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LacZ + SaCas9

Nr4a1 + SaCas9
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SaCas9

NLS

CMV 3’ ITR

Lox2272 LoxP

SaCas9

NLS

CMV5’ ITR 3’ ITR

Lox2272 LoxP

5’ ITR SV40

SV40

+cre

AAV-CMV-DIO-NLS-SaCas9

EGFPCMV5’ ITR 3’ ITRSV40hU6 mU6 H1gRNA#1 gRNA#2 gRNA#3

AAV-Nr4a1-sagRNAx3-CMV-eGFP

CCCACCTCTCCGAACCGTGACACTTCCGGCATTCTGGACGCA
CCCACCTCTCCGAACCGTGACACNNNTTCCGGCATTCTGGACGCA

CCCACCTCTCCGAACCGTGACACNNTTCCGGCATTCTGGACGCA
CCCACCTCTCCGAACCGTGACACNNNNNNNNTTCCGGCATTCTGGACGCA

GCAGTCTGTGGTGACAATGCTTCGTGTCAGCACTATGGGGTCCGCACCTGTGA
GCAGTCTGTGGTGACAATGCTTCGTGTCAGCA - - ATGGGGTCCGCACCTGTGA
GCAGTCTGTGGTGACAATGCTTCGTGTCAGCA - - - TGGGGTCCGCACCTGTGA
GCAGTCTGTGGTGACAATGCTTCGTGTCAGCA  - - - - - - - - -  CCGCACCTGTGA

Wild Ttype
+1 Insertion (4%)

Wild Ttype
+3 Insertion (10%) 
+2 Insertion (9%)
+8 Insertion (7%) 

Wild Ttype
-2 Deletion (34%)
-3 Deletion (6%)
-9 Deletion (4%)

GTGGAGGAGGCAGAGGAACAAGCTGAGGAGCACGGCTGGGTCGTCCCCG
GGAGGAGGCAGAGGAACAAGCTGAGGAGCANCGGCTGGGTCGTCCCCG

+2 Insertion (3%)GGAGGAGGCAGAGGAACAAGCTGAGGAGCANNCGGCTGGGTCGTCCCCG

gRNA #1 PAM

gRNA #2 PAM

gRNA #3 PAM


