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B05.10 D08 _H24 D14 KF
357,565 bp 92,081 bp 164,229 bp
BcGypsyl 0.84 % 0.22 % 0.38 %
49,141 bp 21,556 bp 64,674 bp
BcGypsy2 0.12 % 0.05 % 0.15 %
103,916 bp 7,952 bp 37,056 bp
BcGypsy3 0.24 % 0.02 % 0.09 %
217,377 bp 45,201 bp 77,969 bp
BcGypsy4 0.51 % 0.11 % 0.18 %
. 53,275 bp 31,145 bp 7,152 bp
BeCopial 0.13 % 0.07 % 0.02 %
. 114,550 bp 22,194 bp 70,416 bp
BeCopia2 0.27 % 0.05 % 0.16 %
895,824 bp 220,129 bp 421,496 bp
Total coverage 2.10 % 0.52 % 0.99 %
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Bein_01:4077021-4080599(+)
2_Bein_01:4082434-4084831(+)
3_Bein_01:4085223-4086250(+)
4_Bein_02:1000146-1007545(+)
5_8cin_02:101609-103761(-)
6_Bein_06:1235125-1242524(+)
7_Bein_08:125565-132961(+)
8_Bein_08:166081-171539(+)
9_Bein_09:2512090-2513114(-)
10_Bein_09:2514594-2517528(-)
11_Bein_10:2239649-2247047(+)
12_Bein_12:1475973-1483371(+)
13_Bein_13:1103386-1110441¢+)
14_Bein_13:1473624-1478525(-)
15_Bein_13:1484985-1487457 (-
16_Bein_14:1705088-1712486(-)
17_Bein_14:269492-270841(+)
18_Bein_14:270845-276243(+)
19_Bein_14:278245-261999(+)
20_Bein_17:215645-223042¢+)

CAG-TAY + (TBL=->TAY

(EEG--DTE) + (GG<--GA)

(OBE-DTBY + (CO4-->CA)
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