main) || 223aa || [A0A1I6V2L2] eutL || orangePink1

SAMN05518855_1008222 Paenibacillus CF384 (Firmicutes) || bmcType=EUT2E (main) || 225aa || [A0A1H2YUT7] eutL || orangePink1

CVV65_12995 Kyrpidia EA-1 (Firmicutes) || bmcType=EUT2C (main) || 218aa || [A0A2K8NEU3] eutL || orangePink2

A374_04299 Fictibacillus ZFHKF-1 (Firmicutes) || bmcType=EUT2C (main) || 217aa || [I8AM68] eutL || orangePink2

HMPREF0083_06121 Aneurinibacillus ATCC 12856 (Firmicutes) || bmcType=EUT2C (main) || 217aa || [U1XWB9] eutL || orangePink2

SAMN04489735_100330 Aneurinibacillus L 420-91 (Firmicutes) || bmcType=EUT2C (main) || 217aa || [A0A1G7X6L7] eutL || orangePink2

ASG93_13445 Paenibacillus Soil787 (Firmicutes) || bmcType=EUT2C (main) || 216aa || [A0A0Q9RE15] eutL || orangePink2

CGZ90_20095 Fictibacillus GDSW-R2A3 (Firmicutes) || bmcType=EUT2C (main) || 179aa || [A0A235F3Z7] eutL || orangePink2

CKW00_12815 Salimicrobium WN024 (Firmicutes) || bmcType=EUT2C (main) || 216aa || [A0A2A3A540] eutL || orangePink3

CUU64_17410 Bacillus V5-8f (Firmicutes) || bmcType=EUT2C (main) || 217aa || [A0A2N5MEA7] eutL || orangePink3

CFK40_04625 Virgibacillus LMG 19488 (Firmicutes) || bmcType=EUT2C (main) || 217aa || [A0A221M9P9] eutL || orangePink3

HM131_05465 Halobacillus KTB 131 (Firmicutes) || bmcType=EUT2C (main) || 217aa || [A0A1W5ZSN2] eutL || orangePink3

DCC39_02700 Pueribacillus T8 (Firmicutes) || bmcType=EUT2C (main) || 217aa || [A0A2U1K807] eutL || orangePink3

CVD28_12110 Bacillus M6-12 (Firmicutes) || bmcType=fragmented (main) (omitted) || 217aa || [A0A2N5I5S1] eutL || orangePink3

DEU47_1021215 Bacillus AG236 (Firmicutes) || bmcType=EUT2C (main) || 217aa || [A0A369C1H6] eutL || orangePink3

BIV60_27265 Bacillus MUM 116 (Firmicutes) || bmcType=EUT2C (main) || 217aa || [A0A1S2QKL0] eutL || orangePink3

A361_13800 Bacillus 2691 (Firmicutes) || bmcType=EUT2C (main) || 217aa || [A0A160MBE1] eutL || orangePink3

BHE18_03830 Bacillus SAMM (Firmicutes) || bmcType=EUT2C (main) || 217aa || [A0A1J6W594] eutL || orangePink3

A3781_15755 Bacillus MTCC 1458 (A3781) (Firmicutes) || bmcType=EUT2C (main) || 217aa || [A0A0C2XWB7] eutL || orangePink4

AC623_07320 Bacillus FJAT-27231 (Firmicutes) || bmcType=EUT2C (main) || 217aa || [A0A0K9H4L5] eutL || orangePink4

AWH48_01490 Domibacillus DSM 4337 (AWH48) (Firmicutes) || bmcType=EUT2C (main) || 217aa || [A0A177KYD5] eutL || orangePink4

SAMN05443094_106209 Domibacillus DSM 25145 (Firmicutes) || bmcType=EUT2C (main) || 216aa || [A0A1N6ZG11] eutL || orangePink4

DCE79_07490 Lysinibacillus 2017 (Firmicutes) || bmcType=EUT2C (main) || 215aa || [A0A2S1H0Q9] eutL || orangePink4

C3943_09525 Lysinibacillus B2A1 (Firmicutes) || bmcType=EUT2H (main) || 216aa || [A0A2S0JK14] eutL || orangePink4

LS41612_14745 Lysinibacillus 2362 (LS41612) (Firmicutes) || bmcType=EUT2H (main) || 216aa || [A0A2S5D229] eutL || orangePink4

A0U40_05055 Lysinibacillus KCTC 13219 (Firmicutes) || bmcType=EUT2H (main) || 216aa || [A0A150YMU9] eutL || orangePink4

H131_09983 Lysinibacillus OT4b.31 (Firmicutes) || bmcType=EUT2H (main) || 216aa || [R7ZEA4] eutL || orangePink4

SAMN05518871_108151 Psychrobacillus OK028 (Firmicutes) || bmcType=EUT2C (main) || 215aa || [A0A1H0F720] eutL || orangePink4

AZE41_20460 Sporosarcina DSM 6497 (Firmicutes) || bmcType=EUT2C (main) || 215aa || [A0A127W3C2] eutL || orangePink4

OXB_1302 Bacillus OxB-1 (Firmicutes) || bmcType=EUT2C (main) || 215aa || [A0A0A8JJ51] eutL || orangePink4

AU377_03475 Sporosarcina HYO08 (Firmicutes) || bmcType=EUT2C (main) || 215aa || [A0A135WG23] eutL || orangePink4

GPDM_10460 Planococcus MPA1U2 (Firmicutes) || bmcType=EUT2C (main) || 215aa || [E7RHY4] eutL || orangePink4

DFR56_11822 Pseudogracilibacillus DSM 28556 (Firmicutes) || bmcType=EUT2C (main) || 217aa || [A0A2V3VNQ4] eutL || orangePink4

CSV77_08650 Sporosarcina P16b (Firmicutes) || bmcType=EUT2C (main) || 233aa || [A0A2G5X2R9] eutL || orangePink4

CSV79_07900 Sporosarcina P13 (Firmicutes) || bmcType=EUT2C (main) || 233aa || [A0A2G5WJJ0] eutL || orangePink4

HMPREF9372_2521 Sporosarcina 2681 (Firmicutes) || bmcType=EUT2C (main) || 232aa || [F9DUP0] eutL || orangePink4

0.1 Tsp



AZ468_15415 Vibrio PP-638 (Proteobacteria) || bmcType=RMM1 (main) || 197aa || [A0A178J4G2] || root

VTAP4600_A1712 Vibrio tapetis (Proteobacteria) || bmcType=RMM1 (main) || 190aa || [A0A2N8ZCR0] || root

SAMN02745216_04835 Desulfatibacillum DSM 16219 (Proteobacteria) || bmcType=PDU1D (main) || 202aa || [A0A1M6YUC1] || outlier

A2X96_10230 unclassified-Syntrophobacterales GWC2_56_13 (Proteobacteria) || bmcType=PDU1D (main) || 205aa || [A0A1G3USS8] || lightEggplant

CXZ00_14075 unclassified-Acidobacteria (CXZ00) (Acidobacteria) || bmcType=PDU1D (main) || 208aa || [A0A2P6WD21] || lightEggplant

CWS72_13345 Telmatospirillum 26-4b1 (Proteobacteria) || bmcType=PDU1D (main) || 205aa || [A0A2N3PUM1] || lightEggplant

KL86APRO_10074 unclassified-Alphaproteobacteria (KL86APRO) (Proteobacteria) || bmcType=PDU1D (main) || 207aa || [A0A212IUZ4] || lightEggplant

B1H13_00940 unclassified-Desulfobacteraceae 4484_190.3 (Proteobacteria) || bmcType=MIC6 (main) || 205aa || [A0A1V4SCJ9] ccmPlike || outlier

B1H13_00955 unclassified-Desulfobacteraceae 4484_190.3 (Proteobacteria) || bmcType=MIC6 (main) || 206aa || [A0A1V4SEI0] ccmPlike || outlier

B0E49_10535 Polaromonas C04 (Proteobacteria) || bmcType=RMM1 (main) || 202aa || [A0A1S8FU10] rmmT1 || manilla

H663_01235 Limnohabitans II-D5 (Proteobacteria) || bmcType=RMM1 (main) (omitted) || 204aa || [A0A0L8B172] rmmT1 || manilla

UC35_13405 Ramlibacter 43961 (Proteobacteria) || bmcType=RMM1 (main) || 205aa || [A0A127JUK4] rmmT1 || manilla

SAMN02982931_04341 Bauldia ATCC 35022 (Proteobacteria) || bmcType=RMM1 (main) || 201aa || [A0A1G6EBS3] rmmT1 || manilla

BVC93_24810 Mycobacterium MS1601 (Actinobacteria) || bmcType=RMM1 (main) || 201aa || [A0A1P8XFL9] rmmT1 || manilla

RHA1_ro10415 Rhodococcus RHA1 (Actinobacteria) || bmcType=RMM1 (main) || 201aa || [Q0RVS6] rmmT1 || manilla

