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Genomic
element	ID

Annotation
ID

D_01 PF00047

D_02 PF04562

D_03 PF04562

D_04 PF00942

gene	coding	for	PROT_001

D_01 D_02 D_03 D_04

promoter

B_
02

B_
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Genomic
element	ID

Annotation
ID

B_01 S_001

B_02 S_001

B_03 S_002

Genomic
element	ID

Annotation
ID

PROT_001 GO:0035480
GO:0007049

Annotation
ID

definition

PF00047 ATPase

PF04562 Kinase

PF00942 Methylase

Annotation
AnnotationDictionary

Annotation

4

Total
annotation

terms
QVAL Blue	count

Orange
count

Blue
Frequency

Orange
frequency

5 0.1 4 1 0.8 0.2

3 0.25 2 1 0.67 0.33

4 0.15 3 1 0.75 0.25

2 0.4 1 1 0.5 0.5

6 0 5 1 0.83 0.17
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 7  25  200  0  243  26  42  8  151  0  147  23 
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