
Cohort

Control

D−Scour

ColiGuard

Neomycin

Neomycin+D−Scour

Neomycin+ColiGuard

0

1

2

3

1.00 1.25 1.50 1.75 2.00

PC3 (10.97%)

co
un

t

t2

BACILLI
LACTOBACILLUS

GAMMAPROTEOBACTERIA
BACTERIA
ARCHAEA

EURYARCHAEOTA
METHANOBACTERIALES

METHANOBACTERIACEAE
METHANOBREVIBACTER

METHANOBREVIBACTER_SMITHII

PROTEOBACTERIA
BACTEROIDETES_CHLOROBI_GROUP

BACTEROIDETES
BACTEROIDALES

FIRMICUTES
ACTINOBACTERIA

BIFIDOBACTERIACEAE
BIFIDOBACTERIUM

CORIOBACTERIACEAE
SELENOMONADALES

0

1

2

3

4

2.0 2.2 2.4 2.6

PC5 (2.82%)

co
un

t

t2

ACTINOBACTERIA
MICROCOCCINEAE

INTRASPORANGIACEAE
JANIBACTER

ACTINOMYCETALES
PROPIONIBACTERINEAE

PROPIONIBACTERIACEAE
PROPIONIBACTERIUM

CLOSTRIDIA
CLOSTRIDIALES

RUMINOCOCCACEAE
LACTOBACILLALES

LACTOBACILLUS

BACILLI
MOLLICUTES
FIRMICUTES

0

1

2

3

4

1.2 1.4 1.6 1.8 2.0

PC5 (3.09%)

co
un

t

t2

ACTINOBACTERIA
ACTINOMYCETALES

PROPIONIBACTERINEAE
PROPIONIBACTERIACEAE

PROPIONIBACTERIUM
CLOSTRIDIA

CLOSTRIDIALES
LACTOBACILLUS

PROTEOBACTERIA
BACTEROIDETES_CHLOROBI_GROUP

SPIROCHAETALES
CORIOBACTERIACEAE

BACILLI
MOLLICUTES
FIRMICUTES

LACTOBACILLALES
LACTOBACILLACEAE

0.0

0.5

1.0

1.5

2.0

0.8 1.0 1.2 1.4

PC3 (7.87%)

co
un

t

t8

BACTEROIDALES
PREVOTELLACEAE

PREVOTELLA
PROTEOBACTERIA

FIRMICUTES
ACTINOBACTERIA

CORIOBACTERIACEAE
CLOSTRIDIALES
RUMINOCOCCUS

RUMINOCOCCACEAE
FAECALIBACTERIUM_PRAUSNITZII

BACILLI
MOLLICUTES

ERYSIPELOTRICHACEAE
LACTOBACILLALES

LACTOBACILLACEAE
LACTOBACILLUS_REUTERI

LACTOBACILLUS_JOHNSONII

BACTEROIDETES_CHLOROBI_GROUP
SPIROCHAETALES

EUKARYOTA
UNCLASSIFIED_BACTERIA

LACTOBACILLUS

0

1

2

3

0.9 1.1 1.3 1.5

PC3 (7.66%)

co
un

t

t8

BACTEROIDALES
PREVOTELLACEAE

PREVOTELLA
PROTEOBACTERIA

FIRMICUTES
ACTINOBACTERIA

CORIOBACTERIACEAE
RUMINOCOCCUS
CLOSTRIDIALES

RUMINOCOCCACEAE
FAECALIBACTERIUM_PRAUSNITZII

BACILLI
MOLLICUTES

ERYSIPELOTRICHACEAE
LACTOBACILLALES

LACTOBACILLACEAE
LACTOBACILLUS_REUTERI

LACTOBACILLUS_JOHNSONII

BACTEROIDETES_CHLOROBI_GROUP
SPIROCHAETALES

SPIROCHAETACEAE
LACTOBACILLUS

0.00

0.25

0.50

0.75

1.00

3.00 3.25 3.50 3.75 4.00

PC4 (5.65%)

co
un

t

t6

BACTEROIDETES_CHLOROBI_GROUP
BACTEROIDETES
BACTEROIDALES

PREVOTELLACEAE
PREVOTELLA
CLOSTRIDIA

CLOSTRIDIALES
BACILLI

LACTOBACILLALES
LACTOBACILLACEAE

LACTOBACILLUS
LACTOBACILLUS_REUTERI

MOLLICUTES
FIRMICUTES

ERYSIPELOTRICHACEAE

0

1

2

3

2.5 3.0 3.5 4.0

PC2 (17.8%)

co
un

t

t6

BACTEROIDETES_CHLOROBI_GROUP
BACTEROIDETES
BACTEROIDALES

PREVOTELLACEAE
PREVOTELLA

BACILLI
LACTOBACILLALES

LACTOBACILLUS

PROTEOBACTERIA
FIRMICUTES

ACTINOBACTERIA
CLOSTRIDIA

CLOSTRIDIALES
RUMINOCOCCACEAE

MOLLICUTES

0

1

2

3

2.4 2.8 3.2 3.6

PC2 (19.36%)

co
un

t

t6

BACTEROIDETES_CHLOROBI_GROUP
BACTEROIDETES
BACTEROIDALES

PREVOTELLACEAE
PREVOTELLA

PROTEOBACTERIA
FIRMICUTES

ACTINOBACTERIA
CLOSTRIDIA

CLOSTRIDIALES
RUMINOCOCCACEAE

BACILLI
MOLLICUTES

0.0

0.5

1.0

1.5

2.0

3.4 3.6 3.8 4.0

PC4 (5.65%)

co
un

t

t6

BACTEROIDETES_CHLOROBI_GROUP
BACTEROIDETES
BACTEROIDALES

PREVOTELLACEAE
PREVOTELLA
CLOSTRIDIA

CLOSTRIDIALES
BACILLI

LACTOBACILLALES
LACTOBACILLACEAE

LACTOBACILLUS
LACTOBACILLUS_REUTERI

MOLLICUTES
FIRMICUTES

ERYSIPELOTRICHACEAE

0.0

0.5

1.0

1.5

2.0

0.0 0.2 0.4

PC5 (3.83%)

co
un

t

t9

CLOSTRIDIALES
RUMINOCOCCACEAE

FAECALIBACTERIUM_PRAUSNITZII
LACTOBACILLALES

LACTOBACILLACEAE
LACTOBACILLUS_REUTERI

LACTOBACILLUS_JOHNSONII

CLOSTRIDIALES_FAMILY_XIII._INCERTAE_SEDIS
PEPTOSTREPTOCOCCACEAE

UNCLASSIFIED_PEPTOSTREPTOCOCCACEAE
CLOSTRIDIACEAE

CLOSTRIDIUM
FIRMICUTES

ERYSIPELOTRICHACEAE

0.0

0.5

1.0

1.5

2.0

−0.5 −0.4 −0.3 −0.2 −0.1 0.0

PC5 (3.93%)

co
un

t

t9

CLOSTRIDIALES
RUMINOCOCCACEAE

FAECALIBACTERIUM_PRAUSNITZII
BACILLI

LACTOBACILLALES
LACTOBACILLACEAE

LACTOBACILLUS_REUTERI
LACTOBACILLUS

LACTOBACILLUS_JOHNSONII

CLOSTRIDIALES_FAMILY_XIII._INCERTAE_SEDIS
PEPTOSTREPTOCOCCACEAE

UNCLASSIFIED_PEPTOSTREPTOCOCCACEAE
CLOSTRIDIACEAE

CLOSTRIDIUM
MOLLICUTES
FIRMICUTES

ERYSIPELOTRICHACEAE