LI90_2221 Streptomyces UBT1 (LI90) (Actinobacteria) || bmcType=RMM1 (main) || 201aa || [A0A132MTN2] rmmT1 || manilla

DQ384_37305 Sphaerisporangium CCTCC AA 208026 (Actinobacteria) || bmcType=RMM1 (main) || 207aa || [A0A367EQ74] rmmT1 || manilla

COB36_09650 unclassified-Alphaproteobacteria (COB36) (Proteobacteria) || bmcType=RMM2 (main) || 203aa || [A0A2A4V9S3] rmmT1 || cinnamon

CL386_01380 Acidiferrobacter (CL386) (Proteobacteria) || bmcType=RMM2 (main) || 203aa || [A0A2D7VIV5] rmmT1 || cinnamon

PEL8287_02587 Pelagicola CECT 8287 (Proteobacteria) || bmcType=RMM2 (main) || 203aa || [A0A1Y5SYP7] rmmT1 || cinnamon

SAMN05519105_4384 Rhodobacter 24-YEA-8 (Proteobacteria) || bmcType=RMM2 (main) || 204aa || [A0A1H5CI45] rmmT1 || cinnamon

B7H23_10950 Notoacmeibacter XMTR2A4 (Proteobacteria) || bmcType=RMM2 (main) || 203aa || [A0A231UXJ9] rmmT1 || cinnamon

Veis_0661 Verminephrobacter EF01-2 (Proteobacteria) || bmcType=RMM2 (main) || 203aa || [A1WFN7] rmmT1 || cinnamon

SAMN05660642_03158 Geodermatophilus DSM 45419 (Actinobacteria) || bmcType=RMM1 (main) || 200aa || [A0A1G9VJT5] rmmT1 || mustard

ACH46_00620 Gordonia QH-11 (Actinobacteria) || bmcType=RMM1 (main) || 199aa || [A0A0N9N855] rmmT1 || mustard

KR76_22695 Pimelobacter ATCC 6946 (KR76) (Actinobacteria) || bmcType=RMM1 (main) || 200aa || [A0A0A1DQK2] rmmT1 || mustard

AXA44_36310 Rhodococcus SC4 (Actinobacteria) || bmcType=RMM1 (main) || 201aa || [A0A135H203] rmmT1 || mustard

RHOER0001_5060 Rhodococcus SK121 (Actinobacteria) || bmcType=RMM1 (main) || 200aa || [C3JQC6] rmmT1 || mustard

C731_0244 Mycolicibacterium DSM 44199 (Actinobacteria) || bmcType=RMM1 (main) || 201aa || [K5BI60] rmmT1 || mustard

A5724_07995 Mycobacterium ACS1612 (Actinobacteria) || bmcType=RMM1 (main) || 201aa || [A0A1A1Z7R6] rmmT1 || mustard

C6A82_18450 Mycobacterium ITM-2016-00318 (Actinobacteria) || bmcType=RMM1 (main) || 201aa || [A0A2S8KQS1] rmmT1 || mustard

CQY20_11400 Mycolicibacterium CCUG37673 (Actinobacteria) || bmcType=RMM1 (main) || 201aa || [A0A2A7N5J4] rmmT1 || mustard

AFM11_11985 Mycolicibacterium ATCC 700010 (AFM11) (Actinobacteria) || bmcType=RMM1 (main) || 203aa || [A0A132PP34] 5L39' rmmT1 || mustard

SAMN02799620_05153 Mycobacterium UNC267MFSha1.1M11 (Actinobacteria) || bmcType=RMM1 (main) || 203aa || [A0A1G4WXK0] rmmT1 || mustard

BCA37_01300 Mycobacterium djl-10 (Actinobacteria) || bmcType=RMM1 (main) || 201aa || [A0A1B1WBJ4] rmmT1 || mustard

MOBUDSM44075_01272 Mycolicibacterium DSM 44075 (Actinobacteria) || bmcType=RMM1 (main) || 205aa || [A0A0J6Z4D4] rmmT1 || mustard

MVAC_12923 Mycolicibacterium ATCC 25954 (Actinobacteria) || bmcType=RMM1 (main) || 201aa || [K0UQY8] rmmT1 || mustard

B0E49_10555 Polaromonas C04 (Proteobacteria) || bmcType=RMM1 (main) || 216aa || [A0A1S8FU54] rmmT2 || parchment

L63ED372_00191 Limnohabitans 63ED37-2 (Proteobacteria) || bmcType=RMM1 (main) || 229aa || [A0A0P0M762] rmmT2 || parchment

UC35_13425 Ramlibacter 43961 (Proteobacteria) || bmcType=RMM1 (main) || 219aa || [A0A127JUS5] rmmT2 || parchment

SAMN02982931_04345 Bauldia ATCC 35022 (Proteobacteria) || bmcType=RMM1 (main) || 209aa || [A0A1G6ED68] rmmT2 || parchment

BVC93_24790 Mycobacterium MS1601 (Actinobacteria) || bmcType=RMM1 (main) || 209aa || [A0A1P8XK05] rmmT2 || parchment

RHA1_ro10419 Rhodococcus RHA1 (Actinobacteria) || bmcType=RMM1 (main) || 235aa || [Q0RVS8] rmmT2 || parchment

COB36_09670 unclassified-Alphaproteobacteria (COB36) (Proteobacteria) || bmcType=RMM2 (main) || 214aa || [A0A2A4VAB3] rmmT2 || sepia

CBC21_02600 unclassified-Gammaproteobacteria TMED61 (Proteobacteria) || bmcType=RMM2 (main) || 209aa || [A0A1Z8VJW2] rmmT2 || sepia

PEL8287_02591 Pelagicola CECT 8287 (Proteobacteria) || bmcType=RMM2 (main) || 209aa || [A0A1Y5T157] rmmT2 || sepia

AOQ72_00095 Bradyrhizobium BR3267 (Proteobacteria) || bmcType=RMM2 (main) || 214aa || [A0A0R3BW51] rmmT2 || sepia

SAMN05519105_4388 Rhodobacter 24-YEA-8 (Proteobacteria) || bmcType=RMM2 (main) || 207aa || [A0A1H5CJC6] rmmT2 || sepia

DIU65_11495 unclassified-Proteobacteria (DIU65) (Proteobacteria) || bmcType=RMM2 (main) || 207aa || [A0A2W4QNV6] rmmT2 || sepia

Veis_0665 Verminephrobacter EF01-2 (Proteobacteria) || bmcType=RMM2 (main) || 208aa || [A1WFP1] rmmT2 || sepia

DCS45_09855 Roseovarius nubinhibens (Proteobacteria) || bmcType=RMM2 (main) || 209aa || [A0A348WCA2] rmmT2 || sepia

B7H23_10970 Notoacmeibacter XMTR2A4 (Proteobacteria) || bmcType=RMM2 (main) || 209aa || [A0A231UZ44] rmmT2 || sepia

A3731_15620 Roseovarius HI0049 (Proteobacteria) || bmcType=RMM2 (main) || 209aa || [A0A176F950] rmmT2 || sepia

C6Y53_13100 Thalassococcus SH-1 (Proteobacteria) || bmcType=RMM2 (main) || 209aa || [A0A2S0MRM7] rmmT2 || sepia

B1L11_27775 Microbispora GKU 823 (Actinobacteria) || bmcType=RMM1 (main) || 206aa || [A0A1V4E6V9] rmmT2 || butter

LI90_2217 Streptomyces UBT1 (LI90) (Actinobacteria) || bmcType=RMM1 (main) || 236aa || [A0A132MTN0] rmmT2 || butter

SAMN05660642_03154 Geodermatophilus DSM 45419 (Actinobacteria) || bmcType=RMM1 (main) || 215aa || [A0A1G9VIX7] rmmT2 || butter

ACH46_00640 Gordonia QH-11 (Actinobacteria) || bmcType=RMM1 (main) || 221aa || [A0A0N9N6A4] rmmT2 || butter

ASE19_07280 Nocardioides Root79 (Actinobacteria) || bmcType=RMM1 (main) || 215aa || [A0A0Q8V954] rmmT2 || butter

RHOER0001_5056 Rhodococcus SK121 (Actinobacteria) || bmcType=RMM1 (main) || 217aa || [C3JQC2] rmmT2 || butter

SAMN04490220_1115 Rhodococcus DSM 44719 (Actinobacteria) || bmcType=RMM1 (main) || 216aa || [A0A1H4QTP7] rmmT2 || butter

MCHLDSM_04907 Mycolicibacterium DSM 43826 (Actinobacteria) || bmcType=RMM1 (main) || 217aa || [A0A0J6VKQ6] rmmT2 || butter

MVAC_12903 Mycolicibacterium ATCC 25954 (Actinobacteria) || bmcType=RMM1 (main) || 227aa || [K0UQ54] rmmT2 || butter

