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Figure S1. Number of words in students’ answers. [a] 2019 edition; [b] 2020 edition.
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Figure S2. Correlation between number of words and number of errors in all answers in 2019 and 2020 edition. In each plot
is indicated the Pearson’s correlation coefficient and its confidence interval; as well as the linear regression model, with the
intercept (a) and slope (b) terms and their respective confidence interval . [a] Q1 questionnaire; [b] Q2 questionnaire and [c]
Q3 questionnaire.
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Figure S3. Word cloud of the answers in Q2 questionnaire during 2019 edition.
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Table S1. Bray-Curtis dissimilarity calculated with the survey responses of the 2019 edition.

2019 edition
Q1-Q2 Q2-Q3
Group Bray-Curtis CI95% | Bray-Curtis CI95%
All groups 0.20 [0.18; 0.35] 0.20 [0.16; 0.32]
Archaea 0.41 [0.31; 0.71] 0.39 [0.31; 0.53]
Bacteria 0.20 [0.14; 0.40] 0.37 [0.28; 0.47]
Fungi 0.34 [0.28; 0.48] 0.30 [0.24; 0.43]
Protozoan 0.19 [0.14; 0.38] 0.33 [0.22; 0.45]
Virus 0.52 [0.45; 0.71] 0.44 [0.40; 0.61]

Table S2. Bray-Curtis dissimilarity calculated with the survey responses of the 2020 edition.

2020 edition
Q1-Q2 Q2-Q3
Group Bray-Curtis CI95% | Bray-Curtis CI95%
All groups 0.30 [0.28; 0.51] 0.14 [0.16; 0.40]
Archaea 0.44 [0.33; 0.58] 0.27 [0.16; 0.53]
Bacteria 0.43 [0.42; 0.81] 0.47 [0.48; 0.89]
Fungi 0.30 [0.24; 0.58] 0.19 [0.18; 0.45]
Protozoan 0.53 [0.52; 0.73] 0.42 [0.27; 0.58]
Virus 0.50 [0.42; 0.74] 0.40 [0.24; 0.59]

Table S3. Difference in the Shannon index between the questionnaires Q1 and Q2, and Q1 and Q3 for 2019 edition.

2019 edition
Q2-Q1 Q3-Q1
Group | pffectSize  CI95% | Effect Size  CI95%
All groups 0.17 [0.07; 0.29] 0.08 [-0.05; 0.18]
Archaea 0.21 [-0.18; 0.80] 0.11 [-0.14; 0.72]
Bacteria 0.27 [0.06; 0.62] 0.16 [0.01; 0.52]
Fungi 0.74 [0.55; 0.95] 0.19 [-0.03; 0.47]
Protozoan -0.2 [-0.41; 0.05] -0.13 [-0.77; 0.12]
Virus -0.21 [-0.49; 0.08] -0.11 [-0.29; 0.18]
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Table S4. Difference in the Shannon index between the questionnaires Q1 and Q2, and Q1 and Q3 for 2020 edition.

2020 edition
Q2-Q1 Q3-Q1
Group Effect Size  CI95% | EffectSize  CI95%
All groups 0.31 [0.18; 0.44] 0.35 [0.15; 0.51]
Archaea 0.49 [0.13; 0.69] 0.32 [-0.06; 0.59]
Bacteria 0.32 [-0.09; 1.3] 0.29 [-0.47; 1.12]
Fungi 0.29 [-0.02; 0.46] 0.17 [-0.12; 0.37]
Protozoan 0.56 [0.21; 0.92] 0.38 [-0.43; 0.74]
Virus 0.48 [0.29; 0.85] 0.61 [0.25; 0.94]
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