
[3x] MBE6819989.1;MBE6771590.1;CDC13175.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:413 [1x])

[2x] MBE6755134.1;MBE6783957.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [2x])

[8x] HAX84441.1;MBD8962325.1;HCT16202.1;HAS37428.1;CDA88809.1;HAY72853.1;CDA19189.1;HBM00869.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. CAG:563 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. CAG:488 [1x])

HBL40485.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium)

[3x] MBE6772679.1;MBE6775466.1;MBE6785816.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [3x])

MBE6746118.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium)

NLP48410.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium)

OQA66129.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium ADurb.Bin262)

[9x] HCD90729.1;CDB41338.1;HCK86220.1;NLB37395.1;MBD9210280.1;MBD9071609.1;MBD9212955.1;HCX46305.1;NLX94284.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. CAG:177 [1x])

NLO46420.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium)

HHU83994.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium)

MBE6813513.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium)

[5x] HBP70799.1;HAQ63778.1;HCW34172.1;HAQ28247.1;CCY91580.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. CAG:180 [1x])

[3x] MBE6836080.1;MBE6804514.1;MBE6828248.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [3x])

[2x] NLA72836.1;OQA49879.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium ADurb.Bin300 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [1x])

[6x] MBE6748073.1;MBE6801341.1;MBE6751277.1;MBE6813906.1;MBE6796026.1;MBE6799597.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [6x])

[2x] MBE6790925.1;MBE6716341.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [2x])

[2x] NLA76649.1;NMP38529.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [2x])

[2x] NLL15804.1;NLX78955.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [2x])

[17x] MBD8944201.1;CCY67058.1;OKZ48312.1;MBD8974724.1;GFI71797.1;CDB50922.1;MBD8979483.1;HBV73934.1;MBD5082910.1;MBD8929855.1;HCK44229.1;CDC32857.1;MBE6816223.1;CDA11863.1;HBN38819.1;CDD63536.1;MBE6720536.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium 41_21_two_genomes [1x],Bacteria;Firmicutes;NA;NA;NA;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:678 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Anaerotruncus;Anaerotruncus sp. CAG:528 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:217 [1x])

[3x] MBE6720824.1;WP_078767737.1;MBE6740738.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium coprostanoligenes [1x])

PWL88750.1 (Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Enterobacteriaceae;Escherichia;Escherichia coli)

MBE6817940.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium)

[15x] WP_019132696.1;MBD9055968.1;WP_072470214.1;WP_009430237.1;HBS90726.1;KGF11459.1;VFB15571.1;WP_072537902.1;WP_077074707.1;WP_180499247.1;WP_099207950.1;CAC9932352.1;WP_068455582.1;WP_108831970.1;WP_068369995.1 (Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Urinicoccus;Urinicoccus massiliensis [2x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus coxii [2x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus sp. Marseille-P3761 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus obesi [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus sp. 1804121828 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus mediterraneensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus sp. oral taxon 375 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus urinimassiliensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus pacaensis [1x],Bacteria;Firmicutes;Tissierellia;NA;NA;NA;Tissierellia bacterium S5-A11 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Urinicoccus;Urinicoccus timonensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium ventriosum [1x])

[17x] WP_195577771.1;WP_173902921.1;SCI56771.1;WP_072522180.1;EDM89336.1;WP_022388282.1;SCG91529.1;WP_182279215.1;WP_118049280.1;WP_117753634.1;RHD33441.1;WP_117943726.1;WP_144368218.1;WP_022214068.1;WP_119246546.1;WP_161285521.1;WP_118698463.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia obeum [7x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;NA [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;uncultured Ruminococcus sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AF45-4BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AF17-22AC [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. Marseille-P3087 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. BIOML-A1 [1x])

MBE5969989.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium)

[50x] RGT09170.1;MBD9150720.1;PWL92808.1;MBD8924921.1;WP_162205733.1;CDD55886.1;CDD99244.1;NSC27753.1;MBD8920176.1;MSC60538.1;WP_005363889.1;HCH82116.1;HBO04292.1;WP_138270157.1;NSC77308.1;CUN19193.1;RHF03847.1;EEC56326.1;MBD9303937.1;CDA06060.1;WP_034579869.1;RHA93044.1;WP_173753231.1;RGI66085.1;HAX66059.1;TYL57454.1;OLA59225.1;WP_186836327.1;CDB67865.1;CDE35588.1;WP_053942230.1;RHI23771.1;NBJ01438.1;OKZ90148.1;RHL04046.1;RGM69221.1;MSC54738.1;RGW87326.1;HCF15013.1;WP_066088422.1;WP_186866037.1;NBJ98726.1;WP_138159462.1;HAC03609.1;ACR74044.1;CDB65997.1;WP_022502359.1;RGN19836.1;WP_004076733.1;MBD9036792.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;[Eubacterium] rectale [17x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;NA [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [2x],Bacteria;NA;NA;NA;NA;NA;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Schaedlerella;Schaedlerella arabinosiphila [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. CAG:257 [1x],Bacteria;Firmicutes;Tissierellia;NA;NA;Kallipyga;Kallipyga massiliensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. CAG:10041_57 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnospira;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. CAG:38 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerotignum;Anaerotignum neopropionicum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. CAG:471 [1x],Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;Bacteroidaceae;Bacteroides;NA [1x],Bacteria;Firmicutes;Tissierellia;NA;NA;Kallipyga;Kallipyga gabonensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnospira;Lachnospira sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia caecimuris [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. BX1005 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium ventriosum [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus catoniae [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. CAG:252 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;[Bacteroides] pectinophilus [1x])

WP_066047348.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerotignum;Anaerotignum propionicum)

[7x] SCJ70677.1;WP_133528282.1;WP_067537891.1;WP_118335970.1;WP_090163208.1;WP_161874535.1;NLD11600.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiales Family XIII. Incertae Sedis;Emergencia;Emergencia timonensis [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Aminicella;Aminicella lysinilytica [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;uncultured Eubacterium sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiales Family XIII. Incertae Sedis;Emergencia;Emergencia sp. 1XD21-50 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;NA [1x])

[2x] MST51732.1;WP_075712449.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. 68-3-10 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiales Family XIII. Incertae Sedis;NA;Clostridiales Family XIII bacterium WCA-MUC-591-APC-3H [1x])

[24x] HAN50628.1;SEI85724.1;WP_027205015.1;HBH70689.1;HBG85546.1;HAP03834.1;WP_022758609.1;CCX63841.1;WP_173545911.1;WP_110072431.1;WP_027218820.1;HBB60228.1;WP_022755514.1;SDZ85712.1;HCJ13827.1;WP_006905916.1;HCA33813.1;SFT49254.1;WP_074758384.1;WP_027207223.1;MBE5909391.1;HCW24005.1;MBE5834719.1;MQN02234.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [7x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio fibrisolvens [6x],Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;NA;Erysipelotrichaceae bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium XBD2001 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium CAG:791 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;NA [1x],Bacteria;Firmicutes;Bacilli;Lactobacillales;Lactobacillaceae;Sharpea;Sharpea azabuensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium NK3A20 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Shuttleworthia;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium A10 [1x])

WP_026505110.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. NC3005)

[14x] WP_129980940.1;HCJ37045.1;WP_033163156.1;MBE5909952.1;WP_090154403.1;WP_099392618.1;WP_090297264.1;WP_090488547.1;WP_154516604.1;WP_044916117.1;WP_090528826.1;CUO74322.1;WP_151622983.1;WP_090170561.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio xylanivorans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio ruminis [1x],Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;NA;Erysipelotrichaceae bacterium [1x],Bacteria;Firmicutes;Bacilli;Lactobacillales;Lactobacillaceae;Sharpea;Sharpea azabuensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. 49 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;NA [1x],Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;Catenibacterium;Catenibacterium mitsuokai [1x],Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;Catenibacterium;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. UC1225 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. ACV-2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. WCE2006 [1x])

[3x] NLH63661.1;WP_108775472.1;MBD0857992.1 (Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;Lactimicrobium;Lactimicrobium massiliense [1x],Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;NA;Erysipelotrichaceae bacterium [1x],Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;NA;Erysipelotrichaceae bacterium 7770_A6 [1x])

[3x] NLC74344.1;MST82271.1;HCE77746.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium Oil+RF-744-WCA-WT-13 [1x])

WP_027871333.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;[Eubacterium] cellulosolvens)

[2x] WP_013977860.1;HAD20421.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. SY8519 [1x])

[44x] WP_090164379.1;WP_022766956.1;WP_013282476.1;WP_118281387.1;WP_103869911.1;WP_022766317.1;WP_022770778.1;WP_173429771.1;WP_118639238.1;WP_035764921.1;WP_028246373.1;WP_022766227.1;WP_118535510.1;MBE5898440.1;WP_035777023.1;WP_035764890.1;WP_091821347.1;SCY44431.1;MBE5896930.1;WP_022772111.1;WP_071175688.1;MBE5855928.1;WP_026511805.1;WP_029230960.1;WP_130838361.1;WP_026523006.1;WP_022767405.1;WP_026518324.1;WP_073385168.1;WP_022777002.1;HAQ51822.1;MBD8915025.1;MBE5859390.1;WP_015514235.1;WP_026490283.1;WP_026489216.1;MBD8967008.1;WP_022242699.1;HAX11661.1;WP_074890291.1;WP_072701562.1;WP_034475840.1;MBE5838243.1;WP_024864473.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;NA [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. NC2002 [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus catus [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio hungatei [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. XBB1001 [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio proteoclasticus [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. AF15-21 [1x],Bacteria;Firmicutes;Bacilli;Lactobacillales;Lactobacillaceae;Sharpea;Sharpea azabuensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;Lachnoclostridium sp. Marseille-P6806 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. FCS014 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio xylanivorans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. AM16-25 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. VCB2006 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. AE3004 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. XPD2006 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. LC3010 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. ob235 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio ruminis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. Su6 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. MC2021 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. AE3009 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. NC2007 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. INlla14 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. AE2015 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio fibrisolvens [1x])

[27x] WP_120080232.1;WP_004801540.1;MBD9257022.1;MBD9258819.1;WP_026491475.1;SCH48772.1;WP_022770067.1;WP_034446607.1;WP_005945832.1;WP_154260488.1;WP_044975738.1;WP_132091692.1;WP_026528615.1;EIM58546.1;RGD66071.1;ETJ99432.1;MBC8573459.1;WP_026670288.1;MBE5911239.1;WP_154255649.1;WP_097775357.1;WP_097777607.1;WP_118526039.1;HAP20508.1;WP_026624805.1;WP_044912938.1;WP_026509307.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;Faecalibacterium prausnitzii [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;NA [3x],Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;Eggerthia;Eggerthia catenaformis [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;Faecalibacterium sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;[Eubacterium] cellulosolvens [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium NSJ-46 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiales Family XIII. In
certae Sedis;NA;[Eubacterium] nodatum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. LC3010 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. AE3006 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. XPD2002 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Frisingicoccus;Frisingicoccus caecimuris [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. WCE2006 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. VCD2006 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium OF09-6 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;Faecalibacterium sp. AF27-11BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;uncultured Faecalibacterium sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. AE2032 [1x])

[11x] WP_074624717.1;WP_074689513.1;WP_031589520.1;SDM18436.1;WP_029072497.1;SEJ33752.1;WP_029069899.1;WP_074687237.1;WP_107318541.1;KRN49736.1;HAD23074.1 (Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;Kandleria;Kandleria vitulina [11x])

[14x] WP_187012276.1;WP_040389845.1;WP_197715064.1;BBH25554.1;HCV46802.1;HAN58695.1;WP_173364120.1;WP_055233529.1;SCH78442.1;WP_195920984.1;WP_117458444.1;EEF93990.1;CDE28346.1;WP_086432649.1 (Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;Catenibacterium;Catenibacterium mitsuokai [3x],Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;Intestinibaculum;Intestinibaculum porci [2x],Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;NA;Erysipelotrichaceae bacterium [1x],Bacteria;Firmicutes;Bacilli;Lactobacillales;Lactobacillaceae;Sharpea;Sharpea azabuensis [1x],Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;Catenibacterium;Catenibacterium sp. CAG:290 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;NA [1x],Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;Eggerthia;Eggerthia catenaformis [1x],Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;Catenibacterium;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;uncultured Clostridium sp. [1x],Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;Catenibacterium;Catenibacterium sp. NSJ-22 [1x],Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;Catenibacterium;Catenibacterium sp. [1x])

WP_091869496.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. INlla16)

[2x] MBE6715422.1;STO01577.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiales Family XIII. In
certae Sedis;NA;[Eubacterium] infirmum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [1x])

MBE6815804.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium)

MBE6813217.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium)

[74x] WP_112143655.1;WP_156071857.1;WP_112120767.1;WP_154276268.1;MBD9126915.1;WP_117526203.1;WP_158397964.1;CBK99456.1;HAH89463.1;WP_158390683.1;HAQ96998.1;OLA32644.1;WP_087227990.1;WP_156064791.1;WP_118657671.1;OLA33357.1;WP_112115266.1;WP_158394823.1;WP_087249032.1;MBD9126038.1;HCV94668.1;WP_158401732.1;MBD9045358.1;WP_149794629.1;WP_117929427.1;WP_035394052.1;WP_117476806.1;WP_097802207.1;WP_097780169.1;WP_112148214.1;WP_156075639.1;EHO84003.1;WP_005926243.1;EEU96795.1;WP_117948132.1;HBB10141.1;WP_158404078.1;WP_097783897.1;MBD9241820.1;HBO62521.1;WP_156069745.1;CBL03039.1;WP_087322853.1;SCG97431.1;WP_113991852.1;WP_156073738.1;MBD8928003.1;WP_098922497.1;HAR93756.1;WP_097786256.1;WP_118553086.1;WP_158403901.1;WP_186850659.1;MBD9003652.1;WP_113621028.1;WP_087385782.1;WP_097838760.1;WP_055184552.1;WP_156065685.1;OLA27135.1;WP_117503983.1;OLA29234.1;WP_154251457.1;WP_129872114.1;MBD9289592.1;WP_128117212.1;WP_112090025.1;WP_087365091.1;WP_097772213.1;WP_097771048.1;WP_117533103.1;WP_097792125.1;WP_156057920.1;WP_055187881.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;Faecalibacterium prausnitzii [52x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;Faecalibacterium sp. [7x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;NA [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;Faecalibacterium sp. OM04-11BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;Faecalibacterium sp. 4P15 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiales Family XIII. In
certae Sedis;NA;[Eubacterium] infirmum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;Faecalibacterium sp. An77 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;Faecalibacterium sp. An122 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;Faecalibacterium sp. An121 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;Faecalibacterium sp. An192 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;Faecalibacterium sp. CAG:82-related_59_9 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;Faecalibacterium sp. Marseille-P9312 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;Faecalibacterium sp. OF04-11AC [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;uncultured Faecalibacterium sp. [1x])

[2x] WP_191381235.1;WP_191491670.1 (Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Pseudoscilispira;Candidatus Pseudoscilispira faecavium [1x],Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Pseudoscilispira;Candidatus Pseudoscilispira falkowii [1x])

[4x] HAC61800.1;HCI73073.1;HCE73145.1;MSS14627.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium Oil+RF-744-WCA-WT-11 [1x])

[28x] WP_022516170.1;WP_014080911.1;WP_117920285.1;HCX94041.1;HBH99496.1;OKZ55919.1;MBE6009518.1;WP_021923876.1;SCI95005.1;TJX52491.1;WP_118581210.1;WP_055068347.1;WP_075680944.1;HCU03765.1;WP_055171679.1;HAD67455.1;WP_090172679.1;NLK78529.1;WP_021739251.1;WP_015559611.1;WP_118930595.1;WP_022035556.1;WP_090170724.1;HCJ76731.1;WP_109216775.1;WP_007890229.1;WP_055039644.1;WP_013977471.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;NA [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia inulinivorans [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium oxidoreducens [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;NA [2x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Tissierellaceae;Soehngenia;Soehngenia saccharolytica [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium 44_9 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. 831b [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium ramulus [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia faecis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. SY8519 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;uncultured Roseburia sp. [1x])

NLU43944.1 (Bacteria;Tenericutes;Mollicutes;Acholeplasmatales;Acholeplasmataceae;NA;Acholeplasmataceae bacterium)

[4x] WP_072830700.1;WP_074919224.1;WP_118555872.1;MBE6994898.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Terrisporobacter;Terrisporobacter glycolicus [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnotalea;Lachnotalea sp. AF33-28 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium collagenovorans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [1x])

[3x] WP_148557343.1;HBI91916.1;WP_071120734.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Terrisporobacter;Terrisporobacter glycolicus [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;Romboutsia timonensis [1x])

[5x] WP_007787900.1;WP_185624401.1;WP_091976187.1;WP_185594033.1;WP_106777013.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Peptostreptococcus;Peptostreptococcus russellii [3
x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Peptostreptococcus;Peptostreptococcus canis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Peptostreptococcus;Peptostreptococcus stomatis [1x])

[5x] MBC8587908.1;NLW41380.1;NLY65994.1;NLX62907.1;NLY77412.1 (Bacteria;Firmicutes;Tissierellia;NA;NA;NA;Tissierellia bacterium [4x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Tissierellaceae;NA;Tissierellaceae bacterium BX21 [1x])

WP_092721828.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;Romboutsia litu
seburensis)

[11x] WP_055218176.1;WP_072853374.1;WP_154258154.1;HBR78119.1;WP_173827843.1;WP_022463292.1;WP_173829400.1;WP_118697212.1;WP_118699891.1;WP_055226489.1;WP_118594711.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;NA [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Fusicatenibacter;Fusicatenibacter saccharivorans [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Lactonifactor;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. OM05-6 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Lactonifactor;Lactonifactor longoviformis [1x])

[10x] W
P_028242810.1;MBE5918446.1;WP_090547975.1;MBE5917889.1;WP_074792115.1;CBK73594.1;WP_044936742.1;WP_033152593.1;MBE5914760.1;WP_090394896.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio ruminis [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. LB2011 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. OR37 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio fibrisolvens [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. C4 [1x])