BCA37_01280 Mycobacterium djl-10 (Actinobacteria) || bmcType=RMM1 (main) || 221aa || [A0A1B1WBJ0] rmmT2 || butter

DIU75_19425 Mycolicibacterium hassiacum (Actinobacteria) || bmcType=RMM1 (main) || 217aa || [A0A2W4N464] rmmT2 || butter

CG716_06305 Mycolicibacterium ATCC 33027 (Actinobacteria) || bmcType=RMM1 (main) || 221aa || [A0A255DPY2] rmmT2 || butter

A5724_07975 Mycobacterium ACS1612 (Actinobacteria) || bmcType=RMM1 (main) || 217aa || [A0A1A1Z7Q9] rmmT2 || butter

CQY20_11420 Mycolicibacterium CCUG37673 (Actinobacteria) || bmcType=RMM1 (main) || 216aa || [A0A2A7N5L8] rmmT2 || butter

A5757_20670 Mycobacterium 852013-51886_SCH5428379 (Actinobacteria) || bmcType=RMM1 (main) || 221aa || [A0A1A0TG37] rmmT2 || butter

A5740_05425 Mycobacterium GA-1841 (Actinobacteria) || bmcType=RMM1 (main) || 221aa || [A0A1R0V710] rmmT2 || butter

AFA91_08140 Mycolicibacterium ST0139456 (AFA91) (Actinobacteria) || bmcType=RMM1 (main) || 228aa || [A0A0K0X336] rmmT2 || butter

AWC31_09970 Mycolicibacterium ATCC 700010 (AWC31) (Actinobacteria) || bmcType=RMM1 (main) || 225aa || [A0A1X2ET53] 5SUH' rmmT2 || butter

A2W09_05120 unclassified-Deltaproteobacteria RBG_16_50_11 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 208aa || [A0A1F9BTP3] ccmPlike || outlier

A3G34_09790 Ca.Lindowbacteria RIFCSPLOWO2_12_FULL_62_27 (Candidatus Lindowbacteria) || bmcType=fragmented (sat) (omitted) || 205aa || [A0A1F6LLY8] || outlier

DEH22_11490 unclassified-Chloroflexi (DEH22) (Chloroflexi) || bmcType=UA (main) (omitted) || 206aa || [A0A359HJX9] || carolinaBlue

UV78_C0023G0006 Ca.Parcubacteria GW2011_GWA2_43_17 (Candidatus Parcubacteria) || bmcType=UA (main) (omitted) || 211aa || [A0A0G1E5Q9] || carolinaBlue

CVV51_04215 unclassified-Spirochaetes HGW-Spirochaetae-7 (Spirochaetes) || bmcType=BUF3 (main) || 206aa || [A0A2N1R7Y5] || carolinaBlue

APF77_15245 unclassified-Clostridia BRH_c25 (Firmicutes) || bmcType=BUF3 (main) || 208aa || [A0A117SG72] || carolinaBlue

CLOHYLEM_04358 Lachnoclostridium DSM 15053 (Firmicutes) || bmcType=BUF3 (main) || 212aa || [C0BX24] || carolinaBlue

SAMN02194393_00104 Maledivibacter M1 (Firmicutes) || bmcType=BUF3 (main) || 207aa || [A0A1T5IAC6] || carolinaBlue

A2X23_10750 unclassified-Chloroflexi GWC2_73_18 (Chloroflexi) || bmcType=UA (main) (omitted) || 203aa || [A0A1F8L3C7] || carolinaBlue

A2X23_10740 unclassified-Chloroflexi GWC2_73_18 (Chloroflexi) || bmcType=UA (main) (omitted) || 219aa || [A0A1F8L3E8] || outlier

DIU77_04545 Thermocrispum agreste (Actinobacteria) || bmcType=MIC2 (main) || 207aa || [A0A2W4JLL7] || bluish

COA89_02205 Acidithiobacillus (COA89) (Proteobacteria) || bmcType=MIC2 (main) || 211aa || [A0A2G2KFC3] || bluish

AIOL_004301 Rhodobacter lobularis (Proteobacteria) || bmcType=MIC2 (main) || 207aa || [A0A0J9EC93] || bluish

CMM80_06840 unclassified-Rhodospirillaceae (CMM80) (Proteobacteria) || bmcType=MIC2 (main) || 207aa || [A0A2E6UZS0] || bluish

AB833_29365 unclassified-Chromatiales AB1 (Proteobacteria) || bmcType=MIC2 (main) || 214aa || [A0A1E4ZLJ9] || bluish

CML41_02075 unclassified-Rhodobacteraceae (CML41) (Proteobacteria) || bmcType=MIC2 (main) || 207aa || [A0A2E9V5P2] || bluish

Namu_2342 Nakamurella DSM 44233 (Actinobacteria) || bmcType=MIC1 (main) || 209aa || [C8XKF6] || denim

SAMN05443637_12587 Pseudonocardia DSM 43832 (Actinobacteria) || bmcType=MIC1 (main) || 214aa || [A0A1M7A090] || denim

B1964_28945 Gordonia i37 (Actinobacteria) || bmcType=MIC1 (main) || 211aa || [A0A1V4PGT8] || denim

CBI38_32690 Rhodococcus S2-17 (Actinobacteria) || bmcType=MIC1 (main) || 211aa || [A0A2S2C627] || denim

AS156_18395 Bradyrhizobium BR 10303 (Proteobacteria) || bmcType=MIC1 (main) || 206aa || [A0A109JGK2] || denim

Y695_00287 Hydrogenophaga T4 (Proteobacteria) || bmcType=MIC1 (main) || 192aa || [W7WUU5] || denim

BGO13_11150 unclassified-Burkholderiales 66-5 (Proteobacteria) || bmcType=MIC1 (sat) || 205aa || [A0A1M3C2V1] || denim

X551_03201 Methylibium T29 (Proteobacteria) || bmcType=MIC1 (main) || 205aa || [W7WAA3] || denim

AMK25_06255 Micromonospora TSRI0369 (Actinobacteria) || bmcType=BUF2 (main) || 210aa || [A0A1Q5HMS7] || dirtyBlue

D0Q02_23990 Verrucosispora LHW63014 (Actinobacteria) || bmcType=BUF2 (main) || 209aa || [A0A372FTK1] || dirtyBlue

A2Z04_05690 unclassified-Chloroflexi RBG_16_57_9 (Chloroflexi) || bmcType=UA (sat) (omitted) || 206aa || [A0A1F8R2T3] || ultramarine

ANT_07270 Anaerolinea DSM 14523 (Chloroflexi) || bmcType=EUT3 (main) || 207aa || [E8N2F5] || ultramarine

AU468_06505 Alkalispirochaeta JC133 (Spirochaetes) || bmcType=EUT3 (main) || 207aa || [A0A2S4JRS1] || ultramarine

Noca_4027 Nocardioides JS614 (Actinobacteria) || bmcType=EUT3 (main) || 207aa || [A1SNY9] || ultramarine

KILIM_086_00130 Kineosphaera NBRC 100340 (Actinobacteria) || bmcType=EUT3 (main) || 210aa || [K6X0L1] || ultramarine

BCR15_07325 Tessaracoccus IPBSL-7 (Actinobacteria) || bmcType=EUT3 (main) || 208aa || [A0A1C0AKD0] || ultramarine

BJN44_00645 Tessaracoccus ZS01 (Actinobacteria) || bmcType=EUT3 (main) || 208aa || [A0A1R1IJ46] || ultramarine

BW730_08045 Tessaracoccus NSG39 (Actinobacteria) || bmcType=EUT3 (main) || 208aa || [A0A1Q2CMX3] || ultramarine

DDW14_00445 unclassified-Spirochaetaceae (DDW14) (Spirochaetes) || bmcType=SPU6 (main) || 209aa || [A0A352ZA33] || ultramarine

A2W37_08625 unclassified-Chloroflexi RBG_16_63_12 (Chloroflexi) || bmcType=SPU6 (sat) || 209aa || [A0A1F8RCG6] || brightBlue

B6243_11615 unclassified-Anaerolineaceae 4572_5.2 (Chloroflexi) || bmcType=SPU6 (main) || 210aa || [A0A1W9V0V6] || brightBlue

COS37_04625 unclassified-Anaerolineae CG03_land_8_20_14_0_80_58_20 (Chloroflexi) || bmcType=SPU6 (sat) || 211aa || [A0A2M7CMA8] || brightBlue

Pelsub_P0761 Pelolinea DSM 23923 (Pelsub_P) (Chloroflexi) || bmcType=SPU6 (main) || 197aa || [A0A347ZQF3] || brightBlue

ADN01_01250 Levilinea KIBI-1 (Chloroflexi) || bmcType=SPU6 (main) || 209aa || [A0A0M8JPV0] || brightBlue

