
0.00
0.07
0.07
0.08
0.03
0.03
0.05
0.02
0.02
0.03
0.04
0.02
0.02
0.03
0.03
0.02
0.03
0.03
0.02
0.00
0.00
0.00
0.00
0.00
0.01
0.01
0.01
0.02
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.00
0.00
0.00
0.00
0.00
0.00
0.01
0.00
0.00
0.00
0.00
0.00
0.00
0.00

0.07
0.03
0.08
0.06
0.06
0.05
0.03
0.02
0.01
0.02
0.00
0.00
0.00
0.02
0.03
0.02
0.02
0.02
0.02
0.02
0.02
0.01
0.01
0.01
0.02
0.01
0.01
0.01
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.01
0.01
0.01
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.01
0.02
0.01

0.17
0.05
0.04
0.04
0.03
0.03
0.00
0.00
0.01
0.01
0.00
0.01
0.00
0.01
0.02
0.01
0.01
0.01
0.01
0.03
0.00
0.00
0.00
0.00
0.01
0.00
0.00
0.00
0.02
0.01
0.01
0.01
0.01
0.01
0.00
0.00
0.00
0.00
0.01
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.06
0.00
0.00
0.00
0.00
0.00
0.00
0.03
0.01
0.02
0.02
0.02

0.11
0.07
0.03
0.03
0.03
0.04
0.00
0.00
0.01
0.00
0.00
0.00
0.00
0.03
0.01
0.01
0.01
0.01
0.01
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.01
0.01
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.01
0.01
0.00
0.00
0.00
0.00
0.00
0.01
0.00
0.04
0.04
0.02
0.02
0.01
0.01
0.01
0.03
0.03
0.02
0.03
0.03

0.06
0.07
0.04
0.04
0.03
0.03
0.00
0.00
0.01
0.01
0.00
0.01
0.00
0.02
0.01
0.01
0.01
0.01
0.01
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.01
0.01
0.00
0.00
0.00
0.00
0.00
0.01
0.01
0.06
0.05
0.02
0.02
0.01
0.01
0.02
0.03
0.03
0.02
0.03
0.02

0.09
0.09
0.03
0.03
0.03
0.05
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.03
0.01
0.01
0.01
0.01
0.01
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.01
0.00
0.00
0.00
0.00
0.00
0.01
0.01
0.02
0.02
0.01
0.01
0.00
0.00
0.00
0.00
0.00
0.01
0.00
0.03
0.04
0.02
0.02
0.02
0.01
0.01
0.01
0.03
0.02
0.02
0.03

t0 t2 t4 t6 t8 t10

LACTOBACILLUS_ACIDOPHILUS_SC
SUBDOLIGRANULUM_VARIABILE_DSM
CLOSTRIDIALES
OSCILLOSPIRACEAE__OSCILLIBACTER
CLOSTRIDIALES_FAMILY_XIII._INCERTAE_SEDIS
MOGIBACTERIUM_SP._CM
METHANOBREVIBACTER_SMITHII_TSA
METHANOBREVIBACTER_SMITHII
OSCILLIBACTER_VALERICIGENES_SJM
RUMINOCOCCACEAE_BACTERIUM_D
LACTOBACILLUS_VAGINALIS_ATCC
PREVOTELLA_STERCOREA_DSM
SYNERGISTES_SP.___SYN
COLLINSELLA_AEROFACIENS_ATCC
BACTEROIDALES_BACTERIUM_CF
RUMINOCOCCACEAE
RUMINOCOCCUS_BROMII_L
OSCILLIBACTER_RUMINANTIUM_GH
RUMINOCOCCUS_BROMII__RUMINOCOCCUS_BROMII_L
BIFIDOBACTERIUM_THERMOPHILUM_RBL
ODOCOILEUS_VIRGINIANUS
EUBACTERIUM_HALLII_DSM
EUBACTERIUM_CYLINDROIDES_T
EUBACTERIUM_INFIRMUM_F
ENVIRONMENTAL_SAMPLES__UNCULTURED_ALISTIPES_SP.
LACHNOSPIRACEAE_BACTERIUM___FAA
BACTEROIDIA__BACTEROIDALES
PSEUDOFLAVONIFRACTOR_CAPILLOSUS_ATCC
LACTOBACILLUS
LACTOBACILLUS_ULTUNENSIS_DSM
LACTOBACILLUS_ACIDOPHILUS_NCFM
LACTOBACILLUS_KEFIRANOFACIENS_ZW
LACTOBACILLUS_CRISPATUS_FB
MEGASPHAERA_ELSDENII_DSM
LACTOBACILLUS_JOHNSONII_FI
LACTOBACILLUS_REUTERI_CF_A
CLOSTRIDIUM_GLYCOLICUM_ATCC__=_DSM
LACTOBACILLUS_REUTERI_I
ACIDAMINOCOCCACEAE__ACIDAMINOCOCCUS
RUMINOCOCCUS
CLOSTRIDIUM_SP._MSTE
RUMINOCOCCUS_TORQUES_ATCC
CLOSTRIDIUM_CELATUM_DSM
ANAEROTRUNCUS_COLIHOMINIS_DSM
FLAVOBACTERIUM_SP._MS_C
BULLEIDIA_EXTRUCTA_W
FAECALIBACTERIUM_PRAUSNITZII_L
PREVOTELLA_COPRI_DSM
CATENIBACTERIUM_MITSUOKAI_DSM
FAECALIBACTERIUM_PRAUSNITZII_SL
RUMINOCOCCUS_SP._SR
DOREA_FORMICIGENERANS_ATCC
FAECALIBACTERIUM__FAECALIBACTERIUM_PRAUSNITZII
FAECALIBACTERIUM_CF._PRAUSNITZII_KLE
EUBACTERIUM_RECTALE_M
RUMINOCOCCUS_SP._JC
ERYSIPELOTRICHIA__ERYSIPELOTRICHALES__ERYSIPELOTRICHACEAE
EUBACTERIUM_BIFORME_DSM
SOLOBACTERIUM_MOOREI_F

0

0.05

0.1

0.15