[114x] W
P_055155095.1;WP_196020312.1;WP_173820929.1;WP_117466292.1;WP_173786174.1;WP_119195815.1;WP_118397868.1;WP_117495069.1;WP_055148210.1;MST58245.1;WP_029730758.1;WP_118683602.1;WP_055297197.1;WP_117834968.1;WP_138264472.1;WP_087018160.1;RGT72004.1;WP_117827460.1;WP_117861582.1;WP_153921098.1;WP_069156804.1;WP_117834637.1;WP_173886758.1;WP_055163097.1;WP_040015600.1;WP_118364821.1;WP_044940422.1;WP_118110840.1;WP_118621685.1;WP_025644717.1;WP_005336940.1;CDC14220.1;RGH41788.1;QNM01529.1;WP_069154139.1;WP_173699579.1;WP_118504543.1;WP_173690447.1;SFI05401.1;WP_147567673.1;SCJ67497.1;MBD9340447.1;WP_195250840.1;WP_118198697.1;WP_118447606.1;SCH91995.1;WP_050639898.1;RHS82581.1;WP_118576844.1;CDD01344.1;WP_173688746.1;WP_132383281.1;WP_117980901.1;WP_117569407.1;WP_129256845.1;WP_117557047.1;WP_191446688.1;WP_004605618.1;WP_117658693.1;MBD9337082.1;HBN25509.1;WP_009002944.1;WP_118177717.1;WP_047774249.1;WP_195601663.1;WP_154466313.1;WP_173789746.1;WP_121055362.1;WP_117824542.1;MBD9335842.1;WP_173695166.1;WP_089984969.1;CDC55599.1;WP_129879314.1;WP_118539254.1;WP_117657712.1;WP_025657177.1;MBD9017306.1;WP_195502241.1;RHP94274.1;WP_106493514.1;SCJ72005.1;WP_109733069.1;WP_173694769.1;WP_195255871.1;WP_102288622.1;WP_117497281.1;WP_023922208.1;QNM04816.1;WP_118107932.1;WP_105309860.1;WP_117613011.1;WP_055156733.1;WP_117522925.1;WP_117649141.1;RHV07345.1;SCG94873.1;WP_117890084.1;WP_118173972.1;WP_009255597.1;WP_186864952.1;HAD54300.1;WP_118567842.1;WP_173807739.1;WP_015529677.1;WP_008368588.1;WP_144366985.1;ERI70371.1;OLA51400.1;WP_191534606.1;WP_118358539.1;WP_118731238.1;CDA14279.1;RHT39318.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea formicigenerans [17x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus comes [13x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;NA [7x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;NA [7x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;NA [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Mediterraneibacter;[R

uminococcus] lactaris [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Mediterraneibacter;Mediterraneibacter faecis [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;uncultured Clostridium sp. [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Mediterraneibacter;[R
uminococcus] torques [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;[Clostridium] scindens [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Mediterraneibacter;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Faecalicatena;Faecalicatena contorta [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. C105KSO13 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea sp. AGR2135 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:91 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea formicigenerans CAG:28 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AM34-9AC [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium WCA3-601-WT-6H [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. AF25-12LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Eisenbergiella;Eisenbergiella massiliensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AM16-34 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium NLAE-zl-G231 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Faecalicatena;Faecalicatena fissicatena [1x],Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Paralachnospira;Candidatus Paralachnospira avium [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium CAG:212 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Eisenbergiella;Eisenbergiella sp. OF01-20 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Eisenbergiella;Eisenbergiella tayi [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AF34-10BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium sunii NSJ-8 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AF36-18BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. KLE 1755 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AM33-14 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia faecicola [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium AM59-13 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;uncultured Blautia sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lacrimispora;Lacrimispora celerecrescens [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium AM43-11BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Hungatella;Hungatella hathewayi [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. NSJ-13 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;NA [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium AM41-5BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Butyricicoccus;Butyricicoccus porcorum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;[Clostridium] hylemonae [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium AM31-12AC [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium OM07-11 [1x],Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Paralachnospira;Candidatus Paralachnospira caecorum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. D5 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Muricomes;Muricomes intestini [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. SG-772 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium NSJ-38 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Faecalicatena;Faecalicatena orotica [1x])

[17x] W
P_033142697.1;WP_022046869.1;BBF43303.1;WP_191474555.1;OLA73884.1;WP_073589142.1;WP_154430599.1;HCQ07571.1;EDY33599.1;WP_148391914.1;EDR45940.1;HCX45504.1;CDA25958.1;WP_117539351.1;WP_117830533.1;EEV02786.1;WP_103731597.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia producta [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerocolumna;Anaerocolumna xylanovorans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. CAG:197_41_10 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AM22-14LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium KM106-2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Mediterraneibacter;[R

uminococcus] lactaris [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. CAG:197 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia intestinalis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. MUC/MUC-530-WT-4D [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea formicigenerans [1x],Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Neoanaerotignum;Candidatus Neoanaerotignum tabaqchaliae [1x])

WP_193737124.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. LZLJ-3)

HBA64377.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium)

MBE5999167.1 (Bacteria;Firm
icutes;Clostrid

ia;Clostrid
iales;Clostrid

iaceae;Sarcina;Sarcina sp.)

[2x] M
BE5856104.1;WP_179011591.1 (Bacteria;Firm

icutes;Clostrid
ia;Clostrid

iales;Lachnospiraceae;NA;Lachnospiraceae bacterium [1x],Bacteria;Firm
icutes;Clostrid

ia;Clostrid
iales;Lachnospiraceae;Oribacterium;Oribacterium sp. oral taxon 102 [1x])

WP_035776253.1 (Bacteria;Firm
icutes;Clostrid

ia;Clostrid
iales;Lachnospiraceae;Butyrivibrio;NA)

[2x] NLH64185.1;WP_108773924.1 (Bacteria;Firm
icutes;Erysipelotric

hia;Erysipelotric
hales;Erysipelotric

haceae;Lactim
icrobium;Lactim

icrobium massiliense [1x],Bacteria;Firm
icutes;Erysipelotric

hia;Erysipelotric
hales;Erysipelotric

haceae;NA;Erysipelotric
haceae bacterium [1x])

[3x] M
ST82262.1;HCE77736.1;WP_027871825.1 (Bacteria;Firm

icutes;Clostrid
ia;Clostrid

iales;Lachnospiraceae;NA;Lachnospiraceae bacterium [1x],Bacteria;Firm
icutes;Clostrid

ia;Clostrid
iales;Lachnospiraceae;NA;Lachnospiraceae bacterium Oil+RF-744-WCA-WT-13 [1x],Bacteria;Firm

icutes;Clostrid
ia;Clostrid

iales;Eubacteriaceae;Eubacterium;[Eubacterium] cellulosolvens [1x])

CCX66587.1 (B
acteria;Firm

icutes;NA;NA;NA;NA;Firm
icutes bacterium CAG:791)

[2x] W
P_075712550.1;MST51851.1 (B

acteria;Firm
icutes;Clostrid

ia;Clostrid
iales;Eubacteriaceae;Eubacterium;Eubacterium sp. 68-3-10 [1x],Bacteria;Firm

icutes;Clostrid
ia;Clostrid

iales;Clostrid
iales Family XIII. 

Incertae Sedis;NA;Clostrid
iales Family XIII b

acterium WCA-MUC-591-APC-3H [1x])

HCW23086.1 (B
acteria;Firm

icutes;Clostrid
ia;Clostrid

iales;Lachnospiraceae;NA;Lachnospiraceae bacterium)

HCW81027.1 (B
acteria;Firm

icutes;Clostrid
ia;Clostrid

iales;Ruminococcaceae;NA;Ruminococcaceae bacterium)

[4x] C
DE56355.1;QNM10058.1;W

P_191370174.1;CAB1238906.1 (B
acteria;Firm

icutes;Clostrid
ia;Clostrid

iales;Ruminococcaceae;NA;Ruminococcaceae bacterium BL-4 [1x],B
acteria;Firm

icutes;Clostrid
ia;NA;NA;Candidatus Metalachnospira;Candidatus Metalachnospira gallin

arum [1x],B
acteria;Firm

icutes;Clostrid
ia;Clostrid

iales;Lachnospiraceae;Roseburia;Roseburia sp. C
AG:303 [1x],B

acteria;Firm
icutes;Clostrid

ia;Clostrid
iales;Lachnospiraceae;NA;NA [1x])

[2x] H
AN51262.1;HBE08813.1 (B

acteria;Firm
icutes;Clostrid

ia;Clostrid
iales;Lachnospiraceae;NA;Lachnospiraceae bacterium [2x])

MQN02303.1 (B
acteria;Firm

icutes;Clostrid
ia;Clostrid

iales;Lachnospiraceae;NA;NA)

NLC74546.1 (B
acteria;Firm

icutes;Clostrid
ia;Clostrid

iales;NA;NA;Clostrid
iales bacterium)

[3x] S
EA34160.1;HBH70386.1;HAP72764.1 (B

acteria;Firm
icutes;Clostrid

ia;Clostrid
iales;Lachnospiraceae;NA;Lachnospiraceae bacterium [2x],B

acteria;Firm
icutes;Clostrid

ia;Clostrid
iales;Lachnospiraceae;NA;Lachnospiraceae bacterium NK3A20 [1x])

[3x] H
CI84503.1;MSS16058.1;HAC60823.1 (B

acteria;Firm
icutes;Clostrid

ia;Clostrid
iales;Lachnospiraceae;NA;Lachnospiraceae bacterium [2x],B

acteria;Firm
icutes;Clostrid

ia;Clostrid
iales;Lachnospiraceae;NA;NA [1x])

MBE6025481.1 (B
acteria;Firm

icutes;Clostrid
ia;Clostrid

iales;NA;NA;Clostrid
iales bacterium)

[21x] W
P_161873904.1;HAZ68229.1;HCE61413.1;W

P_033120361.1;M
BE5773787.1;M

BD9118653.1;RHS35442.1;CCY06241.1;NLU25527.1;OLA26797.1;CDA91655.1;HCQ51750.1;HCR51776.1;CDB02679.1;RHU69124.1;CCZ46874.1;M
BD9107615.1;M

BD9253304.1;M
BD9140348.1;W

P_160200728.1;HCX43268.1 (B
acteria

;Firm
icutes;Clostrid

ia;Clostrid
iales;NA;NA;Clostrid

iales bacteriu
m [5

x],B
acteria

;Firm
icutes;Clostrid

ia;Clostrid
iales;Oscillo

spira
ceae;Oscillib

acter;O
scillib

acter s
p. [4

x],B
acteria

;Firm
icutes;Clostrid

ia;Clostrid
iales;Oscillo

spira
ceae;Oscillib

acter;O
scillib

acter s
p. E

R4 [1
x],B

acteria
;Firm

icutes;Clostrid
ia;Clostrid

iales;Ruminococcaceae;NA;Ruminococcaceae bacteriu
m AF10-16 [1

x],B
acteria

;Firm
icutes;Clostrid

ia;Clostrid
iales;NA;NA;NA [1

x],B
acteria

;Firm
icutes;NA;NA;NA;NA;Firm

icutes bacteriu
m CAG:145 [1

x],B
acteria

;Firm
icutes;Clostrid

ia;Clostrid
iales;Clostrid

iales Family XIII.
 In

certa
e Sedis;Emergencia;Emergencia sp. 1

XD21-50 [1
x],B

acteria
;Firm

icutes;NA;NA;NA;NA;Firm
icutes bacteriu

m
CAG:238 [1

x],B
acteria

;Firm
icutes;NA;NA;NA;NA;Firm

icutes bacteriu
m CAG:129_59_24 [1

x],B
acteria

;Firm
icutes;NA;NA;NA;NA;Firm

icutes bacteriu
m CAG:129 [1

x],B
acteria

;Firm
icutes;Clostrid

ia;Clostrid
iales;Ruminococcaceae;NA;Ruminococcaceae bacteriu

m TF06-43 [1
x],B

acteria
;Firm

icutes;Clostrid
ia;Clostrid

iales;Ruminococcaceae;NA;Ruminococcaceae bacteriu
m [1

x],B
acteria

;Actinobacteria
;Corio

bacteriia
;Eggerth

ellales;Eggerth
ellaceae;Eggerth

ella;Eggerth
ella sp. C

AG:1427 [1
x],B

acteria
;NA;NA;NA;NA;NA;bacteriu

m [1
x])

[3x] W
P_191366066.1;M

BD9220009.1;PWM06391.1 (B
acteria

;Firm
icutes;Clostrid

ia;Clostrid
iales;NA;NA;Clostrid

iales bacteriu
m [2

x],B
acteria

;Firm
icutes;Clostrid

ia;NA;NA;Candidatus M
etalachnospira

;Candidatus M
etalachnospira

 gallin
arum [1

x])

[3x] H
BI71747.1;M

BE5965457.1;HCR39482.1 (B
acteria

;Firm
icutes;Clostrid

ia;Clostrid
iales;Lachnospira

ceae;NA;Lachnospira
ceae bacteriu

m [3
x])

[6x] W
P_147632056.1;CDA64807.1;SCG95316.1;M

BD8940857.1;W
P_067558179.1;W

P_173865674.1 (B
acteria

;Firm
icutes;Clostrid

ia;Clostrid
iales;Lachnospira

ceae;NA;Lachnospira
ceae bacteriu

m [1
x],B

acteria
;Firm

icutes;Clostrid
ia;Clostrid

iales;Ruminococcaceae;Ruminococcus;uncultured Ruminococcus sp. [1
x],B

acteria
;Firm

icutes;Clostrid
ia;Clostrid

iales;Lachnospira
ceae;NA;NA [1

x],B
acteria

;Firm
icutes;NA;NA;NA;NA;Firm

icutes bacteriu
m CAG:56 [1

x],B
acteria

;Firm
icutes;Clostrid

ia;Clostrid
iales;Lachnospira

ceae;Faecalicatena;Faecalicatena fis
sicatena [1

x],B
acteria

;Firm
icutes;Erysipelotric

hia;Erysipelotric
hales;Erysipelotric

haceae;Faecalibaculum;Faecalibaculum ro
dentium [1

x])

[20x] O
LA68094.1;HCH29764.1;M

UT95152.1;CCY23295.1;HBI95745.1;M
BD9156299.1;W

P_147610428.1;M
BD9124619.1;HCQ67985.1;M

BD8952040.1;RGH06344.1;W
P_114001036.1;HAT78412.1;RHP02954.1;SKA81537.1;M

BD8932742.1;W
P_193499877.1;W

P_078784138.1;SCJ36592.1;SCI27464.1 (B
acteria

;Firm
icutes;Clostrid

ia;Clostrid
iales;Lachnospira

ceae;NA;Lachnospira
ceae bacteriu

m [3
x],B

acteria
;Firm

icutes;Clostrid
ia;Clostrid

iales;Ruminococcaceae;Gemmiger;G
emmiger fo

rm
icilis

 [3
x],B

acteria
;Firm

icutes;Clostrid
ia;Clostrid

iales;Ruminococcaceae;Subdoligranulum;Subdoligranulum sp. [3
x],B

acteria
;Firm

icutes;Clostrid
ia;Clostrid

iales;Ruminococcaceae;NA;Ruminococcaceae bacteriu
m [2

x],B
acteria

;Firm
icutes;NA;NA;NA;NA;Firm

icutes bacteriu
m AF36-19BH [1

x],B
acteria

;Firm
icutes;NA;NA;NA;NA;Firm

icutes bacteriu
m CAG:24 [1

x],B
acteria

;Firm
icutes;Clostrid

ia;Clostrid
iales;NA;NA;NA [1

x],B
acteria

;Firm
icutes;Clostrid

ia;Clostrid
iales;Ruminococcaceae;NA;NA [1

x],B
acteria

;Firm
icutes;Clostrid

ia;Clostrid
iales;Ruminococcaceae;Subdoligranulum;Subdoligranulum sp. D

SM 109015 [1
x],B

acteria
;Firm

icutes;Clostrid
ia;Clostrid

iales;Ruminococcaceae;Subdoligranulum;Subdoligranulum sp. 6
0_17 [1

x],B
acteria

;Firm
icutes;NA;NA;NA;NA;NA [1

x],B
acteria

;Firm
icutes;Clostrid

ia;Clostrid
iales;Clostrid

iaceae;Clostrid
ium;uncultured Clostrid

ium sp. [1
x],B

acteria
;Firm

icutes;Clostrid
ia;Clostrid

iales;Oscillo
spira

ceae;Oscillib
acter;O

scillib
acter s

p. [1
x])

[20x] R
RF88616.1;W

P_059053863.1;W
P_173367879.1;W

P_042089053.1;W
P_090863194.1;W

P_118078348.1;W
P_170103114.1;W

P_118100562.1;W
P_118343242.1;W

P_130812567.1;W
P_072355486.1;W

P_173455904.1;W
P_021726857.1;RRF96283.1;W

P_173445151.1;RRF95874.1;NLH91201.1;W
P_091004770.1;W

P_154541188.1;W
P_090846416.1 (B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Atopobiaceae;O

lsenella;O
lsenella umbonata [7

x],B
acteria

;Actin
obacteria

;Corio
bacteriia

;Corio
bacteria

les;Corio
bacteria

ceae;NA;Corio
bacteria

ceae bacteriu
m [3

x],B
acteria

;Actin
obacteria

;Corio
bacteriia

;Corio
bacteria

les;Atopobiaceae;O
lsenella;NA [2

x],B
acteria

;Actin
obacteria

;Corio
bacteriia

;Corio
bacteria

les;Atopobiaceae;O
lsenella;O

lsenella sp. k
h2p3 [1

x],B
acteria

;Actin
obacteria

;Corio
bacteriia

;Corio
bacteria

les;Atopobiaceae;O
lsenella;O

lsenella sp. A
F21-51 [1

x],B
acteria

;Actin
obacteria

;Corio
bacteriia

;Corio
bacteria

les;Atopobiaceae;Atopobium;Atopobium sp. [1
x],B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Atopobiaceae;O

lsenella;O
lsenella sp. K

H3B4 [1
x],B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Atopobiaceae;O

lsenella;O
lsenella sp. A

M04-33 [1
x],B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Atopobiaceae;O

lsenella;O
lsenella scatoligenes [1

x],B
acteria

;Actin
obacteria

;Corio
bacteriia

;Corio
bacteria

les;Atopobiaceae;O
lsenella;O

lsenella profusa [1
x],B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Atopobiaceae;O

lsenella;O
lsenella sp. M

arseille
-P4559 [1

x])

[37x] W
P_120178300.1;W

P_021727351.1;M
BD9245607.1;W

P_013250930.1;W
P_078687278.1;TGY63203.1;RRF89190.1;W

P_016477743.1;W
P_003149448.1;W

P_091009194.1;W
P_168897087.1;W

P_090845357.1;KRO02265.1;W
P_130811

540.1;W
P_194371391.1;W

P_03211
0050.1;W

P_072500299.1;W
P_070699359.1;W

P_062531507.1;RRF97950.1;W
P_173368422.1;RRF90176.1;W

P_154434560.1;NLH91524.1;W
P_072354568.1;W

P_059052551.1;RRF94709.1;W
P_170103849.1;W

P_009278249.1;W
P_11

7205853.1;W
P_124107439.1;W

P_091005331.1;PWM30335.1;RRF92797.1;M
BF0600003.1;W

P_036576158.1;W
P_154433371.1 (B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Corio

bacteria
ceae;NA;Corio

bacteria
ceae bacteriu

m [7
x],B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Atopobiaceae;O

lsenella;O
lsenella umbonata [4

x],B
acteria

;Actin
obacteria

;Corio
bacteriia

;Corio
bacteria

les;Atopobiaceae;Lancefie
ldella;Lancefie

ldella rim
ae [2

x],B
acteria

;Actin
obacteria

;Corio
bacteriia

;Corio
bacteria

les;Atopobiaceae;O
lsenella;O

lsenella uli [2
x],B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Atopobiaceae;O

lsenella;O
lsenella sp. D

SM 105246 [2
x],B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Atopobiaceae;O

lsenella;NA [2
x],B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Atopobiaceae;O

lsenella;O
lsenella sp. L

ZLJ-2 [1
x],B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Atopobiaceae;O

lsenella;O
lsenella sp. K

CTC 15699 [1
x],B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Atopobiaceae;O

lsenella;O
lsenella sp. M

arseille
-P4518 [1

x],B
acteria

;Actin
obacteria

;Corio
bacteriia

;Corio
bacteria

les;Atopobiaceae;O
lsenella;O

lsenella sp. k
h2p3 [1

x],B
acteria

;Actin
obacteria

;Corio
bacteriia

;Corio
bacteria

les;Atopobiaceae;Atopobium;Atopobium sp. [1
x],B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Atopobiaceae;O

lsenella;O
lsenella sp. o

ral ta
xon 809 [1

x],B
acteria

;Actin
obacteria

;Corio
bacteriia

;Corio
bacteria

les;Atopobiaceae;Atopobium;Atopobium sp. H
MSC064B08 [1

x],B
acteria

;Actin
obacteria

;Corio
bacteriia

;Corio
bacteria

les;Atopobiaceae;O
lsenella;O

lsenella sp. D
NF00959 [1

x],B
acteria

;Actin
obacteria

;Corio
bacteriia

;Corio
bacteria

les;Atopobiaceae;Atopobium;Atopobium sp. o
ral ta

xon 199 [1
x],B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Atopobiaceae;O

lsenella;O
lsenella sp. K

GMB02461 [1
x],B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Atopobiaceae;O

lsenella;O
lsenella scatoligenes [1

x],B
acteria

;Actin
obacteria

;Corio
bacteriia

;Corio
bacteria

les;Atopobiaceae;O
lsenella;O

lsenella sp. G
AM18 [1

x],B
acteria

;Actin
obacteria

;Corio
bacteriia

;Corio
bacteria

les;NA;NA;NA [1
x],B

acteria
;Actin

obacteria
;Corio

bacteriia
;NA;NA;NA;Corio

bacteriia
 bacteriu

m [1
x],B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Atopobiaceae;O

lsenella;O
lsenella sp. K

H3B4 [1
x],B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Atopobiaceae;O

lsenella;O
lsenella profusa [1

x],B
acteria

;Actin
obacteria

;Corio
bacteriia

;Corio
bacteria

les;Atopobiaceae;O
lsenella;O

lsenella sp. M
arseille

-P4559 [1
x],B

acteria
;Actin

obacteria
;Corio

bacteriia
;Corio

bacteria
les;Atopobiaceae;O

lsenella;O
lsenella phocaeensis [1

x])