LARV_03532 Longilinea KOME-1 (Chloroflexi) || bmcType=SPU6 (main) || 209aa || [A0A0S7BCY2] || brightBlue

CVU40_14265 unclassified-Chloroflexi HGW-Chloroflexi-2 (Chloroflexi) || bmcType=SPU6 (sat) || 209aa || [A0A2N2NQZ8] || brightBlue

CL609_24825 unclassified-Anaerolineaceae (CL609) (Chloroflexi) || bmcType=SPU6 (main) || 208aa || [A0A2E0V295] || brightBlue

CVU39_26810 unclassified-Chloroflexi HGW-Chloroflexi-10 (Chloroflexi) || bmcType=SPU6 (main) || 208aa || [A0A2N2P0C0] || brightBlue

CVU42_00395 unclassified-Chloroflexi HGW-Chloroflexi-4 (Chloroflexi) || bmcType=SPU6 (main) || 208aa || [A0A2N2N533] || brightBlue

BGO78_11110 unclassified-Chloroflexi 44-23 (Chloroflexi) || bmcType=SPU6 (main) || 208aa || [A0A1M3KEB5] || brightBlue

CVU46_12715 unclassified-Chloroflexi HGW-Chloroflexi-8 (Chloroflexi) || bmcType=SPU6 (main) || 208aa || [A0A2N2LT96] || brightBlue

A2X24_10950 unclassified-Chloroflexi GWB2_54_36 (Chloroflexi) || bmcType=SPU6 (main) || 209aa || [A0A1F8L5E4] || brightBlue

DDW19_03440 unclassified-Anaerolineaceae (DDW19) (Chloroflexi) || bmcType=SPU6 (main) || 208aa || [A0A353H1F9] || brightBlue

BWX85_01312 unclassified-Chloroflexi ADurb.Bin120 (Chloroflexi) || bmcType=SPU6 (main) || 208aa || [A0A1V6D2L6] || brightBlue

CVU45_02140 unclassified-Chloroflexi HGW-Chloroflexi-7 (Chloroflexi) || bmcType=SPU6 (main) || 208aa || [A0A2N2M9I8] || brightBlue

DMF79_14655 unclassified-Acidobacteria (DMF79) (Acidobacteria) || bmcType=ACI (sat) || 195aa || [A0A2V7VAX8] || powderPink

A2284_13740 unclassified-Deltaproteobacteria RIFOXYA12_FULL_61_11 (Proteobacteria) || bmcType=HO (main) || 207aa || [A0A1F9LYD5] || powderPink

CMH55_02360 unclassified-Myxococcales (CMH55) (Proteobacteria) || bmcType=HO (main) || 206aa || [A0A2E7BRG8] || paleSalmon

DC049_09635 unclassified-Spirochaetia (DC049) (Spirochaetes) || bmcType=FRAG2 (main) || 205aa || [A0A352VYX4] || paleSalmon

A2289_17460 unclassified-Deltaproteobacteria RIFOXYA12_FULL_58_15 (Proteobacteria) || bmcType=HO (main) || 208aa || [A0A1F9KAY9] || paleSalmon

CMH56_16440 unclassified-Myxococcales (CMH56) (Proteobacteria) || bmcType=HO (main) || 210aa || [A0A2E6VXR0] || paleSalmon

A2138_03665 unclassified-Deltaproteobacteria RBG_16_71_12 (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 215aa || [A0A1F9F9V2] || paleSalmon

DB31_6369 Hyalangium DSM 14724 (Proteobacteria) || bmcType=HO (main) || 212aa || [A0A085WNY1] || paleSalmon

DI536_06610 Archangium gephyra (Proteobacteria) || bmcType=HO (main) || 208aa || [A0A2W5TK72] || paleSalmon

CL916_04170 unclassified-Deltaproteobacteria (CL916) (Proteobacteria) || bmcType=HO (main) || 203aa || [A0A2D4SMR2] || apricot

CL930_11955 unclassified-Deltaproteobacteria (CL930) (Proteobacteria) || bmcType=HO (main) || 204aa || [A0A2E2NT03] || apricot

BWX66_00451 unclassified-Deltaproteobacteria ADurb.Bin058 (Proteobacteria) || bmcType=HO (main) || 203aa || [A0A1V6HWR3] || apricot

CMH52_06630 unclassified-Myxococcales (CMH52) (Proteobacteria) || bmcType=HO (main) || 208aa || [A0A2F0APW7] || apricot

CMH54_14670 unclassified-Myxococcales (CMH54) (Proteobacteria) || bmcType=HO (main) || 189aa || [A0A2E8S2U3] || apricot

CO108_29340 unclassified-Deltaproteobacteria CG_4_9_14_3_um_filter_63_12 (Proteobacteria) || bmcType=HO (main) || 208aa || [A0A2M8B696] || apricot

CSB49_01775 unclassified-Proteobacteria (CSB49) (Proteobacteria) || bmcType=HO (main) || 212aa || [A0A2G6CP59] || apricot

Hoch_5816 Haliangium DSM 14365 (Proteobacteria) || bmcType=HO (main) || 212aa || [D0LID6] 5V74 HO-T2 || apricot

A3F16_00140 unclassified-Deltaproteobacteria RIFCSPHIGHO2_12_FULL_43_9 (Proteobacteria) || bmcType=HO (main) || 208aa || [A0A1F9GW47] || wheat

A3B70_07165 unclassified-Deltaproteobacteria RIFCSPHIGHO2_02_FULL_40_11 (Proteobacteria) || bmcType=HO (main) || 205aa || [A0A1F9F2E0] || wheat

A3D19_03210 unclassified-Deltaproteobacteria RIFCSPHIGHO2_02_FULL_38_15 (Proteobacteria) || bmcType=HO (main) || 203aa || [A0A1F9E5N0] || wheat

CMP23_08625 unclassified-Rickettsiales (CMP23) (Proteobacteria) || bmcType=HO (main) || 210aa || [A0A2E6ENH0] || melon

CVU63_06780 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-20 (Proteobacteria) || bmcType=UA (sat) (omitted) || 210aa || [A0A2N2IQ92] || melon

CSA66_00995 unclassified-Proteobacteria (CSA66) (Proteobacteria) || bmcType=SPU3 (main) || 215aa || [A0A2G6JCM7] || melon

CVU56_13760 unclassified-Deltaproteobacteria HGW-Deltaproteobacteria-14 (Proteobacteria) || bmcType=SPU3 (main) || 215aa || [A0A2N2JI76] || melon

ACD_21C00205G0007 unclassified-metagenomic (ACD_21C00205G) (unclassified_metagenomic) || bmcType=incomplete (sat) (omitted) || 218aa || [K2ES52] || melon

A2X86_14105 unclassified-Bdellovibrionales GWA2_49_15 (Proteobacteria) || bmcType=SPU5 (main) || 216aa || [A0A1F3SRI5] || melon

A3C55_04370 unclassified-Gammaproteobacteria RIFCSPHIGHO2_02_FULL_42_13 (Proteobacteria) || bmcType=SPU5 (main) || 217aa || [A0A1G0F779] || melon

A2583_13690 unclassified-Bdellovibrionales RIFOXYD1_FULL_53_11 (Proteobacteria) || bmcType=incomplete (main) (omitted) || 208aa || [A0A1F3Y0A7] csoS1D || outlier

Thpro_022337 Acidihalobacter V6 (Thpro) (Proteobacteria) || bmcType=CsomeACh (main) || 216aa || [A0A1A6C0K0] csoS1D || darkMagenta

Nwi_1974 Nitrobacter DSM 10237 (Proteobacteria) || bmcType=CsomeACh (main) || 210aa || [Q3SR58] csoS1D || darkMagenta

Ga0061069_101405 Thiomonas DSM 18181 (Proteobacteria) || bmcType=CsomeACh (main) || 209aa || [A0A0K6HSS8] csoS1D || darkMagenta

SAMN05216379_10473 Nitrosomonas Nm 57 (SAMN05216379) (Proteobacteria) || bmcType=CsomeACh (main) || 210aa || [A0A1G4VIF7] csoS1D || darkMagenta

SAMN05421690_10039 Nitrosomonas Nm51 (Proteobacteria) || bmcType=CsomeACh (sat) || 209aa || [A0A1H9JPZ6] csoS1D || darkMagenta

SAMN05421881_1001108 Nitrosomonas Nm1 (Proteobacteria) || bmcType=CsomeACh (sat) || 209aa || [A0A1H3BSE8] csoS1D || darkMagenta

ABT21_02975 Thiobacillus SCN 65-179 (Proteobacteria) || bmcType=CsomeACh (main) || 211aa || [A0A1E4NG77] csoS1D || darkMagenta

B7X91_00740 unclassified-Hydrogenophilales 17-64-11 (Proteobacteria) || bmcType=CsomeACh (main) || 209aa || [A0A259EU18] csoS1D || darkMagenta

