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S_Figure 1a. Shared and exclusive SNVs calls across bulk WGS, TES, pooled scRNA-seq and individual cell
alignments by GATK in the exons of genes included in the POP. The SNVs called exclusively in the single cell

alignments are shown in red.
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S_Figure 1b. Shared and exclusive SNVs calls across bulk WGS, TES, pooled scRNA-seq and individual cell
alignments by Strelka2 in the exons of genes included in the POP. The SNVs called exclusively in the single cell

alignments are shown in red.