RVU98595.1 (B
acteria

;Actin
obacteria

;Corio
bacteriia

;Corio
bacteria

les;NA;NA;Corio
bacteria

les bacteriu
m O

H1046)

HAT57026.1 (B
acteria

;Firm
icutes;Negativicutes;Veillo

nellales;Veillo
nellaceae;NA;Veillo

nellaceae bacteriu
m)

[2x] C
DE94429.1;W

P_154487583.1 (B
acteria

;Firm
icutes;Negativicutes;Acidaminococcales;Acidaminococcaceae;Acidaminococcus;Acidaminococcus sp. CAG:542 [1

x],B
acteria

;Firm
icutes;Negativicutes;Acidaminococcales;Acidaminococcaceae;Acidaminococcus;Acidaminococcus fe

rm
entans [1

x])

[17x] 
EPP16209.1;M

BD9022486.1;W
P_036204441.1;W

P_0711
41944.1;W

P_027894517.1;M
BD9021918.1;H

AM04462.1;W
P_014015088.1;W

P_048513838.1;W
P_095340781.1;W

P_054335863.1;W
P_059075486.1;W

P_170087946.1;W
P_007390734.1;W

P_020311
482.1;W

P_075579455.1;W
P_11

8023054.1 (B
acte

ria
;Firm

icu
tes;N

egativ
icu

tes;V
eillo

nella
les;V

eillo
nella

ce
ae;M

egasp
haera;M

egasp
haera elsd

enii [
6x],

Bacte
ria

;Firm
icu

tes;N
egativ

icu
tes;V

eillo
nella

les;V
eillo

nella
ce

ae;M
egasp

haera;N
A [2

x],
Bacte

ria
;Firm

icu
tes;N

egativ
icu

tes;V
eillo

nella
les;V

eillo
nella

ce
ae;N

A;N
A [1

x],
Bacte

ria
;Firm

icu
tes;N

egativ
icu

tes;V
eillo

nella
les;V

eillo
nella

ce
ae;M

egasp
haera;M

egasp
haera

sp
. A

M44-1BH [1
x],

Bacte
ria

;Firm
icu

tes;N
egativ

icu
tes;A

cid
aminoco

cc
ales;A

cid
aminoco

cc
ace

ae;Acid
aminoco

cc
us;A

cid
aminoco

cc
us t

im
onensis

 [1
x],

Bacte
ria

;Firm
icu

tes;N
egativ

icu
tes;V

eillo
nella

les;V
eillo

nella
ce

ae;M
egasp

haera;M
egasp

haera ce
revis

iae [1
x],

Bacte
ria

;Firm
icu

tes;N
egativ

icu
tes;V

eillo
nella

les;V
eillo

nella
ce

ae;M
egasp

haera;M
egasp

haera hexa
noica

 [1
x],

Bacte
ria

;Firm
icu

tes;N
egativ

icu
tes;A

cid
aminoco

cc
ales;A

cid
aminoco

cc
ace

ae;Acid
aminoco

cc
us;A

cid
aminoco

cc
us m

ass
ilie

nsis
 [1

x],
Bacte

ria
;Firm

icu
tes;N

egativ
icu

tes;V
eillo

nella
les;V

eillo
nella

ce
ae;M

egasp
haera;M

egasp
haera sp

. D
JF

_B143 [1
x],

Bacte
ria

;Firm
icu

tes;N
egativ

icu
tes;V

eillo
nella

les;V
eillo

nella
ce

ae;M
egasp

haera;M
egasp

haera sp
. N

M10 [1
x],

Bacte
ria

;Firm
icu

tes;N
egativ

icu
tes;V

eillo
nella

les;V
eillo

nella
ce

ae;M
egasp

haera;M
egasp

haera sp
. [1

x])

[7x] 
WP_109216776.1;W

P_154314493.1;M
BE6009519.1;W

P_090171959.1;SCI58450.1;W
P_021739250.1;W

P_013977472.1 (B
acte

ria
;Firm

icu
tes;C

lostr
idia;C

lostr
idiales;N

A;N
A;N

A [2
x],

Bacte
ria

;Firm
icu

tes;C
lostr

idia;C
lostr

idiales;L
ach

nosp
ira

ce
ae;N

A;Lach
nosp

ira
ce

ae bacte
riu

m [1
x],

Bacte
ria

;Firm
icu

tes;C
lostr

idia;C
lostr

idiales;E
ubacte

ria
ce

ae;Eubacte
riu

m;Eubacte
riu

m oxid
oreduce

ns [
1x],

Bacte
ria

;Firm
icu

tes;C
lostr

idia;C
lostr

idiales;E
ubacte

ria
ce

ae;Eubacte
riu

m;Eubacte
riu

m ra
mulus [

1x],
Bacte

ria
;Firm

icu
tes;C

lostr
idia;C

lostr
idiales;C

lostr
idiace

ae;C
lostr

idium;C
lostr

idium sp
. S

Y8519 [1
x],

Bacte
ria

;Firm
icu

tes;C
lostr

idia;C
lostr

idiales;L
ach

nosp
ira

ce
ae;R

ose
buria

;uncu
ltu

red R
ose

buria
 sp

. [1
x])

WP_022515253.1 (B
acte

ria
;Firm

icu
tes;C

lostr
idia;C

lostr
idiales;L

ach
nosp

ira
ce

ae;R
ose

buria
;N

A)

[2x] 
WP_0999511

77.1;W
P_075574754.1 (B

acte
ria

;Firm
icu

tes;T
iss

ierellia
;N

A;N
A;Eza

kie
lla

;Eza
kie

lla
 m

ass
ilie

nsis
 [1

x],
Bacte

ria
;Firm

icu
tes;T

iss
ierellia

;N
A;N

A;Eza
kie

lla
;Eza

kie
lla

 peruensis
 [1

x])

WP_008901035.1 (B
acte

ria
;Firm

icu
tes;T

iss
ierellia

;Tiss
ierella

les;P
eptoniphila

ce
ae;Peptoniphilu

s;P
eptoniphilu

s d
uerdenii)

ERJ8
1301.1 (B

acte
ria

;Firm
icu

tes;C
lostr

idia;C
lostr

idiales;P
eptostr

eptoco
cc

ace
ae;N

A;Peptostr
eptoco

cc
ace

ae bacte
riu

m oral ta
xo

n 11
3)

W
P_004822290.1 (B

acte
ria

;Firm
icu

tes;T
iss

ierellia
;Tiss

ierella
les;P

eptoniphila
ce

ae;P
eptoniphilu

s;P
eptoniphilu

s i
ndolic

us)

[13x] 
W

P_005955438.1;W
P_0711

26051.1;W
P_070610235.1;W

P_11
2889325.1;W

P_019124041.1;W
P_195445640.1;W

P_197407903.1;W
P_010248395.1;W

P_169969192.1;W
P_075660411

.1;W
P_062551978.1;W

P_148466051.1;W
P_070702302.1 (B

acte
ria

;Firm
icu

tes;T
iss

ierellia
;Tiss

ierella
les;P

eptoniphila
ce

ae;P
eptoniphilu

s;P
eptoniphilu

s h
arei [5

x],
Bacte

ria
;Firm

icu
tes;T

iss
ierellia

;Tiss
ierella

les;P
eptoniphila

ce
ae;P

eptoniphilu
s;P

eptoniphilu
s g

ross
ensis

 [2
x],

Bacte
ria

;Firm
icu

tes;T
iss

ierellia
;Tiss

ierella
les;P

eptoniphila
ce

ae;P
eptoniphilu

s;P
eptoniphilu

s p
hoce

ensis
 [1

x],
Bacte

ria
;Firm

icu
tes;T

iss
ierellia

;Tiss
ierella

les;P
eptoniphila

ce
ae;P

eptoniphilu
s;P

eptoniphilu
s r

hinitid
is 

[1x],
Bacte

ria
;Firm

icu
tes;T

iss
ierellia

;Tiss
ierella

les;P
eptoniphila

ce
ae;P

eptoniphilu
s;P

eptoniphilu
s s

p. A
GMB00490 [1

x],
Bacte

ria
;Firm

icu
tes;T

iss
ierellia

;Tiss
ierella

les;P
eptoniphila

ce
ae;P

eptoniphilu
s;P

eptoniphilu
s l

acy
donensis

 [1
x],

Bacte
ria

;Firm
icu

tes;T
iss

ierellia
;Tiss

ierella
les;P

eptoniphila
ce

ae;P
eptoniphilu

s;P
eptoniphilu

s s
p. H

MSC075B08 [1
x],

Bacte
ria

;Firm
icu

tes;T
iss

ierellia
;Tiss

ierella
les;P

eptoniphila
ce

ae;P
eptoniphilu

s;P
eptoniphilu

s s
p. H

MSC062D09 [1
x])

[5x] 
W

P_044565273.1;W
P_099321458.1;W

P_151409538.1;W
P_11

7520295.1;W
P_073998452.1 (B

acte
ria

;Firm
icu

tes;T
iss

ierellia
;Tiss

ierella
les;P

eptoniphila
ce

ae;A
naeroco

cc
us;A

naeroco
cc

us s
p. M

arse
ille

-P
3625 [1

x],
Bacte

ria
;Firm

icu
tes;T

iss
ierellia

;Tiss
ierella

les;P
eptoniphila

ce
ae;A

naeroco
cc

us;A
naeroco

cc
us s

p. M
arse

ille
-P

9784 [1
x],

Bacte
ria

;Firm
icu

tes;T
iss

ierellia
;Tiss

ierella
les;P

eptoniphila
ce

ae;A
naeroco

cc
us;A

naeroco
cc

us u
rin

omass
ilie

nsis
 [1

x],
Bacte

ria
;Firm

icu
tes;T

iss
ierellia

;Tiss
ierella

les;P
eptoniphila

ce
ae;A

naeroco
cc

us;A
naeroco

cc
us n

agya
e [1

x],
Bacte

ria
;Firm

icu
tes;T

iss
ierellia

;Tiss
ierella

les;P
eptoniphila

ce
ae;A

naeroco
cc

us;A
naeroco

cc
us p

rove
nce

nsis
 [1

x])

W
P_094234515.1 (B

acte
ria

;Firm
icu

tes;C
lostr

idia;C
lostr

idiales;C
lostr

idiales F
amily

 X
III.

 In
ce

rta
e S

edis;
Mogibacte

riu
m;M

ogibacte
riu

m pumilu
m)

[4x] 
W

P_077390372.1;W
P_009643668.1;M

ST69496.1;W
P_178978612.1 (B

acte
ria

;Firm
icu

tes;C
lostr

idia;C
lostr

idiales;C
lostr

idiales F
amily

 X
III.

 In
ce

rta
e S

edis;
Mogibacte

riu
m;M

ogibacte
riu

m tim
idum [1

x],
Bacte

ria
;Firm

icu
tes;C

lostr
idia;C

lostr
idiales;C

lostr
idiales F

amily
 X

III.
 In

ce
rta

e S
edis;

Mobilib
acte

riu
m;M

obilib
acte

riu
m tim

onense
 [1

x],
Bacte

ria
;Firm

icu
tes;C

lostr
idia;C

lostr
idiales;C

lostr
idiales F

amily
 X

III.
 In

ce
rta

e S
edis;

NA;C
lostr

idiales F
amily

 X
III 

bacte
riu

m R
F-744-FAT-W

T-3 [1
x],

Bacte
ria

;Firm
icu

tes;C
lostr

idia;C
lostr

idiales;C
lostr

idiales F
amily

 X
III.

 In
ce

rta
e S

edis;
Mogibacte

riu
m;N

A [1
x])

OJF
77003.1 (B

acte
ria

;S
piro

ch
aetes;S

piro
ch

aetia
;S

piro
ch

aetales;S
piro

ch
aetace

ae;Treponema;Treponema sp
. C

ETP13)

[5x] 
W

P_169749396.1;K
MO86515.1;W

P_143742662.1;S
DM24997.1;W

P_091647951.1 (B
acte

ria
;Firm

icu
tes;N

egativ
icu

tes;V
eillo

nella
les;V

eillo
nella

ce
ae;M

egasp
haera

;M
egasp

haera ce
re

vis
iae [3

x],
Bacte

ria
;Firm

icu
tes;N

egativ
icu

tes;V
eillo

nella
les;V

eillo
nella

ce
ae;M

egasp
haera

;M
egasp

haera pauciv
orans [

2x])

NCD05355.1 (B
acte

ria
;S

piro
ch

aetes;S
piro

ch
aetia

;N
A;N

A;N
A;S

piro
ch

aetia
 bacte

riu
m)

NLZ67454.1 (B
acte

ria
;S

piro
ch

aetes;S
piro

ch
aetia

;S
piro

ch
aetales;N

A;N
A;S

piro
ch

aetales b
acte

riu
m)

W
P_11

7329123.1 (B
acte

ria
;S

piro
ch

aetes;S
piro

ch
aetia

;S
piro

ch
aetales;S

piro
ch

aetace
ae;S

phaero
ch

aeta;S
phaero

ch
aeta halotolera

ns)

[3x] 
NCB33981.1;W

P_102343616.1;W
P_105303183.1 (B

acte
ria

;F
irm

icu
tes;E

rys
ipelotric

hia;N
A;N

A;N
A;E

rys
ipelotric

hia bacte
riu

m [1
x],

Bacte
ria

;F
irm

icu
tes;N

A;N
A;N

A;N
A;N

A [1
x],

Bacte
ria

;F
irm

icu
tes;E

rys
ipelotric

hia;E
rys

ipelotric
hales;E

rys
ipelotric

hace
ae;G

alacto
bacil

lus;G
alacto

bacil
lus t

im
onensis

 [1
x])

[17x] 
W

P_015778025.1;W
P_010248458.1;W

P_070641016.1;W
P_154540345.1;W

P_102198401.1;W
P_070605896.1;W

P_040397913.1;W
P_01911

8445.1;W
P_195215813.1;W

P_058990931.1;W
P_070737814.1;E

EB36744.1;W
P_049690594.1;W

P_0711
26343.1;W

P_151409207.1;W
P_105300686.1;W

P_004818690.1 (B
acte

ria
;F

irm
icu

tes;T
iss

iere
llia

;Tiss
iere

lla
les;P

eptoniphila
ce

ae;A
naero

co
cc

us;A
naero

co
cc

us h
yd

ro
genalis

 [3
x],

Bacte
ria

;F
irm

icu
tes;T

iss
iere

llia
;Tiss

iere
lla

les;P
eptoniphila

ce
ae;A

naero
co

cc
us;A

naero
co

cc
us m

ara
sm

i [1
x],

Bacte
ria

;F
irm

icu
tes;T

iss
iere

llia
;Tiss

iere
lla

les;P
eptoniphila

ce
ae;A

naero
co

cc
us;A

naero
co

cc
us r

ubeinfantis
 [1

x],
Bacte

ria
;F

irm
icu

tes;T
iss

iere
llia

;Tiss
iere

lla
les;P

eptoniphila
ce

ae;A
naero

co
cc

us;A
naero

co
cc

us s
p. H

MSC065G05 [1
x],

Bacte
ria

;F
irm

icu
tes;T

iss
iere

llia
;Tiss

iere
lla

les;P
eptoniphila

ce
ae;A

naero
co

cc
us;A

naero
co

cc
us s

p. H
MSC075B03 [1

x],
Bacte

ria
;F

irm
icu

tes;T
iss

iere
llia

;Tiss
iere

lla
les;P

eptoniphila
ce

ae;A
naero

co
cc

us;A
naero

co
cc

us s
p. M

arse
ille

-P
9784 [1

x],
Bacte

ria
;F

irm
icu

tes;T
iss

iere
llia

;Tiss
iere

lla
les;P

eptoniphila
ce

ae;A
naero

co
cc

us;A
naero

co
cc

us s
enegalensis

 [1
x],

Bacte
ria

;F
irm

icu
tes;T

iss
iere

llia
;Tiss

iere
lla

les;P
eptoniphila

ce
ae;A

naero
co

cc
us;A

naero
co

cc
us s

p. H
MSC068A02 [1

x],
Bacte

ria
;F

irm
icu

tes;T
iss

iere
llia

;Tiss
iere

lla
les;P

eptoniphila
ce

ae;A
naero

co
cc

us;A
naero

co
cc

us v
aginalis

 [1
x],

Bacte
ria

;F
irm

icu
tes;T

iss
iere

llia
;Tiss

iere
lla

les;P
eptoniphila

ce
ae;A

naero
co

cc
us;A

naero
co

cc
us p

re
vo

tii 
[1x],

Bacte
ria

;F
irm

icu
tes;T

iss
iere

llia
;Tiss

iere
lla

les;P
eptoniphila

ce
ae;A

naero
co

cc
us;A

naero
co

cc
us j

eddahensis
 [1

x],
Bacte

ria
;F

irm
icu

tes;T
iss

iere
llia

;Tiss
iere

lla
les;P

eptoniphila
ce

ae;P
eptoniphilu

s;P
eptoniphilu

s r
hinitid

is 
[1x],

Bacte
ria

;F
irm

icu
tes;T

iss
iere

llia
;Tiss

iere
lla

les;P
eptoniphila

ce
ae;A

naero
co

cc
us;A

naero
co

cc
us s

p. W
CA-3

80-W
T-2

B [1
x],

Bacte
ria

;F
irm

icu
tes;T

iss
iere

llia
;Tiss

iere
lla

les;P
eptoniphila

ce
ae;P

eptoniphilu
s;P

eptoniphilu
s l

acy
donensis

 [1
x],

Bacte
ria

;F
irm

icu
tes;T

iss
iere

llia
;Tiss

iere
lla

les;P
eptoniphila

ce
ae;A

naero
co

cc
us;A

naero
co
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acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;N

A
;R

um
inococcaceae bacterium

 [1x],B
acteria;B

acteroidetes;B
acteroidia;B

acteroidales;P
orphyrom

onadaceae;S
anguibacteroides;S

anguibacteroides justesenii [1x],B
acteria;B

acteroidetes;B
acteroidia;B

acteroidales;O
doribacteraceae;N

A
;N

A
 [1x])

[31x] W
P

_055275264.1;W
P

_035134235.1;W
P

_013658097.1;H
C

O
74422.1;H

A
R

84549.1;P
W

L55799.1;W
P

_195964198.1;W
P

_127067445.1;W
P

_186834910.1;C
D

B
15428.1;H

B
L05899.1;W

P
_195516621.1;O

K
Z

88212.1;W
P

_186860686.1;W
P

_042397629.1;W
P

_195245642.1;W
P

_150845653.1;C
D

B
74277.1;W

P
_055267589.1;E

K
Y

29109.1;W
P

_186838962.1;M
B

E
6059259.1;W

P
_133014278.1;W

P
_195988317.1;W

P
_024613698.1;H

B
A

03165.1;S
C

J32956.1;W
P

_196000873.1;W
P

_053985403.1;W
P

_051040648.1;W
P

_055291531.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 sp. [4x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 celatum
 [3x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 sulfidigenes [2x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 cuniculi [2x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;N

A
 [2x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 cadaveris [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 sp. D

53t1_180928_C
8 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 sp. C

A
G

:221 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;Lachnospiraceae;N

iam
eybacter;N

iam
eybacter m

assiliensis
[1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 sp. 1001271B

_151109_B
4 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;uncultured C

lostridium
 sp. [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 sp. N

S
J-6 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 saudiense [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;Lachnospiraceae;C
ellulosilyticum

