Quantitative traits

Intelligence

SNP - EA GENE
rs11860513 - T RABEP?2
rs2247036 - T TRAIP
rs4788100 - C NFATC2IP
rs7187776 - G TUFM
rs1043357 - C STAU1
rs10499 - G EIF3CL
rs6666119 - G CYB561D1
rs7957096 - A KMT5A
rs13039993 - G CSE1L
rs11777703 - A KIFC2
rs2079221 -T OSBP2
rs4752845 - C MTCH2
rs2143103 - A WNT4
rs12941866 - G PIGW
rs4796224 - G MYO19
rs1058001 - A CDC14B
rs11039308 - A FAM180B
rs4396807 - C TRIOBP
rs9303633 - G GOSR1
rs12503602 - C FAM160A1
rs6580698 - C RHEBL1
rs2279243 - T RECQL4

rs28371837 - G AP3B2

rs2756119 - A TRMTG61A
rs62036616 - G NPIPB9
rs9611176 - A MGAT3
rs35751000 - A GGNBP2
rs7253433 - A CHMP2A
rs1144593 - G SYPL2
rs598907 - C TMEM170B
rs11711421 -T NISCH

Intracranial volume

SNP - EA GENE
rs11079718 - T STH
rs55980621 - T SPPL2C
rs199441 - A KANSL1

Putamen volume
SNP - EA GENE
rs17408393 - G DCC

Years of schooling

SNP - EA GENE
rs7957096 - A KMT5A
rs7187776 - G TUFM
rs61873589 - C NPM3
rs17707300 - C NUPR1
rs11079718 - T STH
rs6666119 - G CYB561D1
rs79235996 - T RGS6
rs11777703 - A KIFC2
rs10896110 - A RIN1
rs55980621 - T SPPL2C
rs17408393 - G DCC
rs10761750 - A NRBF2
rs11769700 - C TSC22D4
rs17035173 - G PPP3R1
rs6746294 - G GIGYF2
rs72828517 - C ID4
rs7002959 - C CYHR1
rs4294857 - G UBE2Z
rs2974333 - A SLC20A2
rs4978767 - T ABITRAM
rs4441609 - T TRANK1

rs541126 - T RNF10

rs3116068 - T SLC29A2
rs78278641 - T GANAB
rs1061801 - A TAPBP
rs1962412 - T ATP5MC1
rs12485510 - C CHDH
rs1335679 - C DR1
rs7212779 - A SNF8
rs488813 - A FPGT
rs4257986 - C TRHR
rs76913697 - G ZCWPW1
rs2974355 - C SMIM19
rs11210395 - A LRRIQ3
rs1465722 - C ELOA3D
rs2965183 - A GATADZ2A
rs12893163 - T SYNDIG1L
rs7803454 - T MEPCE

rs4239702 - T CD40

rs7999384 - C DIAPH3
rs2106480 - C NPIPB7
rs58130172 - T DISP3
rs1788819 - G RMC1
rs10831656 - T GALNT18
rs6580698 - C RHEBL1
rs12909511 - C DENND4A

rs303760 - T NPC1

rs12740519 - G PPP2R5A
rs62036616 - G NPIPB9
rs2279243 - T RECQL4
rs10142766 - A ESR2
rs6073587 - A STK4
rs2220926 - T CDH20
rs509533 - C B4GAT1
rs1144593 - G SYPL2

Negative Wald ratio
Positive Wald ratio
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Disease traits

Alzheimer’s disease

SNP - EA
rs6069736 - T
rs749671 - A
rs2855475 - G
rs4291-T
rs55667375-T
rs679515-T
rs10749609 - G
rs75763893 - T
rs1171830 - C
rs7196161 - G

GENE
CASS4
ZNF646
KATS8
ACE
PRSS36
CR1
TSPAN14
APH1B
CCDC6
ZNF668

Amyotrophic Lateral Sclerosis

SNP - EA

rs2045180 - A
rs229243 - A

Depression (broad)
SNP - EA

rs2815764 - A
rs4578918 - T

GENE

G2E3
SCFD1

GENE

NEGR1
SLC12A5

Frontotemporal Dementia

SNP - EA
rs9268863 - A

GENE
BTNL2

Parkinson’s disease

SNP - EA
rs11150600 - C
rs11724635 - C
rs1724390 - A
rs199348 - A
rs823118 - C
rs11547135-T

Bipolar disorder
SNP - EA
rs9834970 - C
rs2271893 - A
rs55762233 - G
rs7646741 - G
rs8102502 - C
rs113980591 - A

Generalized epilepsy,

GENE
HSD3B7
CD38
LRRC37A2
GPNMB
RAB29
SCARB2

GENE
DCLK3
LMANZ2L
HAPLN4
GNL3
TM6SF2
CILP2

all documented cases

SNP - EA
rs4794333 - C

GENE
CDK5RAP3

juvenile myoclonic epilepsy

SNP - EA
rs11150600 - C

Multiple sclerosis
SNP - EA
rs62120372 - A
rs2288481 - A
rs9866116 - G
rs9970196 - T
rs34481144 - T
rs180534 - C
rs6980663 - C
rs7306304 - A
rs10877011 -G
rs2259735 - C
rs11172335-T
rs3809627 - A
rs4796224 - G
rs9783665 - T
rs131813 - A
rs6421983 - T
rs4794007 - G
rs10877023 - A
rs4578918 - T
rs28895017 - A

Schizophrenia
SNP - EA

rs7957096 - A
rs11038914 - T
rs79235996 - T
rs4702 - G
rs9834970 - C
rs832190 - C
rs1009136 - A
rs55970317 - G
rs2949006 - T
rs2965183 - A
rs9925915 - C
rs72986630 - T
rs6445358 - C
rs6224 - T
rs1763839 - A
rs7646741 - G
rs2565161 - C
rs10520163 - T
rs151022560 - T
rs693906 - C

GENE
HSD3B7

GENE
MPV17L2
CCDC155

MYNN

TTC34

IFITM3
RNFT1

IL7
CLECL1
EEF1AKMT3
CYP24A1
TSFM
TBX6
MYO19
TRAF3
SCO2
IFITM1
NPEPPS
TSPAN31
SLC12A5
HLA-DRB1

GENE

KMT5A
MDK
RGS6
FURIN
DCLK3
THOC7
MAU2
PCCB
FTCDNL1
GATAD2A
INOSOE
ZNF823
GLYCTK
FES
RERE
GNL3
SF3B1
CLCN3
CNTN4
CLIC1
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Beta + 95% OR + 95%
confidence confidence
interval interval

WR P-value

6.5E-10
1E-7
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WR P-value

3.7E-8
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WR P-value
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