SMCB_2320 Serpentinomonas B1 (Proteobacteria) || bmcType=CsomeACh (main) || 218aa || [A0A060NYC2] csoS1D || darkMagenta

SRAA_2305 Serpentinomonas A1 (Proteobacteria) || bmcType=CsomeACh (main) || 217aa || [A0A060NTC4] csoS1D || darkMagenta

B7Z78_00410 unclassified-Rhodospirillales 20-60-12 (Proteobacteria) || bmcType=CsomeACh (main) || 217aa || [A0A257QYZ2] csoS1D || darkMagenta

A9404_06375 Halothiobacillus LS2 (Proteobacteria) || bmcType=CsomeACh (main) || 212aa || [A0A191ZGS6] csoS1D || darkMagenta

B7X44_01120 Halothiobacillus 15-55-196 (Proteobacteria) || bmcType=CsomeACh (main) || 213aa || [A0A259NLR4] csoS1D || darkMagenta

BWK73_08540 Thiothrix lacustris (Proteobacteria) || bmcType=CsomeACh (main) || 209aa || [A0A1Y1QVK8] csoS1D || darkMagenta

DKW60_00820 Leucothrix JCM 18388 (Proteobacteria) || bmcType=CsomeACh (main) || 209aa || [A0A317CPU8] csoS1D || darkMagenta

Thini_1881 Thiothrix DSM 5205 (Proteobacteria) || bmcType=CsomeACh (main) || 213aa || [I3BSW4] csoS1D || darkMagenta

SAMN05421783_104141 Thiocapsa DSM 217 (Proteobacteria) || bmcType=CsomeACh (sat) || 245aa || [A0A1H2TSK2] csoS1D || brightMagenta

COC09_03020 unclassified-Gammaproteobacteria (COC09) (Proteobacteria) || bmcType=CsomeACh (main) || 204aa || [A0A2A4MXA8] csoS1D || brightMagenta

COB33_04210 unclassified-Thiotrichaceae (COB33) (Proteobacteria) || bmcType=CsomeACh (main) || 210aa || [A0A2A4W571] csoS1D || brightMagenta

Tel_03360 Ca.Tenderia electrophaga (Proteobacteria) || bmcType=CsomeACh (main) || 204aa || [A0A0S2TAS7] csoS1D || brightMagenta

Thi970DRAFT_01764 Thiorhodovibrio 970 (Proteobacteria) || bmcType=CsomeACh (sat) || 207aa || [H8Z226] csoS1D || brightMagenta

DDY14_13010 unclassified-Chromatiaceae (DDY14) (Proteobacteria) || bmcType=CsomeACh (sat) || 213aa || [A0A353UQB4] csoS1D || brightMagenta

ECTOBSL9_1373 Ectothiorhodospira BSL-9 (Proteobacteria) || bmcType=CsomeACh (sat) || 204aa || [A0A167AJI5] csoS1D || brightMagenta

D779_1729 Imhoffiella AK35 (Proteobacteria) || bmcType=CsomeACh (main) || 204aa || [W9VXM6] csoS1D || brightMagenta

THSYN_29535 Thiodictyon Cad16T (Proteobacteria) || bmcType=CsomeACh (main) || 204aa || [A0A2K8UHM0] csoS1D || brightMagenta

Alvin_1924 Allochromatium ATCC 17899 (Proteobacteria) || bmcType=CsomeACh (sat) || 208aa || [D3RUI9] csoS1D || brightMagenta

AMJ55_11315 unclassified-Gammaproteobacteria SG8_15 (Proteobacteria) || bmcType=CsomeACh (sat) || 204aa || [A0A0S7ZX53] csoS1D || brightMagenta

CBC19_09000 unclassified-Oceanospirillales TMED59 (Proteobacteria) || bmcType=CsomeACh (main) || 200aa || [A0A1Z9WGE6] csoS1D || brightMagenta

CMQ72_05650 unclassified-Gammaproteobacteria (CMQ72) (Proteobacteria) || bmcType=CsomeACh (main) || 184aa || [A0A2D7N7S8] csoS1D || brightMagenta

AN478_13235 Thiohalorhabdus denitrificans (Proteobacteria) || bmcType=CsomeACh (main) || 204aa || [A0A0P9GGS3] csoS1D || brightMagenta

Tgr7_1048 Thioalkalivibrio HL-EbGR7 (Proteobacteria) || bmcType=CsomeACh (sat) || 204aa || [B8GPG8] csoS1D || brightMagenta

SAMN05660831_01590 Thiohalospira HL3 (Proteobacteria) || bmcType=CsomeACh (main) || 214aa || [A0A1I1S6S8] csoS1D || brightMagenta

B1A74_07020 Thioalkalivibrio HL17 (Proteobacteria) || bmcType=CsomeACh (sat) || 204aa || [A0A1V2ZYU1] csoS1D || brightMagenta

TK90_1659 Thioalkalivibrio K90mix (Proteobacteria) || bmcType=CsomeACh (sat) || 204aa || [D3SAU9] csoS1D || brightMagenta

AMJ69_08025 unclassified-Gammaproteobacteria SG8_47 (Proteobacteria) || bmcType=CsomeACh (main) || 204aa || [A0A0S8DQZ4] csoS1D || brightMagenta

B7Z66_13575 unclassified-Chromatiales 21-64-14 (Proteobacteria) || bmcType=CsomeACh (main) || 204aa || [A0A257SQ30] csoS1D || brightMagenta

NB231_15233 Nitrococcus Nb-231 (Proteobacteria) || bmcType=CsomeACh (main) || 204aa || [A4BLJ7] csoS1D || brightMagenta

AUR63_07715 Halothiobacillus XI15 (Proteobacteria) || bmcType=CsomeACh (sat) || 204aa || [A0A0W1RV27] csoS1D || brightMagenta

FOKN1_0692 Thiohalobacter FOKN1 (FOKN1) (Proteobacteria) || bmcType=CsomeACh (main) || 204aa || [A0A1Z4VPD9] csoS1D || brightMagenta

A9R16_15255 Acidiferrobacter (A9R16) (Proteobacteria) || bmcType=CsomeACh (sat) || 204aa || [A0A1C2FZG7] csoS1D || brightMagenta

B1757_09730 Acidithiobacillus SH (Proteobacteria) || bmcType=CsomeACh (main) || 204aa || [A0A2I1DKJ4] csoS1D || brightMagenta

COA54_10015 unclassified-Thiotrichaceae (COA54) (Proteobacteria) || bmcType=CsomeACh (main) || 211aa || [A0A2A5FZD3] csoS1D || brightMagenta

AMS22_03265 unclassified-Thiotrichales SG8_50 (Proteobacteria) || bmcType=CsomeACh (main) || 204aa || [A0A0S8F7X8] csoS1D || brightMagenta

AMS22_11495 unclassified-Thiotrichales SG8_50 (Proteobacteria) || bmcType=CsomeACh (sat) || 204aa || [A0A0S8ESQ7] csoS1D || brightMagenta

THIAE_09885 Thiomicrospira AL2 (Proteobacteria) || bmcType=CsomeACh (main) || 208aa || [W0DUA0] csoS1D || electricPink

AVO41_08180 Thiomicrospira WB1 (Proteobacteria) || bmcType=CsomeACh (main) || 210aa || [A0A0X3T8G7] csoS1D || electricPink

AVO42_11700 Thiomicrospira XS5 (Proteobacteria) || bmcType=CsomeACh (main) || 209aa || [A0A0X3TRR2] csoS1D || electricPink

EI16_06280 Hydrogenovibrio MH-110 (Proteobacteria) || bmcType=CsomeACh (main) || 207aa || [B7X603] csoS1D || electricPink

SAMN05443662_0220 Sulfurivirga DSM 17737 (Proteobacteria) || bmcType=CsomeACh (main) || 204aa || [A0A1N6DKH7] csoS1D || electricPink

TVNIR_2459 Thioalkalivibrio DSM 14787 (Proteobacteria) || bmcType=CsomeACh (sat) || 224aa || [L0DYL8] csoS1D || electricPink

WH5701_10569 Synechococcus WH5701 (Cyanobacteria) || bmcType=CsomeACy (sat) || 232aa || [A3Z226] csoS1D || wintergreen1

DCF18_10405 Cyanobium (DCF18) (Cyanobacteria) || bmcType=CsomeACy (sat) || 236aa || [A0A326QGV5] csoS1D || wintergreen1

Cyagr_0019 Cyanobium PCC 6307 (Cyanobacteria) || bmcType=CsomeACy (main) || 266aa || [K9P2C3] csoS1D || wintergreen2

ER33_00055 Cyanobium CACIAM 14 (Cyanobacteria) || bmcType=CsomeACy (main) || 270aa || [A0A081GPT2] csoS1D || wintergreen2

TH68_02840 Synechococcus spongiarum 142 (Cyanobacteria) || bmcType=CsomeACy (main) || 236aa || [A0A0G8B066] csoS1D || wintergreen2