;C
ellulosilyticum

 sp. W
C

F
-2 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 disporicum

 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;Lachnospiraceae;C

ellulosilyticum
;C

ellulosilyticum
 lentocellum

 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 thiosulfatireducens [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 sp. 29_15 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 sp. C
A

G
:265 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;N
A

 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 sp. N
S

J-49 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;P

eptostreptococcaceae;P
araclostridium

;P
araclostridium

 biferm
entans [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 sp. A

de.T
Y

 [1x])

M
B

E
5822286.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;C
lostridiales bacterium

)

W
P

_073006636.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 am
ylolyticum

)

[3x] M
B

E
6801019.1;M

B
E

6796575.1;M
B

E
6802711.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;N
A

;R
um

inococcaceae bacterium
 [3x])

[3x] M
B

E
6815604.1;M

B
E

6748270.1;M
B

E
6751468.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;N
A

;R
um

inococcaceae bacterium
 [3x])

N
M

P
36756.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;C
lostridiales bacterium

)

[22x] C
D

B
51999.1;H

B
N

38271.1;C
D

C
33527.1;H

C
K

44406.1;M
B

D
8978795.1;M

B
D

8944818.1;H
B

A
93071.1;P

W
L88094.1;M

B
D

8974427.1;H
B

M
03287.1;W

P
_078768293.1;C

C
Y

66754.1;M
B

E
6741968.1;H

B
V

74553.1;G
F

I71384.1;M
B

E
6817142.1;M

B
E

6720272.1;M
B

D
8929813.1;M

B
D

9113501.1;C
D

D
62955.1;O

K
Z

48948.1;C
D

A
12894.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;N
A

;R
um

inococcaceae bacterium
 [9x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;C
lostridiales bacterium

 [4x],B
acteria;P

roteobacteria;G
am

m
aproteobacteria;E

nterobacterales;E
nterobacteriaceae;E

scherichia;E
scherichia coli [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;C
lostridiales bacterium

 41_21_tw
o_genom

es [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;E
ubacterium

;E
ubacterium

 coprostanoligenes [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;E
ubacterium

;E
ubacterium

 sp. C
A

G
:251 [1x],B

acteria;F
irm

icutes;N
A

;N
A

;N
A

;N
A

;N
A

 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 sp. C
A

G
:678

[1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;A

naerotruncus;A
naerotruncus sp. C

A
G

:528 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 sp. C
A

G
:217 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;N
A

 [1x])

[2x] N
LA

77593.1;N
M

P
37104.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;C
lostridiales bacterium

 [2x])

[2x] W
P

_191454646.1;P
W

L43350.1 (B
acteria;F

irm
icutes;C

lostridia;N
A

;N
A

;C
andidatus A

llochristensenella;C
andidatus A

llochristensenella caecavium
 [1x],B

acteria;F
irm

icutes;N
A

;N
A

;N
A

;N
A

;F
irm

icutes bacterium
 [1x])

N
LT

15620.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;N

A
;N

A
;C

lostridiales bacterium
)

M
B

C
8532031.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
hristensenellaceae;N

A
;C

hristensenellaceae bacterium
 N

S
J-53)

S
LM

19122.1 (B
acteria;S

pirochaetes;S
pirochaetia;S

pirochaetales;N
A

;N
A

;uncultured spirochete)

[6x] H
H

W
73123.1;N

LO
94508.1;N

LL08167.1;N
LM

42191.1;H
H

T
42742.1;H

B
G

08927.1 (B
acteria;F

irm
icutes;N

A
;N

A
;N

A
;N

A
;F

irm
icutes bacterium

 [6x])

[6x] H
H

T
72962.1;K

LU
40889.1;N

LJ03242.1;H
H

T
25796.1;N

LM
55607.1;H

B
N

96033.1 (B
acteria;F

irm
icutes;N

A
;N

A
;N

A
;N

A
;F

irm
icutes bacterium

 [5x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;P

eptococcaceae;N
A

;P
eptococcaceae bacterium

 1109 [1x])

N
LM

39450.1 (B
acteria;F

irm
icutes;N

A
;N

A
;N

A
;N

A
;F

irm
icutes bacterium

)

N
LM

52744.1 (B
acteria;F

irm
icutes;N

A
;N

A
;N

A
;N

A
;F

irm
icutes bacterium

)

N
LC

76166.1 (B
acteria;F

irm
icutes;C

lostridia;N
A

;N
A

;N
A

;C
lostridia bacterium

)

[3x] H
H

W
07164.1;N

LL18533.1;H
H

Y
59615.1 (B

acteria;F
irm

icutes;C
lostridia;N

A
;N

A
;N

A
;C

lostridia bacterium
 [3x])

H
H

X
50908.1 (B

acteria;F
irm

icutes;C
lostridia;N

A
;N

A
;N

A
;C

lostridia bacterium
)

[4x] W
P

_014903996.1;W
P

_014185977.1;W
P

_007779067.1;W
P

_092334599.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;P

eptococcaceae;D
esulfosporosinus;D

esulfosporosinus orientis [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;P

eptococcaceae;D
esulfosporosinus;D

esulfosporosinus youngiae [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;P

eptococcaceae;D
esulfosporosinus;D

esulfosporosinus hippei [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;P

eptococcaceae;D
esulfosporosinus;D

esulfosporosinus m
eridiei [1x])

W
P

_006300027.1 (B
acteria;S

ynergistetes;S
ynergistia;S

ynergistales;S
ynergistaceae;A

m
inom

onas;A
m

inom
onas paucivorans)

N
C

C
58096.1 (B

acteria;S
ynergistetes;S

ynergistia;S
ynergistales;N

A
;N

A
;S

ynergistales bacterium
)

[13x] N
LW

23361.1;N
LJ98736.1;W

P
_080912122.1;M

B
E

6082679.1;M
B

C
8590860.1;H

H
V

38760.1;H
B

G
15513.1;N

LV
76756.1;W

P
_025641839.1;W

P
_093751163.1;W

P
_132025698.1;N

M
B

06930.1;W
P

_071140953.1 (B
acteria;F

irm
icutes;Tissierellia;N

A
;N

A
;N

A
;Tissierellia bacterium

 [4x],B
acteria;F

irm
icutes;N

A
;N

A
;N

A
;N

A
;F

irm
icutes bacterium

 [1x],B
acteria;F

irm
icutes;Tissierellia;Tissierellales;Tissierellaceae;S

chnuerera;S
chnuerera

ultunensis [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;Lachnospiraceae;N

A
;Lachnospiraceae bacterium

 N
S

J-29 [1x],B
acteria;F

irm
icutes;Tissierellia;Tissierellales;Tissierellaceae;K

eratinibaculum
;K

eratinibaculum
 paraultunense [1x],B

acteria;F
irm

icutes;Tissierellia;Tissierellales;Tissierellaceae;N
A

;N
A

 [1x],B
acteria;F

irm
icutes;Tissierellia;Tissierellales;Tissierellaceae;Tepidim

icrobium
;Tepidim

icrobium
 xylanilyticum

 [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;V

aribaculum
;V

aribaculum
 tim

onense [1x],B
acteria;F

irm
icutes;Tissierellia;Tissierellales;Tissierellaceae;Tepidim

icrobium
;Tepidim

icrobium
 sp. [1x],B

acteria;F
irm

icutes;Tissierellia;Tissierellales;Tissierellaceae;N
A

;Tissierellaceae bacterium
 [1x])

[4x] W
P

_135270792.1;M
B

C
7196717.1;M

B
C

7088374.1;T
JX

61373.1 (B
acteria;F

irm
icutes;Tissierellia;Tissierellales;N

A
;N

A
;Tissierellales bacterium

 [1x],B
acteria;D

eferribacteres;D
eferribacteres;D

eferribacterales;N
A

;N
A

;D
eferribacterales bacterium

 [1x],B
acteria;F

irm
icutes;Tissierellia;Tissierellales;Tissierellaceae;S

oehngenia;S
oehngenia longivitae [1x],B

acteria;F
irm

icutes;Tissierellia;Tissierellales;Tissierellaceae;S
oehngenia;S

oehngenia saccharolytica [1x])

[4x] P
K

M
70545.1;K

U
K

74055.1;M
B

G
0765245.1;H

A
E

43389.1 (B
acteria;F

irm
icutes;Tissierellia;Tissierellales;N

A
;N

A
;Tissierellales bacterium

 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;N

A
;N

A
;C

lostridiales bacterium
 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;N
A

 [1x],B
acteria;F

irm
icutes;N

A
;N

A
;N

A
;N

A
;F

irm
icutes bacterium

 H
G

W
-F

irm
icutes-18 [1x])

H
A

X
18347.1 (B

acteria;A
ctinobacteria;A

ctinobacteria;N
A

;N
A

;N
A

;A
ctinobacteria bacterium

)

N
LK

71678.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;N

A
;N

A
;C

lostridiales bacterium
)

[2x] M
T

I71753.1;W
P

_026894051.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridiisalibacter;C

lostridiisalibacter paucivorans [1x],B
acteria;F

irm
icutes;N

A
;N

A
;N

A
;N

A
;F

irm
icutes bacterium

 [1x])

M
T

I65286.1 (B
acteria;F

irm
icutes;N

A
;N

A
;N

A
;N

A
;F

irm
icutes bacterium

)

W
P

_089022493.1 (B
acteria;F

irm
icutes;C

lostridia;N
atranaerobiales;N

atranaerobiaceae;N
atranaerobius;N

atranaerobius trueperi)

W
P

_012447037.1 (B
acteria;F

irm
icutes;C

lostridia;N
atranaerobiales;N

atranaerobiaceae;N
atranaerobius;N

atranaerobius therm
ophilus)

H
H

Y
90717.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;C
lostridiales bacterium

)

[3x] H
H

V
98264.1;H

H
Y

24047.1;N
S

W
91476.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;N

A
;C

lostridiaceae bacterium
 [2x],B

acteria;F
irm

icutes;N
A

;N
A

;N
A

;N
A

;F
irm

icutes bacterium
 [1x])

[4x] N
LM

21222.1;N
LL53038.1;H

H
Y

24194.1;N
LO

98199.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;P

eptococcaceae;N
A

;P
eptococcaceae bacterium

 [3x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;N
A

;C
lostridiaceae bacterium

 [1x])

W
P

_025748477.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

aldicoprobacteraceae;C
aldicoprobacter;N

A
)

[4x] N
LA

11446.1;N
LA

47593.1;N
LZ32206.1;N

LA
12391.1 (B

acteria;Firm
icutes;N

A
;N

A
;N

A
;N

A
;Firm

icutes bacterium
 [4x])

H
H

X
74698.1 (B

acteria;Firm
icutes;N

A
;N

A
;N

A
;N

A
;Firm

icutes bacterium
)

W
P

_079490272.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;M

aledivibacter;M
aledivibacter halophilus)

[2x] W
P

_013486231.1;H
C

C
00097.1 (B

acteria;Firm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;E

thanoligenens;E
thanoligenens harbinense [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;N

A
;R

um
inococcaceae bacterium

 [1x])

[2x] W
P

_013624643.1;H
B

Q
87348.1 (B

acteria;Firm
icutes;C

lostridia;C
lostridiales;S

yntrophom
onadaceae;S

yntrophom
onas;S

yntrophom
onas sp. [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;P

eptococcaceae;S
yntrophobotulus;S

yntrophobotulus glycolicus [1x])

[8x] W
P

_154485086.1;M
S

S
44420.1;W

P
_042681070.1;H

B
M

75623.1;W
P

_072745367.1;H
B

M
81320.1;W

P
_077366895.1;H

H
V

26268.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;N

A
;C

lostridiaceae bacterium
 [2x],B

acteria;Firm
icutes;Tissierellia;Tissierellales;Tissierellaceae;A

naerosalibacter;A
naerosalibacter bizertensis [2x],B

acteria;Firm
icutes;Tissierellia;Tissierellales;Tissierellaceae;S

poranaerobacter;S
poranaerobacter acetigenes [1x],B

acteria;Firm
icutes;Tissierellia;N

A
;N

A
;N

A
;Tissierellia bacterium

 [1x],B
acteria;Firm

icutes;Tissierellia;Tissierellales;Tissierellaceae;A
naerosalibacter;A

naerosalibacter m
assiliensis [1x],B

acteria;Firm
icutes;Tissierellia;Tissierellales;Tissierellaceae;A

naerosalibacter;A
naerosalibacter sp. M

arseille-P
3206 [1x])

[6x] H
H

W
70121.1;W

P
_006315433.1;W

P
_129722902.1;W

P
_073197952.1;W

P
_035164380.1;H

H
U

63876.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;C
lostridiales bacterium

 [2x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

aloranaerobacter;C
aloranaerobacter azorensis [2x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
aldisalinibacter;C

aldisalinibacter kiritim
atiensis [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;X

ylanivirgaceae;X
ylanivirga;X

ylanivirga therm
ophila [1x])

N
M

B
42112.1 (B

acteria;Firm
icutes;N

A
;N

A
;N

A
;N

A
;Firm

icutes bacterium
)

[2x] W
P

_073093499.1;H
H

V
71220.1 (B

acteria;Firm
icutes;C

lostridia;N
A

;N
A

;N
A

;C
lostridia bacterium

 [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;S
yntrophom

onadaceae;Therm
osyntropha;Therm

osyntropha lipolytica [1x])

[2x] H
B

Q
26454.1;W

P
_076982587.1 (B

acteria;Firm
icutes;C

lostridia;C
lostridiales;S

yntrophom
onadaceae;S

yntrophom
onas;S

yntrophom
onas sp. [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;S

yntrophom
onadaceae;S

yntrophom
onas;S

yntrophom
onas zehnderi [1x])

W
P

_048600933.1 (B
acteria;Firm

icutes;B
acilli;B

acillales;B
acillaceae;R

ubeoparvulum
;R

ubeoparvulum
 m

assiliense)

[2x] H
H

W
61086.1;H

B
Q

84907.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;S
yntrophom

onadaceae;S
yntrophom

onas;S
yntrophom

onas sp. [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;S
yntrophom

onadaceae;N
A

;S
yntrophom

onadaceae bacterium
 [1x])

[3x] W
P

_164943832.1;W
P

_164949883.1;W
P

_125004666.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 sp. FP

2 [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 tagluense [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 sp. FP
1 [1x])

[7x] W
P

_066648904.1;W
P

_082103559.1;M
B

D
5560444.1;K

K
I49881.1;W

P
_066686589.1;W

P
_066517694.1;W

P
_186858913.1 (B

acteria;Firm
icutes;C

lostridia;C
lostridiales;C

atabacteriaceae;C
atabacter;C

atabacter hongkongensis [2x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
hristensenellaceae;C

hristensenella;C
hristensenella sp. N

S
J-35 [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;C

hristensenellaceae;C
hristensenella;C

hristensenella m
inuta [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;C

hristensenellaceae;C
hristensenella;C

hristensenella tim
onensis [1x],B

acteria;Firm
icutes;C

lostridia;N
A

;N
A

;N
A

;C
lostridia bacterium

 [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
hristensenellaceae;C

hristensenella;C
hristensenella sp. A

F73-05C
M

02 [1x])

W
P

_113675627.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;Vallitaleaceae;Vallitalea;Vallitalea guaym
asensis)

[5x] P
K

L27450.1;H
C

S
36702.1;H

A
F86585.1;W

P
_198892628.1;W

P
_117331536.1 (B

acteria;S
pirochaetes;S

pirochaetia;S
pirochaetales;S

pirochaetaceae;S
phaerochaeta;S

phaerochaeta sp. [2x],B
acteria;S

pirochaetes;S
pirochaetia;S

pirochaetales;S
pirochaetaceae;S

phaerochaeta;S
phaerochaeta sp. S

2 [1x],B
acteria;S

pirochaetes;S
pirochaetia;S

pirochaetales;S
pirochaetaceae;S

phaerochaeta;S
phaerochaeta halotolerans [1x],B

acteria;S
pirochaetes;N

A
;N

A
;N

A
;N

A
;S

pirochaetae bacterium
 H

G
W

-S
pirochaetae-2 [1x])

H
C

S
35157.1 (B

acteria;S
pirochaetes;S

pirochaetia;S
pirochaetales;S

pirochaetaceae;S
phaerochaeta;S

phaerochaeta sp.)

[7x] V
B

B
41138.1;H

C
X

97247.1;W
P

_158905859.1;P
K

L13330.1;H
B

K
58895.1;S

LM
19025.1;H

G
T02722.1 (B

acteria;S
pirochaetes;S

pirochaetia;S
pirochaetales;S

pirochaetaceae;N
A

;S
pirochaetaceae bacterium

 [2x],B
acteria;S

pirochaetes;N
A

;N
A

;N
A

;N
A

;N
A [1x],B

acteria;S
pirochaetes;N

A
;N

A
;N

A
;N

A
;uncultured S

pirochaetes bacterium
 [1x],B

acteria;S
pirochaetes;S

pirochaetia;S
pirochaetales;N

A
;N

A
;uncultured spirochete [1x],B

acteria;S
pirochaetes;S

pirochaetia;S
pirochaetales;N

A
;N

A
;N

A [1x],B
acteria;S

pirochaetes;N
A

;N
A

;N
A

;N
A

;S
pirochaetes bacterium

 [1x])

[3x] H
A

L93285.1;O
Q

C
74607.1;N

LH
89079.1 (B

acteria;S
pirochaetes;N

A
;N

A
;N

A
;N

A
;S

pirochaetes bacterium
 A

D
urb.B

in001 [1x],B
acteria;S

pirochaetes;S
pirochaetia;S

pirochaetales;S
pirochaetaceae;N

A
;S

pirochaetaceae bacterium
 [1x],B

acteria;S
pirochaetes;S

pirochaetia;S
pirochaetales;S

pirochaetaceae;Treponem
a;Treponem

a sp. [1x])

N
LJ05376.1 (B

acteria;S
pirochaetes;S

pirochaetia;S
pirochaetales;N

A
;E

xilispira;E
xilispira sp.)

