G0O:0051704 — multi-organism process
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G0:0006323 - DNA packaging
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GO:0003677 — DNA binding
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G0:0019068 - virion assembly
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G0O:0061783 — peptidoglycan muralytic activity
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G0O:0051046 - regulation of secretion
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G0:0019069 - viral capsid assembly
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G0:0019076 — viral release from host cell
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G0:0043419 - urea catabolic process
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Phenotype value PIC for phenotype
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