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Tessier et al. Figure Supplementary 3

Supplementary Figure 3. 
(a) Heat map analysis of total APL proteome (LFQ LC-MS/MS) upon arsenic treatment. The different clusters are indicated 
on the right with their associated GOBP signatures. (b) Proximity ligation assays showing interaction (<40nm) between 
endogenous PML and NFIL3 or MORC3 (red dots) in the indicated mESCs. Dapi (blue), scale bar: 5μm.