TFG
17948.1 (A

rchaea;C
andidatus Lokiarchaeota;N

A
;N

A
;N

A
;N

A
;C

andidatus Lokiarchaeota archaeon)

R
LI62526.1 (A

rchaea;C
andidatus Lokiarchaeota;N

A
;N

A
;N

A
;N

A
;C

andidatus Lokiarchaeota archaeon)

N
LA

23176.1 (B
acteria;C

andidatus M
arinim

icrobia;N
A

;N
A

;N
A

;N
A

;C
andidatus M

arinim
icrobia bacterium

)

[2x] N
LM

52795.1;H
H

V45226.1 (B
acteria;Firm

icutes;N
A;N

A;N
A

;N
A;Firm

icutes bacterium
 [2x])

[2x] N
M

C
38392.1;M

ZQ
48279.1 (Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;N

A;N
A;Bacteroidales bacterium

 [2x])

N
LJ44485.1 (Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;N

A;N
A;Bacteroidales bacterium

)

[2x] O
FX78189.1;PKO

97435.1 (Bacteria;Bacteroidetes;N
A;N

A;N
A;N

A;Bacteroidetes bacterium
 H

G
W

-Bacteroidetes-7 [1x],Bacteria;Bacteroidetes;N
A;N

A;N
A;N

A;N
A [1x])

M
BE0653800.1 (Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;N

A;N
A;Bacteroidales bacterium

)

N
C

A75226.1 (Bacteria;Proteobacteria;Alphaproteobacteria;N
A;N

A;N
A;Alphaproteobacteria bacterium

)

[4x] PKO
98744.1;PKP06749.1;O

FX79493.1;O
FY89167.1 (Bacteria;Bacteroidetes;N

A;N
A;N

A;N
A;Bacteroidetes bacterium

 R
IFO

XYA12_FU
LL_40_10 [1x],Bacteria;Bacteroidetes;N

A;N
A;N

A;N
A;Bacteroidetes bacterium

 H
G

W
-Bacteroidetes-8 [1x],Bacteria;Bacteroidetes;N

A;N
A;N

A;N
A;N

A [1x],Bacteria;Bacteroidetes;N
A;N

A;N
A;N

A;Bacteroidetes bacterium
 H

G
W

-Bacteroidetes-5 [1x])

N
LU

40525.1 (Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;N
A;N

A;Bacteroidales bacterium
)

N
LV51509.1 (Bacteria;Firm

icutes;C
lostridia;C

lostridiales;N
A;N

A;C
lostridiales bacterium

)

[2x] N
LV85613.1;PKM

73244.1 (Bacteria;Firm
icutes;C

lostridia;C
lostridiales;N

A;N
A;C

lostridiales bacterium
 [1x],Bacteria;Firm

icutes;N
A;N

A;N
A;N

A;Firm
icutes bacterium

 H
G

W
-Firm

icutes-16 [1x])

N
LF80135.1 (Bacteria;Firm

icutes;C
lostridia;N

A;N
A;N

A;C
lostridia bacterium

)

[19x] W
P_091710648.1;O

PY20206.1;SFM
31964.1;M

BC
7086638.1;W

P_091933732.1;W
P_176965229.1;W

P_072359683.1;W
P_048136366.1;SM

H
31207.1;W

P_054299064.1;W
P_154808674.1;SD

G
16657.1;W

P_011498258.1;AFV22516.1;W
P_094228736.1;R

Q
D

83816.1;W
P_172364733.1;W

P_135389717.1;ETA69430.1 (Archaea;Euryarchaeota;M
ethanom

icrobia;M
ethanosarcinales;M

ethanosarcinaceae;M
ethanolobus;M

ethanolobus vulcani [3x],Archaea;Euryarchaeota;M
ethanom

icrobia;M
ethanosarcinales;M

ethanosarcinaceae;M
ethanohalophilus;M

ethanohalophilus portucalensis [2x],Archaea;Euryarchaeota;M
ethanom

icrobia;M
ethanosarcinales;M

ethanosarcinaceae;M
ethanolobus;M

ethanolobus profundi [2x],Archaea;Euryarchaeota;M
ethanom

icrobia;M
ethanosarcinales;M

ethanosarcinaceae;M
ethanolobus;M

ethanolobus tindarius [2x],Archaea;Euryarchaeota;M
ethanom

icrobia;M
ethanosarcinales;M

ethanosarcinaceae;M
ethanosarcina;M

ethanosarcina flavescens [1x],Archaea;Euryarchaeota;M
ethanom

icrobia;M
ethanosarcinales;M

ethanosarcinaceae;M
ethanococcoides;M

ethanococcoides burtonii [1x],Archaea;Euryarchaeota;M
ethanom

icrobia;M
ethanosarcinales;M

ethanosarcinaceae;M
ethanolobus;M

ethanolobus psychrotolerans [1x],Archaea;Euryarchaeota;M
ethanom

icrobia;M
ethanosarcinales;M

ethanosarcinaceae;M
ethanosalsum

;M
ethanosalsum

 natronophilum
 [1x],Archaea;Euryarchaeota;M

ethanom
icrobia;M

ethanosarcinales;M
ethanosarcinaceae;M

ethanom
ethylovorans;M

ethanom
ethylovorans sp. PtaU

1.Bin093 [1x],Archaea;Euryarchaeota;M
ethanom

icrobia;M
ethanosarcinales;M

ethanosarcinaceae;M
ethanolobus;M

ethanolobus psychrophilus [1x],Archaea;Euryarchaeota;M
ethanom

icrobia;M
ethanosarcinales;M

ethanosarcinaceae;M
ethanolobus;M

ethanolobus zinderi [1x],Archaea;Euryarchaeota;M
ethanom

icrobia;M
ethanosarcinales;M

ethanosarcinaceae;M
ethanococcoides;M

ethanococcoides sp. SA1 [1x],Archaea;Euryarchaeota;M
ethanom

icrobia;M
ethanosarcinales;M

ethanosarcinaceae;M
ethanom

ethylovorans;M
ethanom

ethylovorans sp. [1x],Archaea;Euryarchaeota;M
ethanom

icrobia;M
ethanosarcinales;M

ethanosarcinaceae;M
ethanolobus;M

ethanolobus sp. SY-01 [1x])

H
BP38970.1 (Bacteria;Firm

icutes;C
lostridia;C

lostridiales;N
A;N

A;C
lostridiales bacterium

)

[4x] N
LV34138.1;H

BR
32349.1;O

Q
B52765.1;N

LF35759.1 (Bacteria;Firm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;N
A;C

lostridiaceae bacterium
 [2x],Bacteria;Firm

icutes;N
A;N

A;N
A;N

A;Firm
icutes bacterium

 AD
urb.Bin146 [1x],Bacteria;Firm

icutes;C
lostridia;C

lostridiales;N
A;N

A;C
lostridiales bacterium

[1x])

N
C

B30567.1 (Bacteria;Firm
icutes;C

lostridia;N
A;N

A;N
A;C

lostridia bacterium
)

H
AV41812.1 (Bacteria;Acidobacteria;N

A;N
A;N

A;N
A;Acidobacteria bacterium

)

[2x] HAV41155.1;NM
C

66224.1 (Bacteria;Acidobacteria;NA;NA;NA;NA;Acidobacteria bacterium
 [2x])

[8x] HHX74008.1;NLH01069.1;W
P_187351006.1;NLM

23957.1;M
BA2133942.1;NCC69279.1;NLU32254.1;NLW

60452.1 (Bacteria;Firm
icutes;NA;NA;NA;NA;Firm

icutes bacterium
 [3x],Bacteria;Firm

icutes;NA;NA;NA;Hydrogenispora;Hydrogenispora sp. UUS1-1 [2x],Bacteria;Firm
icutes;Clostridia;NA;NA;NA;Clostridia bacterium

 [1x],Bacteria;Firm
icutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium

 [1x],Bacteria;Firm
icutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium

 [1x])

NLM
65332.1 (Bacteria;Firm

icutes;NA;NA;NA;NA;Firm
icutes bacterium

)

[18x] NLM
49892.1;NLW

10058.1;W
P_015049253.1;HHU06144.1;NLW

10378.1;NLM
46623.1;NLZ43710.1;HHU30007.1;SHJ28009.1;NLH13409.1;NLN06963.1;KLU39257.1;NLL60353.1;W

P_149679131.1;HHW
47013.1;HHY53521.1;NLY88384.1;NLY91134.1 (Bacteria;Firm

icutes;NA;NA;NA;NA;Firm
icutes bacterium

 [8x],Bacteria;Firm
icutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Therm

oclostridium
;Therm

oclostridium
 caenicola [2x],Bacteria;Firm

icutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium
 [2x],Bacteria;Firm

icutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium
 [2x],Bacteria;Firm

icutes;Clostridia;NA;NA;NA;Clostridia bacterium
 [1x],Bacteria;Firm

icutes;Tissierellia;NA;NA;NA;Tissierellia bacterium
 [1x],Bacteria;Firm

icutes;Clostridia;Therm
oanaerobacterales;Therm

oanaerobacteraceae;Therm
acetogenium

;Therm
acetogenium

 phaeum
 [1x],Bacteria;Firm

icutes;Clostridia;Clostridiales;Peptococcaceae;NA;Peptococcaceae bacterium
 1109 [1x])

[12x] NLH12968.1;HHV46808.1;NLU41978.1;HHY45612.1;HHW
30080.1;NLT97812.1;NLY43684.1;NLM

07593.1;NLM
83445.1;NLM

23970.1;KUK35874.1;NLA60737.1 (Bacteria;Firm
icutes;NA;NA;NA;NA;Firm

icutes bacterium
 [5x],Bacteria;Firm

icutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium
 [2x],Bacteria;Firm

icutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium
 [1x],Bacteria;Firm

icutes;Tissierellia;NA;NA;NA;Tissierellia bacterium
 [1x],Bacteria;Firm

icutes;Clostridia;Clostridiales;Clostridiales Fam
ily XIII. Incertae Sedis;NA;Clostridiales Fam

ily XIII bacterium
 [1x],Bacteria;Firm

icutes;Clostridia;Therm
oanaerobacterales;Therm

oanaerobacteraceae;Therm
acetogenium

;Therm
acetogenium

 phaeum
 [1x],Bacteria;Firm

icutes;Clostridia;Clostridiales;Christensenellaceae;NA;Christensenellaceae bacterium
 [1x])

[2x] NLX44999.1;VBB39304.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponem
a;Treponem

a sp. [1x],Bacteria;Spirochaetes;NA;NA;NA;NA;uncultured Spirochaetes bacterium
 [1x])

O
Q

A27795.1 (Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium
 ADurb.Bin344)

O
Q

A27797.1 (Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium
 ADurb.Bin344)

HHY75900.1 (Bacteria;Firm
icutes;NA;NA;NA;NA;Firm

icutes bacterium
)

[2x] W
P_015423793.1;NLM

89672.1 (Bacteria;Candidatus Cloacim
onetes;NA;NA;NA;Candidatus Cloacim

onas;Candidatus Cloacim
onas acidam

inovorans [1x],Bacteria;Candidatus Cloacim
onetes;NA;NA;NA;NA;Candidatus Cloacim

onetes bacterium
 [1x])

[6x] NLA45592.1;W
P_133200498.1;O

Q
B07443.1;O

Q
B06198.1;NLA44672.1;W

P_133200892.1 (Bacteria;Candidatus Cloacim
onetes;NA;NA;NA;Candidatus Syntrophosphaera;Candidatus Syntrophosphaera therm

opropionivorans [2x],Bacteria;Candidatus Cloacim
onetes;NA;NA;NA;NA;Candidatus Cloacim

onetes bacterium
 ADurb.Bin211 [2x],Bacteria;Candidatus Cloacim

onetes;NA;NA;NA;NA;Candidatus Cloacim
onetes bacterium

 [2x])

[3x] HCC00897.1;ADU25998.1;W
P_106919262.1 (Bacteria;Firm

icutes;Clostridia;Clostridiales;Rum
inococcaceae;Ethanoligenens;Ethanoligenens harbinense [2x],Bacteria;Firm

icutes;Clostridia;Clostridiales;Rum
inococcaceae;NA;Rum

inococcaceae bacterium
 [1x])

[8x] W
P_160526424.1;M

BI9094738.1;W
P_117331368.1;M

BG0767948.1;PKL27446.1;W
P_198890727.1;M

BI9094737.1;W
P_117331539.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Sphaerochaeta;Sphaerochaeta halotolerans [3x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Sphaerochaeta;Sphaerochaeta sp. [2x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;NA;Spirochaetaceae bacterium

 [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Sphaerochaeta;Sphaerochaeta sp. S2 [1x],Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetae bacterium
 HGW

-Spirochaetae-2 [1x])

[3x] KUK56284.1;HAE87844.1;HBY18863.1 (Bacteria;Candidatus M
arinim

icrobia;NA;NA;NA;NA;Candidatus M
arinim

icrobia bacterium
 [2x],Bacteria;Candidatus M

arinim
icrobia;NA;NA;NA;NA;M

arinim
icrobia bacterium

 46_47 [1x])

[8x] W
P_027308925.1;W

P_008909700.1;W
P_073248012.1;W

P_078696946.1;W
P_138980879.1;W

P_018663004.1;W
P_035378558.1;W

P_103895383.1 (Bacteria;Firm
icutes;Clostridia;Clostridiales;Clostridiaceae;Caloram

ator;Caloram
ator proteoclasticus [1x],Bacteria;Firm

icutes;Clostridia;Clostridiales;Clostridiaceae;Therm
obrachium

;Therm
obrachium

 celere [1x],Bacteria;Firm
icutes;Clostridia;Clostridiales;Clostridiaceae;Caloram

ator;Caloram
ator fervidus [1x],Bacteria;Firm

icutes;Clostridia;Clostridiales;Clostridiaceae;Caloram
ator;Caloram

ator quim
bayensis [1x],Bacteria;Firm

icutes;Clostridia;Clostridiales;Clostridiaceae;Caloram
ator;Caloram

ator australicus [1x],Bacteria;Firm
icutes;Clostridia;Clostridiales;Clostridiaceae;Caloram

ator;Caloram
ator sp. ALD01 [1x],Bacteria;Firm

icutes;Clostridia;Clostridiales;Clostridiaceae;Caloram
ator;Caloram

ator sp. E03 [1x],Bacteria;Firm
icutes;Clostridia;Clostridiales;Clostridiaceae;Fervidicella;Fervidicella m

etallireducens [1x])

[16x] W
P_015908522.1;W

P_011916783.1;W
P_045165308.1;W

P_013429506.1;W
P_127351336.1;W

P_013291226.1;W
P_013412727.1;W

P_014043079.1;W
P_013431792.1;W

P_029228775.1;HHS02340.1;HGQ52766.1;W
P_013402519.1;W

P_045175692.1;W
P_045168974.1;W

P_039763844.1 (Bacteria;Firm
icutes;Clostridia;Therm

oanaerobacterales;Therm
oanaerobacterales Fam

ily III. Incertae Sedis;Caldicellulosiruptor;Caldicellulosiruptor owensensis [3x],Bacteria;Firm
icutes;Clostridia;Therm

oanaerobacterales;Therm
oanaerobacterales Fam

ily III. Incertae Sedis;Caldicellulosiruptor;Caldicellulosiruptor naganoensis [1x],Bacteria;Firm
icutes;Clostridia;Therm

oanaerobacterales;Therm
oanaerobacterales Fam

ily III. Incertae Sedis;Caldicellulosiruptor;Caldicellulosiruptor changbaiensis [1x],Bacteria;Firm
icutes;Clostridia;Therm

oanaerobacterales;Therm
oanaerobacterales Fam

ily III. Incertae Sedis;Caldicellulosiruptor;Caldicellulosiruptor obsidiansis [1x],Bacteria;Firm
icutes;Clostridia;Therm

oanaerobacterales;Therm
oanaerobacterales Fam

ily III. Incertae Sedis;Caldicellulosiruptor;Caldicellulosiruptor bescii [1x],Bacteria;Firm
icutes;Clostridia;Therm

oanaerobacterales;Therm
oanaerobacterales Fam

ily III. Incertae Sedis;Caldicellulosiruptor;Caldicellulosiruptor danielii [1x],Bacteria;Firm
icutes;Clostridia;Therm

oanaerobacterales;Therm
oanaerobacterales Fam

ily III. Incertae Sedis;Caldicellulosiruptor;Caldicellulosiruptor kronotskyensis [1x],Bacteria;Firm
icutes;Clostridia;Therm

oanaerobacterales;Therm
oanaerobacterales Fam

ily III. Incertae Sedis;Caldicellulosiruptor;Caldicellulosiruptor kristjanssonii [1x],Bacteria;Firm
icutes;Clostridia;Therm

oanaerobacterales;Therm
oanaerobacterales Fam

ily III. Incertae Sedis;Caldicellulosiruptor;Caldicellulosiruptor hydrotherm
alis [1x],Bacteria;Firm

icutes;Clostridia;Therm
oanaerobacterales;Therm

oanaerobacterales Fam
ily III. Incertae Sedis;Caldicellulosiruptor;Caldicellulosiruptor acetigenus [1x],Bacteria;Firm

icutes;Clostridia;Therm
oanaerobacterales;Therm

oanaerobacterales Fam
ily III. Incertae Sedis;Caldicellulosiruptor;Caldicellulosiruptor sp. F32 [1x],Bacteria;Firm

icutes;Clostridia;Therm
oanaerobacterales;Therm

oanaerobacterales Fam
ily III. Incertae Sedis;Caldicellulosiruptor;Caldicellulosiruptor lactoaceticus [1x],Bacteria;Firm

icutes;Clostridia;Therm
oanaerobacterales;Therm

oanaerobacterales Fam
ily III. Incertae Sedis;Caldicellulosiruptor;Caldicellulosiruptor saccharolyticus [1x],Bacteria;Firm

icutes;Clostridia;Therm
oanaerobacterales;Therm

oanaerobacterales Fam
ily III. Incertae Sedis;Caldicellulosiruptor;Caldicellulosiruptor m

organii [1x])

[2x] W
P_013781085.1;W

P_149546277.1 (Bacteria;Firm
icutes;Clostridia;Therm

oanaerobacterales;Therm
oanaerobacteraceae;Calorim

onas;Calorim
onas adulescens [1x],Bacteria;Firm

icutes;Clostridia;Therm
oanaerobacterales;Therm

oanaerobacterales Fam
ily IV. Incertae Sedis;M

ahella;M
ahella australiensis [1x])

HHY18979.1 (Bacteria;Firm
icutes;NA;NA;NA;NA;Firm

icutes bacterium
)

NLC47636.1 (Bacteria;Firm
icutes;NA;NA;NA;NA;Firm

icutes bacterium
)

[5x] HHY36348.1;HHW
91750.1;HHX95410.1;NLC51831.1;HHW

54728.1 (Bacteria;Firm
icutes;NA;NA;NA;NA;Firm

icutes bacterium
 [4x],Bacteria;Firm

icutes;Clostridia;NA;NA;NA;Clostridia bacterium
 [1x])

[3x] PZN70819.1;W
P_043713989.1;BAD41320.1 (Bacteria;Firm

icutes;Clostridia;Clostridiales;Sym
biobacteriaceae;Sym

biobacterium
;Sym

biobacterium
 therm

ophilum
 [2x],Bacteria;Firm

icutes;NA;NA;NA;NA;Firm
icutes bacterium

 [1x])

[2x] KKM
09352.1;M

BC7344626.1 (Bacteria;Firm
icutes;Clostridia;NA;NA;NA;Clostridia bacterium

 [1x],Bacteria;Firm
icutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium

 PH28_bin88 [1x])

MBC7348092.1 (Bacteria;Firm
icutes;Clostridia;NA;NA;NA;Clostridia bacterium)

MBC7342305.1 (Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium)

[15x] W
P_120767331.1;W

P_148865768.1;W
P_073257482.1;W

P_013779503.1;W
P_059033181.1;HHW

03594.1;HHY42744.1;HHV84087.1;NLL98174.1;HHY04204.1;W
P_013276818.1;W

P_068748774.1;PZN04522.1;W
P_066355170.1;NLU09770.1 (Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;NA;NA;Thermoanaerobacterales bacterium [3x],Bacteria;Firmicutes;Clostridia;Thermosediminibacterales;Tepidanaerobacteraceae;Tepidanaerobacter;Tepidanaerobacter syntrophicus [2x],Bacteria;Firmicutes;Clostridia;Thermosediminibacterales;Tepidanaerobacteraceae;Tepidanaerobacter;Tepidanaerobacter acetatoxydans [2x],Bacteria;Firmicutes;Clostridia;Thermosediminibacterales;Thermosediminibacteraceae;Fervidicola;Fervidicola ferrireducens [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [1x],Bacteria;Firmicutes;Clostridia;Thermosediminibacterales;Thermosediminibacteraceae;Thermovenabulum;Thermovenabulum gondwanense [1x],Bacteria;Firmicutes;Clostridia;Thermosediminibacterales;Thermosediminibacteraceae;Thermosediminibacter;Thermosediminibacter oceani [1x],Bacteria;Firmicutes;Clostridia;Thermosediminibacterales;Tepidanaerobacteraceae;Tepidanaerobacter;Tepidanaerobacter sp. [1x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Thermosediminibacterales;Thermosediminibacteraceae;Thermosediminibacter;Thermosediminibacter litoriperuensis [1x],Bacteria;Firmicutes;Clostridia;Thermosediminibacterales;Thermosediminibacteraceae;Caldanaerovirga;Caldanaerovirga acetigignens [1x])

[2x] NLZ53057.1;HHV18675.1 (Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;NA;Thermoanaerobacteraceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;NA;NA;Thermoanaerobacterales bacterium [1x])

