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Figure S2. Omicron spike surface expression and sACE2 binding: (a-d) The gating strategy for one representative
experiment is shown for determine the single cell population (a), the S1 positive population by N-terminal Flag tag (b),
the S1 positive population by anti-S1 antibody (¢), and the sACE2 positive population (d). (e) HEK293T cells were
transfected with S expression constructs and stained for FACS with anti-Flag or soluble ACE2-Fc fusion protein
(sACE2). (f) Mean fluorescence intensity for SACE2 signal was normalized with anti-Flag S1 signal to determine
relative ACE2 binding.

Supplementary Figure 2



	01 Omicron_Manuscript_20211216_Final_Main
	02 Omicron Paper Figures 20211215_Submitted
	Slide Number 1
	Slide Number 2
	Slide Number 3
	Slide Number 4
	Slide Number 5
	Slide Number 6
	Slide Number 7