DDY43_14865 unclassified-Synechococcales UBA10510 (Cyanobacteria) || bmcType=CsomeACy (main) || 249aa || [A0A354B4I1] csoS1D || wintergreen2

BTM30_07375 Synechococcus Tous (BTM30) (Cyanobacteria) || bmcType=CsomeACy (main) || 247aa || [A0A1S8WBQ5] csoS1D || wintergreen2

CBD29_06705 Synechococcus TMED169 (Cyanobacteria) || bmcType=incomplete (sat) (omitted) || 265aa || [A0A1Z9J7H6] csoS1D || wintergreen2

DCO99_04160 Synechococcus XM-24 (Cyanobacteria) || bmcType=CsomeACy (main) || 264aa || [A0A316JMJ9] csoS1D || wintergreen2

CK536_06035 Synechococcus Baikal-G1 (Cyanobacteria) || bmcType=CsomeACy (main) || 268aa || [A0A2G4HMN5] csoS1D || wintergreen2

CBM981_0863 Cyanobium NIES-981 (Cyanobacteria) || bmcType=CsomeACy (main) || 267aa || [A0A182AM07] csoS1D || wintergreen2

PCKR_891 Paulinella (PCKR) (Cercozoa) || bmcType=CsomeACy (main) || 281aa || [A0A1L5YD71] csoS1D || wintergreen2

P9215_06281 Prochlorococcus MIT 9215 (Cyanobacteria) || bmcType=CsomeACy (main) || 287aa || [A8G3R2] csoS1D || wintergreen2

NATL1_06011 Prochlorococcus NATL1A (Cyanobacteria) || bmcType=CsomeACy (main) || 258aa || [A2C103] csoS1D || wintergreen2

EV06_0249 Prochlorococcus MIT 0602 (Cyanobacteria) || bmcType=CsomeACy (main) || 256aa || [A0A0A2BT68] csoS1D || wintergreen2

P9211_05491 Prochlorococcus MIT 9211 (Cyanobacteria) || bmcType=CsomeACy (main) || 258aa || [A9BEH0] csoS1D || wintergreen2

EV12_2071 Prochlorococcus MIT 0701 (Cyanobacteria) || bmcType=CsomeACy (main) || 256aa || [A0A0A2CL73] csoS1D || wintergreen2

CBC26_03730 Synechococcus TMED66 (Cyanobacteria) || bmcType=CsomeACy (sat) || 261aa || [A0A1Z8WBV7] csoS1D || wintergreen2

CBE01_03505 unclassified-Planctomycetaceae TMED241 (Planctomycetes) || bmcType=incomplete (sat) (omitted) || 259aa || [A0A1Z9RE32] csoS1D || wintergreen2

CMO00_02495 Synechococcus SAT82 (Cyanobacteria) || bmcType=incomplete (sat) (omitted) || 261aa || [A0A2E2G7A4] csoS1D || wintergreen2

CMN93_01470 Synechococcus CPC35 (Cyanobacteria) || bmcType=CsomeACy (sat) || 261aa || [A0A2D4YV68] csoS1D || wintergreen2

Syncc9902_1617 Synechococcus CC9902 (Cyanobacteria) || bmcType=CsomeACy (main) || 262aa || [Q3AWT8] csoS1D || wintergreen2

CL910_11385 unclassified-Deltaproteobacteria (CL910) (Proteobacteria) || bmcType=FRAG8 (main) || 210aa || [A0A2D6BNJ7] ccmPlike || darkGold

CMJ90_17450 unclassified-Planctomycetes (CMJ90) (Planctomycetes) || bmcType=FRAG8 (sat) || 210aa || [A0A2D5BUV6] ccmPlike || darkGold

C0596_03035 unclassified-Marinilabiliales (C0596) (Bacteroidetes) || bmcType=SPU2 (main) || 208aa || [A0A2N5YZG4] ccmPlike || petrol

A2X08_06245 unclassified-Bacteroidetes GWA2_32_17 (Bacteroidetes) || bmcType=SPU2 (main) || 207aa || [A0A1F3D4H5] ccmPlike || petrol

A2033_14425 unclassified-Bacteroidetes GWA2_31_9 (Bacteroidetes) || bmcType=SPU2 (main) || 208aa || [A0A1F3BUF0] ccmPlike || petrol

A2W98_02460 unclassified-Bacteroidetes GWF2_33_38 (Bacteroidetes) || bmcType=SPU2 (main) || 213aa || [A0A1F3K3T2] ccmPlike || petrol

COW63_16435 unclassified-Bacteroidetes CG18_big_fil_WC_8_21_14_2_50_41_14 (Bacteroidetes) || bmcType=SPU2 (main) || 212aa || [A0A2H0GYE1] ccmPlike || petrol

CVU14_10325 unclassified-Bacteroidetes HGW-Bacteroidetes-9 (Bacteroidetes) || bmcType=SPU2 (main) || 214aa || [A0A2N2W0B5] ccmPlike || petrol

A2X01_03050 unclassified-Bacteroidetes GWF2_35_48 (Bacteroidetes) || bmcType=SPU2 (main) || 214aa || [A0A1F3KTX9] ccmPlike || petrol

CVT98_01085 unclassified-Bacteroidetes HGW-Bacteroidetes-15 (Bacteroidetes) || bmcType=SPU2 (main) || 215aa || [A0A2N2ZAP4] ccmPlike || petrol

U14_01672 Moduliflexus UASB14 (Candidatus Modulibacteria) || bmcType=SPU2 (main) || 211aa || [A0A0S6VXA4] ccmPlike || petrol2

CSA56_08705 Ca.Modulibacteria DOLJORAL78_47_16 (Candidatus Modulibacteria) || bmcType=SPU2 (main) || 204aa || [A0A2G6KEY8] ccmPlike || petrol2

CSB45_11150 Ca.Modulibacteria DOLZORAL124_49_17 (Candidatus Modulibacteria) || bmcType=SPU2 (main) || 206aa || [A0A2G6E3B2] ccmPlike || petrol2

U27_02021 Ca.Vecturithrix UASB270 (Candidatus Modulibacteria) || bmcType=SPU2 (main) || 206aa || [A0A0S6W6D4] ccmPlike || petrol2

B0D92_03580 Spirochaeta LUC14_002_19_P3 (Spirochaetes) || bmcType=SPU2 (main) || 207aa || [A0A1W9N922] ccmPlike || petrol2

BWX81_00188 unclassified-Spirochaetes ADurb.Bin110 (Spirochaetes) || bmcType=SPU2 (main) || 213aa || [A0A1V6EBB0] ccmPlike || petrol2

CVV27_03545 Ca.Melainabacteria HGW-Melainabacteria-1 (Candidatus Melainabacteria) || bmcType=SPU2 (main) || 213aa || [A0A2N1V1B9] ccmPlike || petrol2

A2Y38_20625 unclassified-Spirochaetes GWB1_59_5 (Spirochaetes) || bmcType=incomplete (sat) (omitted) || 214aa || [A0A1G3MEN8] ccmPlike || petrol2

A2Y31_00725 unclassified-Spirochaetes GWC2_52_13 (Spirochaetes) || bmcType=SPU2 (main) || 212aa || [A0A1G3MS86] ccmPlike || petrol2

AMS17_14190 unclassified-Spirochaetes DG_61 (Spirochaetes) || bmcType=SPU2 (main) || 194aa || [A0A0S7ZF15] ccmPlike || petrol2

AUK47_11260 unclassified-Deltaproteobacteria CG2_30_63_29 (Proteobacteria) || bmcType=HO (sat) || 208aa || [A0A1J5DRK7] ccmPlike || swampGreen

CMH52_12035 unclassified-Myxococcales (CMH52) (Proteobacteria) || bmcType=HO (sat) || 208aa || [A0A2F0ASW1] ccmPlike || swampGreen

CSB49_06245 unclassified-Proteobacteria (CSB49) (Proteobacteria) || bmcType=HO (sat) || 204aa || [A0A2G6CLP7] ccmPlike || swampGreen

Hoch_3341 Haliangium DSM 14365 (Proteobacteria) || bmcType=HO (sat) || 206aa || [D0LV02] 5V76 HO-T3 || swampGreen

COW36_04485 Ca.Blackallbacteria CG17_big_fil_post_rev_8_21_14_2_50_48_46 (Candidatus Blackallbacteria) || bmcType=FRAG2 (sat) || 211aa || [A0A2M7G8W5] ccmPlike || swampGreen

CMH53_07645 unclassified-Myxococcales (CMH53) (Proteobacteria) || bmcType=HO (sat) || 205aa || [A0A2E7ZVW0] ccmPlike || swampGreen

CL916_12690 unclassified-Deltaproteobacteria (CL916) (Proteobacteria) || bmcType=HO (sat) || 208aa || [A0A2D4SSG2] ccmPlike || swampGreen