[25x] MBE3580612.1;W
P_071522137.1;W

P_148854702.1;W
P_106006486.1;W

P_196769103.1;W
P_025773066.1;W

P_011393287.1;W
P_054935735.1;W

P_196768341.1;TDA66920.1;W
P_084667158.1;W

P_053094920.1;W
P_075515788.1;W

P_069590206.1;W
P_156271363.1;GAF24930.1;W

P_062283396.1;W
P_109205552.1;W

P_066666508.1;HHP51011.1;W
P_141265169.1;MBE3572367.1;SMB99050.1;W

P_173299255.1;W
P_071549341.1 (Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella thermoacetica [11x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermanaeromonas;Thermanaeromonas toyohensis [2x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;NA [2x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella mulderi [2x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella humiferrea [2x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella sp. Hama-1 [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;NA;Thermoanaerobacteraceae bacterium [1x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella glycerini [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermanaeromonas;Thermanaeromonas sp. C210 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;Desulfotomaculum copahuensis [1x])

HHY39144.1 (Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium)

[3x] HHY14240.1;HHU70078.1;NPV44099.1 (Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;NA;NA;Thermoanaerobacterales bacterium [2x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [1x])

KUK10437.1 (Bacteria;Firmicutes;Clostridia;NA;NA;NA;NA)

[39x] W
P_096232287.1;W

P_009052856.1;W
P_013298484.1;W

P_004402134.1;W
P_129545148.1;HHV74639.1;W

P_072968289.1;W
P_042833420.1;W

P_170270949.1;W
P_085111571.1;W

P_012995548.1;W
P_132040134.1;W

P_019907826.1;W
P_046159928.1;W

P_074592716.1;MBE3592912.1;W
P_022587082.1;EGD51859.1;W

P_003868663.1;W
P_096230427.1;W

P_099253002.1;HCD10660.1;W
P_014063097.1;W

P_014759329.1;KUJ90465.1;HHW
58179.1;W

P_006569966.1;W
P_192404143.1;HHV73440.1;W

P_013150551.1;W
P_045410677.1;W

P_013787589.1;W
P_049685495.1;W

P_094396798.1;ABY94378.1;W
P_132775739.1;W

P_015312140.1;EGD51860.1;W
P_011025972.1 (Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Caldanaerobacter;Caldanaerobacter subterraneus [5x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Thermoanaerobacterium;Thermoanaerobacterium thermosaccharolyticum [5x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermoanaerobacter;Thermoanaerobacter ethanolicus [4x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermoanaerobacter;NA [3x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermoanaerobacter;Thermoanaerobacter sp. [2x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Thermoanaerobacterium;Thermoanaerobacterium sp. RBIITD [2x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermoanaerobacter;Thermoanaerobacter thermohydrosulfuricus [2x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Thermoanaerobacterium;Thermoanaerobacterium sp. [2x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermoanaerobacter;Thermoanaerobacter thermocopriae [1x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermoanaerobacter;Thermoanaerobacter mathranii [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Thermoanaerobacterium;Thermoanaerobacterium saccharolyticum [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermoanaerobacter;Thermoanaerobacter uzonensis [1x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Thermoanaerobacterium;Thermoanaerobacterium xylanolyticum [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Thermoanaerobacterium;NA [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermoanaerobacter;Thermoanaerobacter kivui [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermoanaerobacter;Thermoanaerobacter pseudethanolicus [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermoanaerobacter;Thermoanaerobacter wiegelii [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Thermoanaerobacterium;Thermoanaerobacterium sp. PSU-2 [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermoanaerobacter;Thermoanaerobacter sp. YS13 [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermoanaerobacter;Thermoanaerobacter siderophilus [1x])

[2x] W
P_084295207.1;W

P_073343728.1 (Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Caldanaerobius;Caldanaerobius fijiensis [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Caldanaerobius;Caldanaerobius polysaccharolyticus [1x])

[8x] HAN86480.1;HHY61776.1;HBK61232.1;HAI86023.1;OPZ51220.1;NLH87260.1;NLA06335.1;HAI86024.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [7x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium ADurb.BinA052 [1x])

[10x] NLY29959.1;NMB24970.1;NMB10700.1;NLJ24974.1;NLK07144.1;NLJ85877.1;NMB47093.1;HHV94235.1;NLJ68072.1;NLA58555.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [10x])

W
P_046494847.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;Syntrophomonas;Syntrophomonas zehnderi)

[8x] NPV27790.1;NSW
83127.1;W

P_041433638.1;NLU49409.1;HHV77506.1;KUK10186.1;NLU49594.1;ADI02742.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;Syntrophothermus;Syntrophothermus lipocalidus [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;NA;Syntrophomonadaceae bacterium [2x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [1x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;Syntrophothermus;Syntrophothermus sp. [1x])

[2x] W
P_040413513.1;EGW

36201.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus sp. OT [2x])

NLG84150.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

[2x] NLG85486.1;HHW18939.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [2x])

[7x] HHV62553.1;MBE3519326.1;HHV62862.1;NLA07280.1;HHY35592.1;HHV78138.1;HHX25508.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [7x])

[4x] NLB73522.1;NLJ60838.1;NLD12269.1;NLS44292.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [4x])

[7x] HHT85941.1;HHY12872.1;NLC15665.1;HHY69063.1;HHX10914.1;NLU06154.1;HHY17263.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [7x])

[2x] NLN27745.1;NLN18969.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [2x])

HHW26642.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

[3x] WP_156274617.1;QGP93302.1;WP_106005455.1 (Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella glycerini [2x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella humiferrea [1x])

MBE0465753.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Candidatus Desulforudis;Candidatus Desulforudis sp.)

WP_134213123.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;NA;NA)

WP_195711996.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfallas;Desulfallas sp. Bu1-1)

HHW14416.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

[2x] RJX19434.1;KUK41590.1 (Bacteria;Firmicutes;Clostridia;NA;NA;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Ammonifex;Ammonifex sp. [1x])

[2x] WP_027356228.1;MBE3585901.1 (Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermoanaerobacter;Thermoanaerobacter sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfofundulus;Desulfofundulus thermocisternus [1x])

[3x] KFD41299.1;HAG08816.1;HBQ28855.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;Desulfotomaculum sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;NA;NA [1x])

WP_066666507.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;Desulfotomaculum copahuensis)

[8x] KUK54605.1;WP_152944725.1;WP_027717283.1;HHW44031.1;MBC7325172.1;WP_121450296.1;WP_013824276.1;WP_066666163.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfofundulus;Desulfofundulus salinum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;Desulfotomaculum sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfofundulus;NA [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Desulfovirgula;Desulfovirgula thermocuniculi [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;Desulfotomaculum copahuensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfofundulus;Desulfofundulus thermobenzoicus [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella sp. (in: Bacteria) [1x])

MBC7105046.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

[5x] WP_051617861.1;SHE88698.1;WP_073162305.1;WP_027356758.1;WP_072867278.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfofundulus;Desulfofundulus australicus [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfofundulus;Desulfofundulus thermocisternus [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfofundulus;Desulfofundulus thermosubterraneus [1x])

[6x] KUK64790.1;NPV73404.1;BAF59175.1;OPX91784.1;WP_195713225.1;MBC7323917.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfallas;Desulfallas sp. Bu1-1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Pelotomaculum;Pelotomaculum sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Pelotomaculum;Pelotomaculum thermopropionicum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Pelotomaculum;Pelotomaculum sp. PtaB.Bin013 [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella sp. (in: Bacteria) [1x])

HHV56773.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

[13x] TDF69860.1;OIQ60632.1;WP_075516102.1;WP_120766813.1;WP_109207112.1;WP_156274454.1;WP_028053115.1;WP_011343821.1;AZK60272.1;ACA60223.1;KKM12105.1;WP_041571298.1;HAP93300.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Candidatus Desulforudis;Candidatus Desulforudis audaxviator [3x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella thermoacetica [2x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Zhaonellaceae;Zhaonella;Zhaonella formicivorans [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Carboxydothermus;Carboxydothermus ferrireducens [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella sp. Hama-1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;Desulfotomaculum sp. [1x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella glycerini [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium PH28_bin88 [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Carboxydothermus;Carboxydothermus hydrogenoformans [1x])

[27x] WP_162490110.1;OIQ07965.1;WP_054936185.1;WP_187418454.1;WP_161954902.1;KUK12732.1;MBE3581815.1;WP_141263796.1;WP_106005239.1;HHP51161.1;HBT47843.1;TYL07870.1;WP_177224004.1;MBC7324414.1;WP_062285092.1;WP_075517126.1;WP_173297768.1;OIQ58924.1;MBE3572340.1;AKX93062.1;WP_011391775.1;WP_053104251.1;WP_156272834.1;WP_084663614.1;WP_177223289.1;NLW06696.1;WP_141304561.1 (Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella thermoacetica [11x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella mulderi [2x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella humiferrea [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;NA;Peptococcaceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella sp. Hama-1 [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;NA;Thermoanaerobacteraceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella sp. 60_41 [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella sp. E308F [1x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella sp. E306M [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermanaeromonas;Thermanaeromonas sp. C210 [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella glycerini [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermanaeromonas;Thermanaeromonas toyohensis [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;NA [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Moorella;Moorella sp. (in: Bacteria) [1x])

[7x] RJX21582.1;MBC7106900.1;HDY12905.1;WP_123928948.1;HIE12538.1;WP_015739517.1;WP_115792761.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [2x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Ammonifex;Ammonifex sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;Desulfotomaculum sp. [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Ammonifex;Ammonifex thiophilus [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermodesulfitimonas;Thermodesulfitimonas autotrophica [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Ammonifex;Ammonifex degensii [1x])

[10x] NLL58699.1;NLX91715.1;NLJ55454.1;NMB34858.1;NMB42440.1;HHT46530.1;HHU75929.1;NLL21647.1;RJX24170.1;HAP32511.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [9x],Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;Dethiobacter;Dethiobacter sp. [1x])

[2x] NLZ27803.1;NLI70916.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [2x])

[5x] OPL11301.1;HED24526.1;NLY38678.1;NLC11497.1;HHX77634.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [4x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium ML8_F2 [1x])

HHV79474.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

[7x] HHT71251.1;NMA55327.1;HHV57709.1;NLG86058.1;HHY92958.1;HHV07715.1;NLY50929.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [7x])

MBE3574750.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

[2x] MBE3597615.1;NLG70393.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [1x],Bacteria;Firmicutes;Limnochordia;Limnochordales;Limnochordaceae;NA;Limnochordaceae bacterium [1x])

[2x] WP_198409678.1;NMA71461.1 (Bacteria;Firmicutes;Limnochordia;Limnochordales;Limnochordaceae;Limnochorda;Limnochorda pilosa [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [1x])

[3x] HHV54279.1;MBE3576142.1;MBE3584194.1 (Bacteria;Firmicutes;Limnochordia;Limnochordales;Limnochordaceae;NA;Limnochordaceae bacterium [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [1x],Bacteria;Firmicutes;Limnochordia;Limnochordales;NA;NA;Limnochordales bacterium [1x])

[2x] HHY96019.1;MBC7339520.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [2x])

[3x] MBC7338999.1;HHY93468.1;HHY94518.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [3x])

MBC7075522.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;NA;Syntrophomonadaceae bacterium)

MBC7343275.1 (Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium)

[2x] HHV34483.1;WP_044664965.1 (Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Syntrophaceticus;Syntrophaceticus schinkii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;NA;Syntrophomonadaceae bacterium [1x])

[3x] NLN20936.1;HHY40070.1;HHW29882.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;NA;Syntrophomonadaceae bacterium [2x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Syntrophaceticus;Syntrophaceticus sp. [1x])

[3x] WP_044664125.1;HHV34163.1;CEO87822.1 (Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Syntrophaceticus;Syntrophaceticus schinkii [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;NA;Syntrophomonadaceae bacterium [1x])

WP_156972220.1 (Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Syntrophaceticus;Syntrophaceticus schinkii)

[4x] HHV34703.1;WP_015050073.1;HHW40440.1;HHY31067.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;NA;Syntrophomonadaceae bacterium [2x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermacetogenium;Thermacetogenium phaeum [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Syntrophaceticus;Syntrophaceticus sp. [1x])

WP_084665329.1 (Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermanaeromonas;Thermanaeromonas toyohensis)

[3x] KUK32717.1;NPV29588.1;KUK36238.1 (Bacteria;Firmicutes;Clostridia;NA;NA;NA;NA [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Thermacetogenium;Thermacetogenium phaeum [1x])

[4x] WP_011345095.1;WP_075858178.1;WP_028052408.1;WP_075864514.1 (Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Carboxydothermus;Carboxydothermus pertinax [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Carboxydothermus;Carboxydothermus hydrogenoformans [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Carboxydothermus;Carboxydothermus ferrireducens [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Carboxydothermus;Carboxydothermus islandicus [1x])

[3x] PKP59422.1;HAJ33043.1;NCO23842.1 (Bacteria;Candidatus Atribacteria;NA;NA;NA;NA;Candidatus Atribacteria bacterium HGW-Atribacteria-1 [1x],Bacteria;NA;NA;NA;NA;NA;NA [1x],Bacteria;Candidatus Atribacteria;NA;NA;NA;NA;Candidatus Atribacteria bacterium [1x])

HGZ66397.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

[9x] MTI61247.1;WP_108142097.1;WP_114489027.1;KXS48257.1;WP_073155971.1;WP_125989760.1;WP_134058376.1;NLM96279.1;WP_114457152.1 (Bacteria;Firmicutes;Clostridia;Halanaerobiales;Halanaerobiaceae;Halanaerobium;NA [2x],Bacteria;Firmicutes;Clostridia;Halanaerobiales;Halanaerobiaceae;Halanaerobium;Halanaerobium congolense [2x],Bacteria;Firmicutes;Clostridia;Halanaerobiales;Halanaerobiaceae;NA;Halanaerobiaceae bacterium [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [1x],Bacteria;Firmicutes;Clostridia;Halanaerobiales;Halanaerobiaceae;Halanaerobium;Halanaerobium sp. ST460_2HS_T2 [1x],Bacteria;Firmicutes;Clostridia;Halanaerobiales;Halanaerobiaceae;Halocella;Halocella sp. SP3-1 [1x],Bacteria;Firmicutes;Clostridia;Halanaerobiales;Halanaerobiaceae;Halanaerobium;Halanaerobium sp. T82-1 [1x])

RCW61235.1 (Bacteria;Firmicutes;Clostridia;Halanaerobiales;Halanaerobiaceae;Halanaerobium;Halanaerobium sp. ST460_2HS_T2)

[3x] WP_012635387.1;WP_012636542.1;KQC04847.1 (Bacteria;Firmicutes;Clostridia;Halanaerobiales;Halanaerobiaceae;Halothermothrix;Halothermothrix orenii [2x],Bacteria;Candidatus Cloacimonetes;NA;NA;NA;Candidatus Cloacimonas;Candidatus Cloacimonas sp. SDB [1x])

HBY57587.1 (Bacteria;Candidatus Atribacteria;NA;NA;NA;NA;Candidatus Atribacteria bacterium)

WP_089758993.1 (Bacteria;Firmicutes;Clostridia;Halanaerobiales;Halanaerobiaceae;Halarsenatibacter;Halarsenatibacter silvermanii)

WP_089761640.1 (Bacteria;Firmicutes;Clostridia;Halanaerobiales;Halanaerobiaceae;Halarsenatibacter;Halarsenatibacter silvermanii)

WP_035172059.1 (Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacteraceae;Caldanaerobius;Caldanaerobius polysaccharolyticus)

NSW91430.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

[3x] NMB16421.1;NLM95840.1;NLN16974.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [3x])

[3x] NLX70021.1;NLW01458.1;NLO83387.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [3x])

[2x] HHX87823.1;NMA92875.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [2x])

HED24612.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

NLY39538.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

NLC11496.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

WP_012447432.1 (Bacteria;Firmicutes;Clostridia;Natranaerobiales;Natranaerobiaceae;Natranaerobius;Natranaerobius thermophilus)

[2x] NPV51959.1;HHV61202.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [2x])

[5x] MBC7321334.1;HHV81653.1;HEK12889.1;HFV10340.1;MBC7320732.1 (Bacteria;NA;NA;NA;NA;NA;bacterium [3x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [2x])

NMC58499.1 (Archaea;Euryarchaeota;Candidatus Methanofastidiosa;NA;NA;NA;Candidatus Methanofastidiosa archaeon)

[5x] WP_014453062.1;NCO28073.1;PMP82838.1;WP_014453982.1;HGW60636.1 (Bacteria;Caldiserica;Caldisericia;Caldisericales;Caldisericaceae;Caldisericum;Caldisericum exile [4x],Bacteria;Caldiserica;NA;NA;NA;NA;NA [1x])

PIV54731.1 (Bacteria;Caldiserica;NA;NA;NA;NA;Caldiserica bacterium CG02_land_8_20_14_3_00_36_38)

MBA4365191.1 (Bacteria;Coprothermobacterota;Coprothermobacteria;Coprothermobacterales;Coprothermobacteraceae;Coprothermobacter;Coprothermobacter sp.)

RLD19405.1 (Bacteria;Caldiserica;NA;NA;NA;NA;Caldiserica bacterium)

NMD14148.1 (Bacteria;Caldiserica;Caldisericia;Caldisericales;NA;NA;Caldisericales bacterium)

[11x] NPV80998.1;HHY98644.1;NLA06360.1;HHY47014.1;MBC7082747.1;NLG80784.1;NLJ61383.1;HHY33389.1;NLD13072.1;NLB72858.1;HHX26630.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [11x])

NPV80431.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

[2x] NPV54867.1;HHV62373.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [2x])

[6x] TET65158.1;RKY76406.1;HFE64881.1;RKY81847.1;HDN60103.1;RKY86879.1 (Bacteria;NA;NA;NA;NA;NA;candidate division KSB1 bacterium [3x],Bacteria;Calditrichaeota;Calditrichae;Calditrichales;Calditrichaceae;Caldithrix;Caldithrix sp. [1x],Bacteria;Candidatus Aminicenantes;NA;NA;NA;NA;Candidatus Aminicenantes bacterium [1x],Bacteria;Candidatus Marinimicrobia;NA;NA;NA;NA;Candidatus Marinimicrobia bacterium [1x])

RKY79998.1 (Bacteria;NA;NA;NA;NA;NA;NA)

KPL19936.1 (Bacteria;candidate division Zixibacteria;NA;NA;NA;NA;candidate division Zixibacteria bacterium SM23_81)

[2x] OPX21968.1;RKY71109.1 (Bacteria;Candidatus Latescibacteria;NA;NA;NA;NA;Candidatus Latescibacteria bacterium 4484_107 [1x],Bacteria;Candidatus Latescibacteria;NA;NA;NA;NA;Candidatus Latescibacteria bacterium [1x])

HID94831.1 (Bacteria;Candidatus Latescibacteria;NA;NA;NA;NA;Candidatus Latescibacteria bacterium)

[2x] HDI51461.1;RKY78806.1 (Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium [1x],Bacteria;NA;NA;NA;NA;NA;candidate division KSB1 bacterium [1x])

OPX32376.1 (Bacteria;Candidatus Latescibacteria;NA;NA;NA;NA;NA)

[2x] RKY69797.1;OPX24097.1 (Bacteria;Candidatus Latescibacteria;NA;NA;NA;NA;Candidatus Latescibacteria bacterium 4484_107 [1x],Bacteria;Candidatus Latescibacteria;NA;NA;NA;NA;Candidatus Latescibacteria bacterium [1x])

[2x] HEB31737.1;HHE05044.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium [1x],Bacteria;candidate division WOR-3;NA;NA;NA;NA;candidate division WOR-3 bacterium [1x])

[3x] OQX90208.1;RLC40551.1;HEC80269.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [1x],Bacteria;Candidatus Coatesbacteria;NA;NA;NA;NA;Candidatus Coatesbacteria bacterium 4484_99 [1x],Bacteria;Candidatus Coatesbacteria;NA;NA;NA;NA;Candidatus Coatesbacteria bacterium [1x])

NLO90381.1 (Bacteria;Elusimicrobia;NA;NA;NA;NA;Elusimicrobia bacterium)

