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Figure S3: Within-site correlation of phylotype abundance.  
Correlation coefficients were calculated for the co-occurrence of a phylotype within a site between the 
two A. thaliana collected at the site, A. thaliana x other Brassicaceae and A. thaliana x soil sample.  
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Figure S4: Silhouette width estimated for members of two clusters.  
Silhouette scores for membership assignment to each of the microbiome types. For each cluster, “number 
of individuals in the cluster | average distance between a sample and members of the other cluster” is 
indicated.  
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Figure S5: Distance-Semivariance plot for ATUE5. The relationship between the spatial 
distance between two plants, and the correlation of the abundance of ATUE5 between the two plants. 
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Figure S6: Projection of A. thaliana genotypes from this study projected into 
genotypic PC space from 1001 Genomes project. Individuals from this study (“Pathodopsis”) 
align well with the broader 1001 Genomes (“1001g”) population. 
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Figure S7: Fst around ACD6. The fixation index Fst was estimated for SNPs in a list of known immune-
associated genes. The most extreme values of Fst lie in the immune regulator ACD6 which has previously 
been associated with autoimmunity in A. thaliana populations. 
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Figure S8: Correlogram of relationship between environmental and developmental 
covariates used in random forest modeling. Covariates are detailed in Methods.  
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