CL927_04285 unclassified-Deltaproteobacteria (CL927) (Proteobacteria) || bmcType=incomplete (sat) (omitted) || 211aa || [A0A2E7UN82] ccmPlike || swampGreen

CL930_10420 unclassified-Deltaproteobacteria (CL930) (Proteobacteria) || bmcType=HO (sat) || 214aa || [A0A2E2NSB7] ccmPlike || swampGreen

BWX54_01116 unclassified-Verrucomicrobia ADurb.Bin018 (Verrucomicrobia) || bmcType=SPU3 (main) || 211aa || [A0A1V6J4Y5] ccmPlike || lightLightGreen

BWX68_02298 unclassified-Verrucomicrobia ADurb.Bin063 (Verrucomicrobia) || bmcType=SPU3 (main) || 211aa || [A0A1V6GEF2] ccmPlike || lightLightGreen

A2X46_03295 unclassified-Lentisphaerae GWF2_57_35 (Lentisphaerae) || bmcType=SPU3 (main) || 209aa || [A0A1G0YGJ7] ccmPlike || lightLightGreen

A2Y78_07065 unclassified-Acidobacteria RBG_13_68_16 (Acidobacteria) || bmcType=SPU3 (main) || 210aa || [A0A1F2QKV9] ccmPlike || lightLightGreen

DMF56_26200 unclassified-Acidobacteria (DMF56) (Acidobacteria) || bmcType=SPU3 (main) || 207aa || [A0A2V7VUE7] ccmPlike || lightLightGreen

CO151_13525 unclassified-bacterium CG_4_9_14_3_um_filter_65_15 (unclassified Bacteria) || bmcType=SPU3 (main) || 211aa || [A0A2M7YQB3] ccmPlike || lightLightGreen

A7982_04319 Minicystis DSM 24000 (Proteobacteria) || bmcType=SPU3 (main) || 210aa || [A0A1L6LB26] ccmPlike || lightLightGreen

BWY17_02881 unclassified-Deltaproteobacteria ADurb.Bin207 (Proteobacteria) || bmcType=SPU3 (main) || 204aa || [A0A1V5XC13] ccmPlike || lightLightGreen

B7486_05405 unclassified-Cyanobacteria TDX16 (Cyanobacteria) || bmcType=SPU3 (main) || 212aa || [A0A254WVN3] ccmPlike || lightLightGreen

B6I21_04925 Ca.KSB1 4572_119 (candidate division KSB1) || bmcType=SPU3 (sat) || 208aa || [A0A1W9SFS1] ccmPlike || lightLightGreen

BMS3Abin05_02092 unclassified-bacterium BMS3Abin05 (unclassified Bacteria) || bmcType=SPU3 (main) || 209aa || [A0A2H6EYD2] ccmPlike || lightLightGreen

A7982_04318 Minicystis DSM 24000 (Proteobacteria) || bmcType=SPU3 (main) || 211aa || [A0A1L6LB04] ccmPlike || slimeGreen1

BWY17_02882 unclassified-Deltaproteobacteria ADurb.Bin207 (Proteobacteria) || bmcType=SPU3 (main) || 211aa || [A0A1V5XC14] ccmPlike || slimeGreen1

CVV27_13785 Ca.Melainabacteria HGW-Melainabacteria-1 (Candidatus Melainabacteria) || bmcType=UA (main) (omitted) || 209aa || [A0A2N1UU34] ccmPlike || slimeGreen1

DD435_11730 unclassified-Cyanobacteria UBA8530 (Cyanobacteria) || bmcType=SPU3 (main) || 207aa || [A0A355UU92] ccmPlike || slimeGreen1

CMJ84_00870 unclassified-Planctomycetes (CMJ84) (Planctomycetes) || bmcType=MIC3 (main) || 218aa || [A0A2D6HAL7] ccmPlike || slimeGreen2

CMJ89_02230 unclassified-Planctomycetes (CMJ89) (Planctomycetes) || bmcType=MIC3 (main) || 214aa || [A0A2D5ASK9] ccmPlike || slimeGreen2

CMK00_03200 unclassified-Planctomycetes (CMK00) (Planctomycetes) || bmcType=MIC3 (main) || 210aa || [A0A2E5X3J8] ccmPlike || slimeGreen2

CMJ86_01705 unclassified-Planctomycetes (CMJ86) (Planctomycetes) || bmcType=MIC3 (main) || 210aa || [A0A2D5XLM3] ccmPlike || slimeGreen2

CMJ98_06050 unclassified-Planctomycetes (CMJ98) (Planctomycetes) || bmcType=MIC3 (main) || 215aa || [A0A2E6D776] ccmPlike || slimeGreen2

A2V85_06840 unclassified-Chloroflexi RBG_16_72_14 (Chloroflexi) || bmcType=SPU3 (main) || 209aa || [A0A1F8S633] ccmPlike || bland

BMS3Bbin01_02877 unclassified-bacterium BMS3Bbin01 (unclassified Bacteria) || bmcType=SPU3 (main) || 207aa || [A0A2H6HB84] ccmPlike || bland

A2Y55_07485 unclassified-Actinobacteria RBG_16_68_12 (Actinobacteria) || bmcType=SPU3 (main) || 210aa || [A0A1F2Y269] ccmPlike || bland

A2V75_10900 unclassified-Actinobacteria RBG_16_70_17 (Actinobacteria) || bmcType=SPU3 (main) || 212aa || [A0A1F2W7K6] ccmPlike || bland

DCY40_08485 unclassified-Actinobacteria (DCY40) (Actinobacteria) || bmcType=SPU3 (main) || 208aa || [A0A350XTG9] ccmPlike || bland

AMJ93_01245 unclassified-Anaerolineae SM23_84 (Chloroflexi) || bmcType=SPU3 (main) || 195aa || [A0A0S8KT44] ccmPlike || mustardGreen

CFX0092_A2150 Ca.Promineofilum Cfx-K (Chloroflexi) || bmcType=SPU3 (main) || 212aa || [A0A160T4L5] ccmPlike || mustardGreen

CL608_17365 unclassified-Anaerolineaceae (CL608) (Chloroflexi) || bmcType=SPU3 (main) || 212aa || [A0A2E0ZEP6] ccmPlike || mustardGreen

CUN54_08255 unclassified-Chloroflexi (CUN54) (Chloroflexi) || bmcType=FRAG2 (sat) || 212aa || [A0A2M8PPZ5] ccmPlike || mustardGreen

DDG58_14825 Ardenticatenia Nak82 (Chloroflexi) || bmcType=SPU3 (main) || 212aa || [A0A2U2S4I4] ccmPlike || mustardGreen

A2Z37_05630 unclassified-Chloroflexi RBG_19FT_COMBO_62_14 (Chloroflexi) || bmcType=SPU3 (main) || 212aa || [A0A1F8TDT0] ccmPlike || mustardGreen

AMJ88_03810 unclassified-Anaerolineae SM23_ 63 (Chloroflexi) || bmcType=SPU3 (main) || 212aa || [A0A0S8IA38] ccmPlike || mustardGreen

CL610_04035 unclassified-Anaerolineaceae (CL610) (Chloroflexi) || bmcType=SPUx (sat) (omitted) || 212aa || [A0A2E0KWC8] ccmPlike || mustardGreen

DO97_13670 Neosynechococcus CAUP A 1101 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A098TM91] ccmP || mutedGreen

SYN60AY4M2_05415 Synechococcus 60AY4M2 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A2G8PCX1] ccmP || mutedGreen

GlitD10_1036 Gloeomargarita D10 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A1J0ABP0] ccmP || mutedGreen

BST81_11380 Leptolyngbya hensonii (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A1Q8ZDI5] ccmP || mutedGreen

GKIL_4206 Gloeobacter JS1 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 224aa || [U5QN87] ccmP || mutedGreen

glr1519 Gloeobacter PCC 7421 (Cyanobacteria) || bmcType=incomplete (sat) (omitted) || 213aa || [Q7NKF9] ccmP || mutedGreen

BC008_23230 Mastigocoleus BC008 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A0V7ZNG4] ccmP || turquoise

Riv7116_0698 Rivularia PCC 7116 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [K9R6X9] ccmP || turquoise

DD990_35615 unclassified-Cyanobacteria UBA11368 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A352YQC8] ccmP || turquoise

NIES3974_32950 Calothrix NIES-3974 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A1Z4NLQ0] ccmP || turquoise

Cal6303_5318 Calothrix PCC 6303 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [K9V936] ccmP || turquoise

IJ00_07435 Calothrix 336/3 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A0T7BQK9] ccmP || turquoise

WA1_42830 Scytonema PCC 7110 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A139WVL2] ccmP || turquoise

RINTHH_8540 Richelia HH01 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [M1WRL9] ccmP || turquoise

SD81_22795 Tolypothrix VB511288 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A0C2QA64] ccmP || turquoise