[3x] NIM99942.1;KPL01214.1;KPL01853.1 (Bacteria;candidate division Zixibacteria;NA;NA;NA;NA;candidate division Zixibacteria bacterium SM23_73_3 [1x],Bacteria;candidate division Zixibacteria;NA;NA;NA;NA;candidate division Zixibacteria bacterium [1x],Bacteria;candidate division Zixibacteria;NA;NA;NA;NA;candidate division Zixibacteria bacterium SM1_73 [1x])

PJC71595.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;NA;NA;Syntrophobacterales bacterium CG_4_8_14_3_um_filter_58_8)

[3x] WP_123289054.1;HFK97906.1;WP_084057631.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophobacteraceae;Desulfosoma;Desulfosoma caldarium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophobacteraceae;Desulfacinum;Desulfacinum hydrothermale [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophobacteraceae;Desulfacinum;Desulfacinum infernum [1x])

HGV07258.1 (Bacteria;Proteobacteria;NA;NA;NA;NA;Proteobacteria bacterium)

[2x] NOZ56768.1;HHM23940.1 (Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium [1x],Bacteria;Calditrichaeota;NA;NA;NA;NA;Calditrichaeota bacterium [1x])

RKX79618.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium)

NOZ79526.1 (Bacteria;Acidobacteria;NA;NA;NA;NA;Acidobacteria bacterium)

[2x] GBD94350.1;NOY76882.1 (Bacteria;NA;NA;NA;NA;NA;NA [1x],Bacteria;Calditrichaeota;NA;NA;NA;NA;Calditrichaeota bacterium [1x])

HHS77395.1 (Bacteria;NA;NA;NA;NA;NA;bacterium)

RME01962.1 (Bacteria;Calditrichaeota;NA;NA;NA;NA;Calditrichaeota bacterium)

[2x] HHD66398.1;HED38780.1 (Bacteria;Candidatus Kryptonia;NA;NA;NA;NA;Candidatus Kryptonia bacterium [1x],Bacteria;Ignavibacteriae;Ignavibacteria;NA;NA;NA;Ignavibacteria bacterium [1x])
[5x] RKY58748.1;HIE04785.1;RKY70146.1;HID11224.1;RKY65578.1 (Bacteria;Candidatus Latescibacteria;NA;NA;NA;NA;Candidatus Latescibacteria bacterium [5x])

TKJ33293.1 (Bacteria;NA;NA;NA;NA;NA;bacterium (candidate division B38) B3_B38)

[2x] SLM17624.1;HBK58322.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;NA;Spirochaetaceae bacterium [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;NA;NA;uncultured spirochete [1x])
NLJ04781.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;NA;Exilispira;Exilispira sp.)HHC05976.1 (Bacteria;NA;NA;NA;NA;NA;bacterium)

RKX82826.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium)RKX96285.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium)TFG59971.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;NA;NA;Spirochaetales bacterium)

RKX76753.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium)
MBC7360938.1 (Bacteria;Candidatus Aminicenantes;NA;NA;NA;NA;Candidatus Aminicenantes bacterium)

[2x] RLE09458.1;HDJ23170.1 (Bacteria;Candidatus Aminicenantes;NA;NA;NA;NA;Candidatus Aminicenantes bacterium [2x])

[2x] MBE0461281.1;RLE06268.1 (Bacteria;Candidatus Aminicenantes;NA;NA;NA;NA;Candidatus Aminicenantes bacterium [2x])
PIY74511.1 (Bacteria;Candidatus Portnoybacteria;NA;NA;NA;NA;Candidatus Portnoybacteria bacterium CG_4_10_14_0_8_um_filter_40_50)

OPX22039.1 (Bacteria;Planctomycetes;Planctomycetia;Planctomycetales;NA;NA;Planctomycetales bacterium 4484_113)

[2x] RKY48458.1;RKY51088.1 (Bacteria;Candidatus Marinimicrobia;NA;NA;NA;NA;Candidatus Marinimicrobia bacterium [2x])

RKX21172.1 (Bacteria;candidate division Zixibacteria;NA;NA;NA;NA;candidate division Zixibacteria bacterium)

RMF72417.1 (Bacteria;Acidobacteria;NA;NA;NA;NA;Acidobacteria bacterium)
HGB61541.1 (Bacteria;Armatimonadetes;NA;NA;NA;NA;Armatimonadetes bacterium)

[2x] HGY82510.1;NLN78568.1 (Bacteria;Armatimonadetes;NA;NA;NA;NA;Armatimonadetes bacterium [2x])

OFX14094.1 (Bacteria;Armatimonadetes;NA;NA;NA;NA;Armatimonadetes bacterium RBG_16_58_9)

[2x] MBE9506151.1;MBD3348141.1 (Bacteria;Candidatus Eisenbacteria;NA;NA;NA;NA;Candidatus Eisenbacteria bacterium [1x],Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium [1x])

RJR31076.1 (Bacteria;Candidatus Latescibacteria;NA;NA;NA;NA;Candidatus Latescibacteria bacterium)

NIM14683.1 (Bacteria;Candidatus Aminicenantes;NA;NA;NA;NA;Candidatus Aminicenantes bacterium)

RKY25540.1 (Bacteria;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacterium)

OYD13798.1 (Bacteria;candidate division WOR-3;NA;NA;NA;NA;candidate division WOR-3 bacterium JGI_Cruoil_03_51_56)

HGB07684.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

HHR84365.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

NIT37040.1 (Bacteria;candidate division Zixibacteria;NA;NA;NA;NA;candidate division Zixibacteria bacterium)

[2x] MBE9481381.1;MBE9510911.1 (Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium [2x])

MBE9510909.1 (Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium)

MBG0782601.1 (Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;NA;NA;Bacteroidales bacterium)

QGY46418.1 (Bacteria;Bacteroidetes;Bacteroidia;Marinilabiliales;Prolixibacteraceae;NA;Prolixibacteraceae bacterium WC007)

MQY78654.1 (Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium)

HBE40660.1 (Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;NA;NA;Bacteroidales bacterium)

[3x] NMD16056.1;HAW59015.1;HAL64425.1 (Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;NA;NA;Bacteroidales bacterium [2x],Bacteria;Bacteroidetes;NA;NA;NA;NA;NA [1x])

VVB80190.1 (Archaea;NA;NA;NA;NA;NA;uncultured archaeon)

RLD63870.1 (Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium)

[3x] HIJ53277.1;OHB65565.1;RKY24519.1 (Bacteria;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacterium [2x],Bacteria;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacterium RBG_13_50_24 [1x])

HGC35885.1 (Bacteria;Planctomycetes;Phycisphaerae;Phycisphaerales;NA;NA;Phycisphaerales bacterium)

RLD12879.1 (Bacteria;NA;NA;NA;NA;NA;candidate division KSB1 bacterium)

WP_153630323.1 (Bacteria;Bacteroidetes;Bacteroidia;Marinilabiliales;Prolixibacteraceae;Prolixibacter;Prolixibacter sp. SD074)

[2x] RLD88028.1;WP_153630325.1 (Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium [1x],Bacteria;Bacteroidetes;Bacteroidia;Marinilabiliales;Prolixibacteraceae;Prolixibacter;Prolixibacter sp. SD074 [1x])

[2x] WP_106543878.1;WP_153639647.1 (Bacteria;Bacteroidetes;Bacteroidia;Marinilabiliales;Prolixibacteraceae;Prolixibacter;Prolixibacter sp. NT017 [1x],Bacteria;Bacteroidetes;Bacteroidia;Marinilabiliales;Prolixibacteraceae;Prolixibacter;Prolixibacter denitrific
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 [1x])

NW
F56293.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;NA;Syntrophaceae bacterium

)

M
BI5966445.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium

)

HGB57041.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium
)

NOX96933.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium
)

[6x] NM
D17055.1;HAK41019.1;HCR38034.1;NLO56038.1;NLV65257.1;KUK88398.1 (Bacteria;Synergistetes;Synergistia;Synergistales;Synergistaceae;NA;Synergistaceae bacterium

 [3x],Bacteria;Synergistetes;NA;NA;NA;NA;NA [1x],Bacteria;Synergistetes;Synergistia;Synergistales;Synergistaceae;Therm
ovirga;Therm

ovirga sp. [1x],Bacteria;Synergistetes;Synergistia;Synergistales;NA;NA;Synergistales bacterium
 58_81 [1x])

HDQ93637.1 (Bacteria;Synergistetes;NA;NA;NA;NA;Synergistetes bacterium
)

[7x] HAG22791.1;HAG23099.1;HAA47680.1;HCD72096.1;W
P_014162768.1;KUK61449.1;KUL00561.1 (Bacteria;Synergistetes;Synergistia;Synergistales;Synergistaceae;NA;Synergistaceae bacterium

 [3x],Bacteria;Synergistetes;Synergistia;Synergistales;Synergistaceae;Therm
ovirga;Therm

ovirga lienii [2x],Bacteria;Synergistetes;Synergistia;Synergistales;NA;NA;Synergistales bacterium
 57_84 [1x],Bacteria;Synergistetes;Synergistia;Synergistales;NA;NA;Synergistales bacterium

 54_9 [1x])

[4x] HCA40418.1;W
P_013047995.1;NLK31058.1;W

P_024822602.1 (Bacteria;Synergistetes;Synergistia;Synergistales;Synergistaceae;Am
inobacterium

;Am
inobacterium

 colom
biense [2x],Bacteria;Synergistetes;Synergistia;Synergistales;Synergistaceae;Am

inobacterium
;Am

inobacterium
 m

obile [1x],Bacteria;Synergistetes;Synergistia;Synergistales;Synergistaceae;Am
inobacterium

;Am
inobacterium

 sp. [1x])

W
P_005660371.1 (Bacteria;Synergistetes;Synergistia;Synergistales;Synergistaceae;Dethiosulfovibrio;Dethiosulfovibrio peptidovorans)

[2x] NLI95946.1;NLH95659.1 (Bacteria;Synergistetes;Synergistia;Synergistales;Synergistaceae;NA;Synergistaceae bacterium
 [2x])

[11x] M
BC7321716.1;HHZ04741.1;HHV53036.1;W

P_084532183.1;KUK39849.1;NLI42904.1;W
P_198470389.1;W

P_091459758.1;M
BC7078845.1;W

P_009201519.1;W
P_014806335.1 (Bacteria;Synergistetes;Synergistia;Synergistales;Synergistaceae;Acetom

icrobium
;Acetom

icrobium
 hydrogeniform

ans [2x],Bacteria;Synergistetes;Synergistia;Synergistales;Synergistaceae;NA;Synergistaceae bacterium
 [2x],Bacteria;Synergistetes;Synergistia;Synergistales;Synergistaceae;Acetom

icrobium
;Acetom

icrobium
 therm

oterrenum
 [1x],Bacteria;Synergistetes;Synergistia;Synergistales;NA;NA;Synergistales bacterium

 [1x],Bacteria;Synergistetes;Synergistia;Synergistales;NA;NA;NA [1x],Bacteria;Synergistetes;Synergistia;Synergistales;Synergistaceae;Acetom
icrobium

;Acetom
icrobium

 sp. [1x],Bacteria;Synergistetes;Synergistia;Synergistales;Synergistaceae;Acetom
icrobium

;Acetom
icrobium

 flavidum
 [1x],Bacteria;Synergistetes;Synergistia;Synergistales;Synergistaceae;Acetom

icrobium
;Acetom

icrobium
 m

obile [1x],Bacteria;Synergistetes;Synergistia;Synergistales;Synergistaceae;Acetom
icrobium

;Anaerobaculum
 sp. S15 [1x])

[2x] HGR05532.1;KUK13648.1 (Bacteria;NA;NA;NA;NA;NA;NA [1x],Bacteria;Synergistetes;NA;NA;NA;NA;Synergistetes bacterium [1x])

HHO10385.1 (Bacteria;Synergistetes;Synergistia;Synergistales;NA;NA;Synergistales bacterium)

[2x] OGI00858.1;NLF83503.1 (Bacteria;Candidatus Melainabacteria;NA;NA;NA;NA;Candidatus Melainabacteria bacterium GW
F2_37_15 [1x],Bacteria;Candidatus Melainabacteria;NA;Candidatus Gastranaerophilales;NA;NA;Candidatus Gastranaerophilales bacterium [1x])

[4x] PW
L74224.1;MBE7705533.1;W

P_191518887.1;MBE7711511.1 (Bacteria;Cyanobacteria;NA;NA;NA;NA;Cyanobacteria bacterium SIG31 [1x],Bacteria;NA;NA;NA;NA;Candidatus Adamsella;Candidatus Adamsella avium [1x],Bacteria;Candidatus Melainabacteria;NA;Candidatus Gastranaerophilales;NA;NA;Candidatus Gastranaerophilales bacterium [1x],Bacteria;Cyanobacteria;NA;NA;NA;NA;Cyanobacteria bacterium SIG29 [1x])

[5x] OGH95371.1;EKE04427.1;OGI20989.1;HBG50020.1;OGI00819.1 (Bacteria;Candidatus Melainabacteria;NA;NA;NA;NA;NA [1x],Bacteria;Candidatus Melainabacteria;NA;NA;NA;NA;Candidatus Melainabacteria bacterium GW
F2_37_15 [1x],Bacteria;Cyanobacteria;NA;NA;NA;NA;Cyanobacteria bacterium UBA9971 [1x],Bacteria;Candidatus Melainabacteria;NA;NA;NA;NA;Candidatus Melainabacteria bacterium GW

A2_34_9 [1x],Bacteria;NA;NA;NA;NA;NA;NA [1x])

[3x] MBD3399085.1;MBD3372554.1;HDR06340.1 (Bacteria;Candidatus Coatesbacteria;NA;NA;NA;NA;Candidatus Coatesbacteria bacterium [3x])

KPJ50749.1 (Bacteria;NA;NA;NA;NA;NA;candidate division TA06 bacterium
DG_26)

[2x] HDM59421.1;RLC45215.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [1x],Bacteria;Candidatus Coatesbacteria;NA;NA;NA;NA;Candidatus Coatesbacteria bacterium [1x])

NIM03169.1 (Bacteria;NA;NA;NA;NA;NA;bacterium)

RLC49093.1 (Bacteria;Candidatus Cloacimonetes;NA;NA;NA;NA;Candidatus Cloacimonetes bacterium)

[23x] EBD5983029.1;HAT1680522.1;QDI08175.1;EAP0943042.1;W
P_158592514.1;EBR8157656.1;W

P_155108453.1;EEO7837179.1;W
P_120509505.1;W

P_119824059.1;EBV5086439.1;EEM2539905.1;HAT1582201.1;ECH6755802.1;HAT1671262.1;EAQ6131748.1;W
P_098142431.1;EHM45420.1;EFP3676648.1;W

P_157248452.1;W
P_131047861.1;W

P_191121189.1;W
P_160704871.1 (Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Enterobacteriaceae;Salmonella;Salmonella enterica [9x],Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Enterobacteriaceae;Raoultella;Raoultella ornithinolytica [3x],Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Enterobacteriaceae;Yokenella;Yokenella regensburgei [3x],Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Enterobacteriaceae;Raoultella;NA [2x],Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Enterobacteriaceae;Klebsiella;Klebsiella oxytoca [1x],Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Hafniaceae;Edwardsiella;Edwardsiella tarda [1x],Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Enterobacteriaceae;Raoultella;Raoultella electrica [1x],Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Yersiniaceae;Rahnella;Rahnella bruchi [1x],Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Yersiniaceae;Rahnella;Rahnella victoriana [1x],Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Enterobacteriaceae;Escherichia;Escherichia alba [1x])

[6x] ATA24603.1;W
P_132927858.1;TCL04292.1;W

P_150435798.1;W
P_048639527.1;W

P_136990951.1 (Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Pectobacteriaceae;Sodalis;Sodalis sp. 159R [2x],Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Pectobacteriaceae;Brenneria;Brenneria goodwinii [2x],Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Pectobacteriaceae;Biostraticola;Biostraticola sp. BGMRC 2031 [1x],Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacterales;Pectobacteriaceae;Brenneria;Brenneria sp. L3-3HA [1x])

[8x] W
P_107186951.1;W

P_107290060.1;PSX26390.1;W
P_107286316.1;W

P_052671710.1;W
P_087844789.1;W

P_054262179.1;W
P_146155139.1 (Bacteria;Proteobacteria;Gammaproteobacteria;Vibrionales;Vibrionaceae;Photobacterium;Photobacterium kishitanii [6x],Bacteria;Proteobacteria;Gammaproteobacteria;Vibrionales;Vibrionaceae;Photobacterium;NA [2x])

[64x] W
P_012744805.1;W

P_099771767.1;OQX59107.1;W
P_014730893.1;W

P_121550779.1;W
P_072759852.1;W

P_190614800.1;W
P_165304572.1;W

P_011942806.1;W
P_147434892.1;W

P_033191247.1;W
P_135403094.1;W

P_068347863.1;W
P_103897925.1;W

P_031502942.1;W
P_101513229.1;W

P_072862920.1;KUK15950.1;HDG61823.1;W
P_038054063.1;W

P_015920166.1;TYB97286.1;W
P_156168670.1;W

P_011993355.1;W
P_099829451.1;W

P_091404023.1;PHJ12656.1;HHF08576.1;W
P_012895823.1;KUK82620.1;W

P_012310324.1;KUK03695.1;W
P_113073526.1;RKX50540.1;HCZ05550.1;W

P_129408665.1;HDP76806.1;W
P_047755251.1;W

P_047266704.1;W
P_014297180.1;W

P_004080829.1;HHV01065.1;W
P_012208037.1;W

P_038037394.1;W
P_169700024.1;W

P_121958598.1;W
P_014451020.1;W

P_165145950.1;W
P_103876010.1;W

P_064011661.1;RKX40495.1;W
P_006486526.1;W

P_175419983.1;W
P_103076488.1;W

P_129408409.1;W
P_103078941.1;W

P_101511206.1;W
P_109603578.1;PXF34624.1;W

P_045088414.1;HGU53622.1;W
P_121514400.1;W

P_164542308.1;W
P_103067703.1 (Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;NA [6x],Bacteria;Thermotogae;Thermotogae;Petrotogales;Petrotogaceae;Petrotoga;NA [5x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Fervidobacteriaceae;Fervidobacterium;NA [3x],Bacteria;Thermotogae;NA;NA;NA;NA;Thermotogae bacterium [3x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga;NA [2x],Bacteria;Thermotogae;Thermotogae;Petrotogales;Petrotogaceae;Defluviitoga;Defluviitoga tunisiensis [2x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Fervidobacteriaceae;Fervidobacterium;Fervidobacterium pennivorans [2x],Bacteria;Thermotogae;Thermotogae;Petrotogales;Petrotogaceae;Marinitoga;Marinitoga lauensis [2x],Bacteria;Thermotogae;Thermotogae;Petrotogales;Petrotogaceae;Geotoga;Geotoga petraea [2x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Kosmotoga;Kosmotoga arenicorallina [2x],Bacteria;Thermotogae;Thermotogae;Petrotogales;Petrotogaceae;Petrotoga;Petrotoga olearia [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga petrophila [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;NA;NA [1x],Bacteria;Thermotogae;Thermotogae;Petrotogales;Petrotogaceae;Marinitoga;Marinitoga sp. 1154 [1x],Bacteria;NA;NA;NA;NA;NA;NA [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Fervidobacteriaceae;Fervidobacterium;Fervidobacterium sp. 2310opik-2 [1x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Kosmotoga;NA [1x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga;Mesotoga prima [1x],Bacteria;Thermotogae;Thermotogae;NA;NA;NA;NA [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Fervidobacteriaceae;Fervidobacterium;Fervidobacterium gondwanense [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Pseudothermotoga;Pseudothermotoga hypogea [1x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga;Mesotoga sp. H07.pep.5.3 [1x],Bacteria;Thermotogae;Thermotogae;Petrotogales;Petrotogaceae;Marinitoga;Marinitoga sp. 38H-ov [1x],Bacteria;Thermotogae;Thermotogae;Petrotogales;Petrotogaceae;Marinitoga;Marinitoga sp. 1155 [1x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Kosmotoga;Kosmotoga pacifica [1x],Bacteria;Thermotogae;Thermotogae;Petrotogales;Petrotogaceae;Marinitoga;Marinitoga hydrogenitolerans [1x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga;Mesotoga sp. SC_NapDC [1x],Bacteria;Thermotogae;Thermotogae;Petrotogales;Petrotogaceae;Petrotoga;Petrotoga sp. 9PW.55.5.1 [1x],Bacteria;Thermotogae;Thermotogae;Petrotogales;Petrotogaceae;Petrotoga;Petrotoga mexicana [1x],Bacteria;Thermotogae;Thermotogae;Petrotogales;Petrotogaceae;Petrotoga;Petrotoga sp. 9PWA.NaAc.5.4 [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga sp. [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga sp. KOL6 [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga sp. 38H-to [1x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga;Mesotoga sp. BH458_6_3_2_1 [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga sp. Mc24 [1x],Bacteria;Thermotogae;Thermotogae;Petrotogales;Petrotogaceae;Marinitoga;Marinitoga sp. 1197 [1x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Kosmotoga;Kosmotoga sp. [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Fervidobacteriaceae;Fervidobacterium;Fervidobacterium sp. SC_NGM5_O18 [1x],Bacteria;Thermotogae;Thermotogae;Petrotogales;Petrotogaceae;Petrotoga;Petrotoga halophila [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Oceanotoga;Oceanotoga teriensis [1x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga;Mesotoga infera [1x],Bacteria;Thermotogae;Thermotogae;Petrotogales;Petrotogaceae;Tepiditoga;Tepiditoga spiralis [1x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga;Mesotoga sp. HF07.pep.5.2.highcov [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga sp. SG1 [1x],Bacteria;Thermotogae;Thermotogae;Petrotogales;Petrotogaceae;Marinitoga;NA [1x])