A2T98_20410 Nodularia CENA596 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A166I7S5] ccmP || turquoise

NIES4105_88540 Calothrix NIES-4105 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A1Z4T896] ccmP || turquoise

AN487_20970 Anabaena CRKS33 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A1B7W7Z4] ccmP || turquoise

ASL19_13240 Cylindrospermopsis CR12 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A0R0M9F2] ccmP || turquoise

C7B64_15350 Merismopedia CCAP 1448/3 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A2T1C176] ccmP || sapGreen

Mic7113_5209 Microcoleus PCC 7113 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 231aa || [K9WMT0] ccmP || sapGreen

ABRG53_3396 Pseudanabaena ABRG5-3 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 218aa || [A0A2Z5X2F9] ccmP || sapGreen

KR51_00017560 Rubidibacter KORDI 51-2 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [U5DAE0] ccmP || sapGreen

BEN50_05600 Halothece PCC 7418 (BEN50) (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A2K3BSY4] ccmP || sapGreen

BRC33_08615 unclassified-Cyanobacteria SW_9_44_58 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A2T2RBH0] ccmP || sapGreen

Pse7367_2409 Pseudanabaena PCC 7367 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 218aa || [K9SKL5] ccmP || sapGreen

C7B82_25470 Leptolyngbya ULC18 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A2T1DW81] ccmP || sapGreen

DCF22_00020 Leptolyngbya 14 (DCF22) (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A2W7AVE7] ccmP || sapGreen

OsccyDRAFT_3496 unclassified-Oscillatoriales JSC-12 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [K8GIY2] ccmP || sapGreen

C7B65_07930 Phormidesmis ULC007 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A2T1DIV0] ccmP || sapGreen

LEP3755_18970 Leptolyngbya NIES-3755 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 236aa || [A0A0S3U1K1] ccmP || sapGreen

B0A82_24420 Alkalinema CACIAM 70d (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A251W9W1] ccmP || sapGreen

Cha6605_5487 Chamaesiphon PCC 6605 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [K9UNI6] ccmP || sapGreen

Syn7502_01311 Synechococcus PCC 7502 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [K9STD3] ccmP || sapGreen

Cyan7425_1702 Cyanothece PCC 7425 (Cyanobacteria) || bmcType=CsomeBCy (main) || 217aa || [B8HR83] ccmP || sapGreen

NK55_00495 Thermosynechococcus NK55 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [V5V1U3] ccmP || sapGreen

Syn6312_2932 Synechococcus PCC 6312 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 216aa || [K9RY52] ccmP || sapGreen

AM1_3878 Acaryochloris MBIC 11017 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [B0C724] ccmP || sapGreen

C1752_00406 Acaryochloris RCC1774 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A2W1JYH6] ccmP || sapGreen

QP59_27720 Aphanocapsa BDHKU210001 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A0C1W2G2] ccmP || sapGreen

C8B47_24925 unclassified-Cyanobacteria CCP4 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 214aa || [A0A2P8ZT99] ccmP || sapGreen

XM38_00450 Halomicronema C2206 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A1V8NQY2] ccmP || sapGreen

Lepto7375DRAFT_5477 Leptolyngbya PCC 7375 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [K9F1G8] ccmP || sapGreen

S7335_2671 Synechococcus PCC 7335 (Cyanobacteria) || bmcType=fragmented (sat) (omitted) || 212aa || [B4WGP7] ccmP || sapGreen

DCF15_02360 Phormidesmis priestleyi (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A2W4ZPW5] ccmP || sapGreen

DCF25_08410 Leptolyngbya foveolarum (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A2W4UR31] ccmP || sapGreen

MicvaDRAFT_0344 Microcoleus FGP-2 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 225aa || [F5UNH0] ccmP || kelleyGreen

OSCI_3800065 Kamptonema PCC 6506 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [D8G7E5] ccmP || kelleyGreen

Cri9333_4351 Crinalium PCC 9333 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [K9W5W7] ccmP || kelleyGreen

NIES2119_24460 Phormidium IAM M-71 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A1U7I9C6] ccmP || kelleyGreen

BJP34_33865 Moorea PAL-8-15-08-1 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A1D8U1H7] ccmP || kelleyGreen

BST81_17085 Leptolyngbya hensonii (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A1Q8Z9Y5] ccmP || kelleyGreen

DDW51_28500 unclassified-Cyanobacteria UBA11367 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A352XHC8] ccmP || kelleyGreen

DC064_05265 unclassified-Cyanobacteria UBA9273 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A352ACM5] ccmP || kelleyGreen

DEG47_02145 unclassified-Cyanobacteria UBA11148 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A359N394] ccmP || kelleyGreen

MC7420_7352 Coleofasciculus PCC 7420 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 184aa || [B4VHY2] ccmP || kelleyGreen

C7Y66_05570 Chroococcidiopsis CCALA 051 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 214aa || [A0A2P8QV34] ccmP || kelleyGreen

CSQ79_08720 unclassified-Chroococcales IPPAS B-1203 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A2G7GLG9] ccmP || kelleyGreen

AY600_11630 Phormidium BDU 130791 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A168UN44] ccmP || kelleyGreen

C7B70_04755 Chlorogloea CCALA 695 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A2T1ENM2] ccmP || kelleyGreen

UH38_22120 Aliterella CENA595 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A0D8ZLW0] ccmP || kelleyGreen

Oscil6304_5272 Oscillatoria PCC 6304 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [K9TPL4] ccmP || kelleyGreen

GEI7407_1631 Geitlerinema PCC 7407 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [K9S667] ccmP || kelleyGreen

BCR12_09805 Limnothrix P13C2 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 239aa || [A0A1C0V7B7] ccmP || kelleyGreen

AWQ21_08515 Synechococcus PCC 7003 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A1B1TQ02] ccmP || kelleyGreen

NIES208_13645 Limnothrix IAM M-220 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A1Q4R278] ccmP || kelleyGreen

AUK43_17325 unclassified-Oscillatoriales CG2_30_40_61 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A1J5G7C5] ccmP || kelleyGreen

AFK68_14500 Hydrocoleum CS-953 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A261KQQ5] ccmP || kelleyGreen

AM228_13795 Planktothricoides SR001 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 219aa || [A0A0M1JST4] ccmP || kelleyGreen

BI308_02235 Roseofilum AO1-A (Cyanobacteria) || bmcType=CsomeBCy (sat) || 226aa || [A0A1L9QXE0] ccmP || kelleyGreen

DD761_09860 unclassified-Cyanobacteria UBA11691 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A357A9L5] ccmP || kelleyGreen

L8106_11522 Lyngbya PCC8106 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0YQZ7] ccmP || kelleyGreen

SPLC1_S410880 Arthrospira C1 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 239aa || [K1W364] ccmP || kelleyGreen

GLO73106DRAFT_00018020 Gloeocapsa PCC 73106 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 206aa || [L8LKE4] ccmP || kelleyGreen

PROH_11595 Prochlorothrix PCC 9006 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A0M2PUZ3] ccmP || kelleyGreen

BH720_25360 Desertifilum IPPAS B-1220 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A1E5QCP7] ccmP || kelleyGreen

STA3757_07500 Stanieria NIES-3757 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A140K209] ccmP || kelleyGreen

AA637_10040 Cyanobacterium HL-69 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A2K8WQV4] ccmP || kelleyGreen

GM3709_2898 Geminocystis NIES-3709 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A0D6ATA2] ccmP || kelleyGreen

CY0110_28539 Cyanothece CCY0110 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A3IML6] ccmP || kelleyGreen

PCC8801_4051 Cyanothece PCC 8801 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [B7K5T5] ccmP || kelleyGreen

PCC7424_3094 Cyanothece PCC 7424 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [B7KBE0] ccmP || kelleyGreen

O77CONTIG1_02269 Leptolyngbya O-77 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 192aa || [A0A0X8WUJ6] ccmP || kelleyGreen

NIES593_09470 Hydrococcus NIES-593 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A1U7HIR8] ccmP || kelleyGreen

C7H19_22115 Aphanothece CCALA 016 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A2T1LRW8] ccmP || kelleyGreen

DCF12_06735 Snowella (DCF12) (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [A0A2W7B8U8] ccmP || kelleyGreen

BEST7613_5680 Bacillus BEST7613 (Firmicutes) || bmcType=CsomeBCy (sat) || 213aa || [L8AT35] ccmP || kelleyGreen

NIES298_06260 Microcystis NIES-298 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 228aa || [A0A2I9D023] ccmP || kelleyGreen

C7B62_13765 Pleurocapsa CCALA 161 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 212aa || [A0A2T1CLY9] ccmP || kelleyGreen

Synpcc7942_0520 Synechococcus PCC 7942 (Cyanobacteria) || bmcType=CsomeBCy (sat) || 213aa || [Q31QW7] 5LSR ccmP || kelleyGreen
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