[13x] W
P_075666200.1;RKX36897.1;HCI29207.1;W

P_077289618.1;HBJ81252.1;W
P_041076459.1;RKX42101.1;W

P_073070985.1;NLH38121.1;W
P_041083567.1;W

P_013931696.1;W
P_012002577.1;W

P_165275865.1 (Bacteria;Thermotogae;NA;NA;NA;NA;Thermotogae bacterium [2x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga sp. Ku-13t [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga caldifontis [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Fervidobacteriaceae;Fervidobacterium;Fervidobacterium sp. [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Pseudothermotoga;Pseudothermotoga sp. [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;NA;NA;NA [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Fervidobacteriaceae;Thermosipho;NA [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Fervidobacteriaceae;Thermosipho;Thermosipho sp. 1223 [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga profunda [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Fervidobacteriaceae;Thermosipho;Thermosipho atlanticus [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Pseudothermotoga;Pseudothermotoga thermarum [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Pseudothermotoga;NA [1x])

KUK94442.1 (Bacteria;Thermotogae;Thermotogae;Thermotogales;NA;NA;Thermotogales bacterium 46_20)

[2x] RKX54995.1;HEW91487.1 (Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;NA;Thermotogaceae bacterium [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga sp. [1x])

RKX51565.1 (Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga sp.)

HID15625.1 (Bacteria;Candidatus Atribacteria;NA;NA;NA;NA;Candidatus Atribacteria bacterium)

[4x] NLZ43272.1;NLW09429.1;HHU81770.1;NLY88708.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [3x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium [1x])

RKY24716.1 (Bacteria;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacterium)

[4x] MBI5119340.1;RJP17056.1;NQU08397.1;RJP69518.1 (Bacteria;Candidatus Abyssubacteria;NA;NA;NA;NA;Candidatus Abyssubacteria bacterium SURF_5 [1x],Bacteria;Candidatus Abyssubacteria;NA;NA;NA;NA;Candidatus Abyssubacteria bacterium SURF_17 [1x],Bacteria;Candidatus Poribacteria;NA;NA;NA;NA;Candidatus Poribacteria bacterium [1x],Bacteria;Candidatus Abyssubacteria;NA;NA;NA;NA;Candidatus Abyssubacteria bacterium [1x])

[2x] OIP76103.1;PIR90881.1 (Bacteria;NA;NA;NA;NA;NA;NA [1x],Bacteria;Candidatus Gribaldobacteria;NA;NA;NA;NA;bacterium (Candidatus Gribaldobacteria) CG10_big_fil_rev_8_21_14_0_10_37_46 [1x])

[4x] WP_084114270.1;WP_077861376.1;WP_077864169.1;WP_009167449.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium acidisoli [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium saccharobutylicum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. BL-8 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. DL-VIII [1x])

WP_066021983.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;NA)

[5x] WP_010235345.1;WP_026883311.1;WP_015613689.1;WP_003440633.1;WP_084117662.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium pasteurianum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium arbusti [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium acidisoli [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium akagii [1x])

WP_053241704.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. DMHC 10)

WP_196593735.1 (Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Pectinatus;Pectinatus sottacetonis)

[2x] WP_012104062.1;WP_073540781.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium kluyveri [2x])

[16x] WP_013236887.1;WP_063601723.1;WP_023162539.1;WP_017751734.1;MBI6875302.1;WP_063555523.1;WP_147566178.1;WP_017894702.1;WP_122057718.1;WP_127719569.1;WP_150356153.1;WP_039656710.1;WP_182089078.1;HBC97608.1;WP_065078934.1;WP_106010063.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium tyrobutyricum [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium autoethanogenum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium ljungdahlii [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium ragsdalei [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. cel8 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium aciditolerans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium coskatii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AWRP [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium luticellarii [1x])

[9x] WP_035110920.1;WP_171303694.1;WP_023437097.1;MBE6065808.1;WP_129009155.1;WP_089866691.1;WP_011098577.1;WP_129030433.1;WP_129133342.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium tetani [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium cochlearium [3x])

HAZ37503.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium)

[56x] WP_003404963.1;WP_035145140.1;WP_003487946.1;WP_007064237.1;EKN42326.1;WP_071647693.1;WP_191591860.1;WP_053467286.1;WP_061324258.1;WP_173797042.1;WP_070110165.1;WP_163186105.1;WP_040108859.1;WP_061319562.1;WP_076177176.1;RHW64775.1;WP_003356402.1;RFM19513.1;NFD78673.1;WP_058007766.1;WP_061312135.1;WP_163249434.1;WP_061310491.1;WP_030032825.1;WP_027623630.1;WP_041348546.1;WP_029162465.1;WP_045515699.1;WP_085332529.1;WP_053337591.1;WP_125153311.1;WP_061325582.1;WP_050608359.1;WP_119969871.1;WP_003491813.1;WP_106063554.1;WP_163206436.1;WP_096636271.1;WP_012343058.1;WP_003360589.1;WP_047404363.1;WP_106900675.1;WP_163211745.1;WP_032078613.1;WP_096044962.1;WP_078992237.1;WP_072585695.1;WP_106573797.1;MTK13895.1;WP_078023304.1;WP_123052686.1;WP_099839488.1;NMA57598.1;WP_011947960.1;WP_169296197.1;WP_076039572.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium botulinum [24x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;NA [8x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sporogenes [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium cochlearium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium niameyense [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. JN-1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium lundense [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. P21 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus sp. MSK.21.13 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium fermenticellae [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium tetanomorphum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium drakei [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium rectalis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium acetireducens [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium scatologenes [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium liquoris [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium carboxidivorans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium tepidum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium combesii [1x])

[4x] WP_052222753.1;WP_061858047.1;WP_128748078.1;QGU94095.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium homopropionicum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium bovifaecis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. JN-9 [1x])

WP_073340122.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium grantii)

[28x] WP_077832233.1;WP_065077255.1;WP_106010788.1;WP_026882178.1;WP_066022065.1;WP_035294095.1;WP_119971340.1;WP_077893500.1;WP_077835669.1;WP_013239351.1;WP_010966076.1;NLU08660.1;WP_122058050.1;WP_138205912.1;WP_165412414.1;WP_102401482.1;WP_034582334.1;WP_063554198.1;OOL98905.1;WP_063601929.1;WP_077895065.1;WP_127721887.1;WP_150357902.1;WP_066022134.1;WP_127720919.1;WP_065077326.1;WP_053242995.1;NYC93241.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;NA [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium acetobutylicum [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium ragsdalei [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AWRP [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium felsineum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. KNHs214 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. DMHC 10 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium fermenticellae [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Haloimpatiens;Haloimpatiens lingqiaonensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium estertheticum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Haloimpatiens;Haloimpatiens massiliensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium luticellarii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium autoethanogenum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium coskatii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium roseum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium ljungdahlii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium akagii [1x])

[2x] WP_058992311.1;WP_055259796.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium ventriculi [1x])

[8x] WP_142415324.1;HBC96267.1;WP_191740692.1;WP_012103797.1;HAG44443.1;WP_073537693.1;AWZ48649.1;WP_011989182.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium kluyveri [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. N37 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium 14S0207 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Hathewaya;Hathewaya massiliensis [1x])

[3x] WP_010294786.1;NEU04526.1;WP_061996125.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium senegalense [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. ATCC 25772 [1x])

[10x] WP_040330614.1;HCQ90815.1;WP_045724873.1;WP_039636433.1;WP_055226881.1;WP_055207460.1;WP_054198997.1;WP_077230163.1;WP_138210032.1;WP_039311600.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium baratii [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium argentinense [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium ihumii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Hathewaya;Hathewaya histolytica [1x])

WP_066823806.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium tepidiprofundi)

[2x] WP_090012020.1;WP_143314629.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. DSM 8431 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;NA [1x])

MBE6047987.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp.)

[4x] WP_077394078.1;WP_022743855.1;WP_077865631.1;WP_090094375.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium saccharobutylicum [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium uliginosum [1x])

[18x] WP_072895727.1;WP_111937861.1;MSR90948.1;WP_195542286.1;WP_099314445.1;WP_195260773.1;WP_195966365.1;WP_055254231.1;WP_027097896.1;WP_195963229.1;WP_128212105.1;WP_195572670.1;WP_099327606.1;WP_072985529.1;WP_160680271.1;WP_027631666.1;WP_195616897.1;WP_195343514.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium paraputrificum [11x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium WCA-383-APC-5B [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. C8-1-8 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CT4 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium cavendishii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium fallax [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium hydrogeniformans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. 1001283B150210_160208_E6 [1x])

[3x] WP_002598453.1;WP_055070072.1;WP_055070563.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium massiliamazoniense [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium thermobutyricum [1x])

[7x] WP_185162614.1;WP_115640679.1;WP_032121266.1;WP_090041914.1;WP_104409342.1;WP_185158405.1;WP_029452682.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium algidicarnis [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium frigidicarnis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium putrefaciens [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium amazonitimonense [1x])

WP_072831450.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium collagenovorans)

[2x] RLG28748.1;KUK91583.1 (Archaea;Euryarchaeota;Methanomicrobia;Methanosarcinales;NA;NA;Methanosarcinales archaeon [1x],Bacteria;Candidatus Marinimicrobia;NA;NA;NA;NA;Marinimicrobia bacterium 46_43 [1x])

HGO78602.1 (Bacteria;Chloroflexi;Anaerolineae;Anaerolineales;Anaerolineaceae;Anaerolinea;Anaerolinea sp.)

[2x] MBC7242508.1;HGX30019.1 (Bacteria;Chloroflexi;Anaerolineae;NA;NA;NA;Anaerolineae bacterium [2x])

HAL61500.1 (Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium)

RLC71078.1 (Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium)

MBE0415647.1 (Bacteria;Chloroflexi;Dehalococcoidia;NA;NA;NA;Dehalococcoidia bacterium)

RLC70009.1 (Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium)

[2x] KUK48573.1;HAL30093.1 (Bacteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium 66_15 [1x],Bacteria;Actinobacteria;Coriobacteriia;NA;NA;NA;Coriobacteriia bacterium [1x])

KUK47712.1 (Bacteria;Actinobacteria;NA;NA;NA;NA;NA)

[3x] HAZ31258.1;PIU55484.1;RLC91860.1 (Bacteria;Chloroflexi;Dehalococcoidia;NA;NA;NA;Dehalococcoidia bacterium [1x],Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium CG07_land_8_20_14_0_80_51_10 [1x],Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium [1x])

WP_181551278.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfosalsimonas;Desulfosalsimonas propionicica)

OGO41435.1 (Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium RBG_16_58_8)

HGF31622.1 (Bacteria;Chloroflexi;Dehalococcoidia;NA;NA;NA;Dehalococcoidia bacterium)

HEY49904.1 (Bacteria;Chloroflexi;Dehalococcoidia;NA;NA;NA;Dehalococcoidia bacterium)

MBE0479690.1 (Bacteria;Chloroflexi;Dehalococcoidia;NA;NA;NA;Dehalococcoidia bacterium)

RLC73009.1 (Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium)

MBI2303533.1 (Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium)

MBI2866381.1 (Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium)

MBI4302662.1 (Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium)

MBI4319566.1 (Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium)

[2x] MBI4321621.1;MBI2952780.1 (Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium [2x])

HHA21911.1 (Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium)

TAK36032.1 (Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium)

MBI2865400.1 (Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium)

MBI2303435.1 (Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium)

MBE0428847.1 (Bacteria;Actinobacteria;Thermoleophilia;NA;NA;NA;Thermoleophilia bacterium)

[6x] HGC29025.1;OFW60646.1;NLV71122.1;HGT68216.1;MBC7294629.1;NLE10316.1 (Bacteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium [4x],Bacteria;Actinobacteria;NA;NA;NA;NA;Actinobacteria bacterium RBG_16_64_13 [1x],Bacteria;Actinobacteria;Thermoleophilia;NA;NA;NA;Thermoleophilia bacterium [1x])
[2x] MBE0448517.1;HDW92397.1 (Bacteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium [2x])

TET55343.1 (Bacteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium)

[2x] OPZ43676.1;NLT93710.1 (Bacteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium [1x],Bacteria;Actinobacteria;NA;NA;NA;NA;Actinobacteria bacterium ADurb.BinA094 [1x])

[2x] RPI30580.1;HGE64661.1 (Bacteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium [2x])

NLE21854.1 (Bacteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium)

HGZ10852.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Desulfobacca;Desulfobacca acetoxidans)

HGB15071.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Desulfobacca;Desulfobacca acetoxidans)

MBD3352217.1 (Archaea;Candidatus Lokiarchaeota;NA;NA;NA;NA;Candidatus Lokiarchaeota archaeon)
HGD87510.1 (Bacteria;NA;NA;NA;NA;NA;bacterium)

MBD3259641.1 (Archaea;Candidatus Woesearchaeota;NA;NA;NA;NA;Candidatus Woesearchaeota archaeon)MBC8494788.1 (Archaea;NA;NA;NA;NA;NA;archaeon)

MBC7334576.1 (Bacteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium)

KUK83031.1 (Bacteria;Candidatus Microgenomates;NA;NA;NA;NA;Microgenomates bacterium 39_6)

[2x] HDH99291.1;HDM31791.1 (Bacteria;NA;NA;NA;NA;NA;bacterium [2x])

HDN85252.1 (Bacteria;Candidatus Aerophobetes;NA;NA;NA;NA;Candidatus Aerophobetes bacterium)
[2x] HGU91666.1;HGZ06136.1 (no taxonomy mapping [2x])

[3x] RKY83238.1;NWF77617.1;RLC65397.1 (Bacteria;Chloroflexi;NA;NA;NA;NA;Chloroflexi bacterium [2x],Bacteria;NA;NA;NA;NA;NA;candidate division KSB1 bacterium [1x])OIO44927.1 (Bacteria;NA;NA;NA;NA;NA;Parcubacteria group bacterium CG1_02_36_42)

[2x] NCO23264.1;PIV46144.1 (Bacteria;NA;NA;NA;NA;NA;NA [1x],Bacteria;NA;NA;NA;NA;NA;bacterium (Candidatus Moisslbacteria) CG02_land_8_20_14_3_00_36_53 [1x])

[2x] PIU46889.1;PIR89887.1 (Bacteria;Candidatus Gribaldobacteria;NA;NA;NA;NA;NA [1x],Bacteria;Candidatus Gribaldobacteria;NA;NA;NA;NA;bacterium (Candidatus Gribaldobacteria) CG07_land_8_20_14_0_80_33_18 [1x])

OIN99990.1 (Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;NA)

[7x] PIZ15932.1;OIN99584.1;PIV54386.1;PIU51832.1;PJB27636.1;HHS25153.1;OIN96239.1 (Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium CG_4_10_14_0_8_um_filter_39_17 [1x],Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium CG1_02_38_46 [1x],Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium CG07_land_8_20_14_0_80_39_15 [1x],Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium CG02_land_8_20_14_3_00_49_13 [1x],Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;NA [1x],Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium CG_4_9_14_3_um_filter_50_7 [1x],Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium [1x])

[5x] PIZ16613.1;OIN95767.1;PIV57157.1;PIU51071.1;OIN98593.1 (Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;NA [2x],Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium CG_4_10_14_0_8_um_filter_39_17 [1x],Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium CG1_02_38_46 [1x],Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium CG07_land_8_20_14_0_80_39_15 [1x])HHS26108.1 (Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium)

OPZ57617.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium ADurb.Bin510)RLA99540.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

[3x] NLH20509.1;NLZ13230.1;OQC30848.1 (Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;NA;Thermotogaceae bacterium [2x],Bacteria;Thermotogae;NA;NA;NA;NA;Thermotogae bacterium ADurb.Bin062 [1x])
HDP74154.1 (Archaea;Candidatus Woesearchaeota;NA;NA;NA;NA;Candidatus Woesearchaeota archaeon)[4x] PMP71067.1;WP_051962889.1;HGE75272.1;WP_161848700.1 (Bacteria;Thermotogae;Thermotogae;Mesoaciditogales;Mesoaciditogaceae;Mesoaciditoga;Mesoaciditoga lauensis [2x],Bacteria;Thermotogae;Thermotogae;Mesoaciditogales;Mesoaciditogaceae;Athalassotoga;Athalassotoga saccharophila [1x],Bacteria;Thermotogae;Thermotogae;Mesoaciditogales;Mesoaciditogaceae;Mesoaciditoga;NA [1x])

[10x] WP_012584072.1;HEI45050.1;HGB30809.1;HFX13182.1;WP_012548471.1;WP_148805957.1;PMQ01774.1;WP_149122472.1;PNV78944.1;HGK23784.1 (Bacteria;Dictyoglomi;Dictyoglomia;Dictyoglomales;Dictyoglomaceae;Dictyoglomus;Dictyoglomus thermophilum [5x],Bacteria;Dictyoglomi;Dictyoglomia;Dictyoglomales;Dictyoglomaceae;Dictyoglomus;Dictyoglomus turgidum [2x],Bacteria;Dictyoglomi;Dictyoglomia;Dictyoglomales;Dictyoglomaceae;Dictyoglomus;Dictyoglomus sp. ob1-4 [1x],Bacteria;Dictyoglomi;Dictyoglomia;Dictyoglomales;Dictyoglomaceae;Dictyoglomus;Dictyoglomus sp. NZ13-RE01 [1x],Bacteria;Dictyoglomi;Dictyoglomia;Dictyoglomales;Dictyoglomaceae;Dictyoglomus;NA [1x])
[4x] MBC7195314.1;NLI56201.1;RLD13142.1;NLI56801.1 (Bacteria;NA;NA;NA;NA;NA;bacterium [2x],Bacteria;Caldiserica;Caldisericia;NA;NA;NA;Caldisericia bacterium [1x],Bacteria;Caldiserica;NA;NA;NA;NA;Caldiserica bacterium [1x])[6x] WP_018963497.1;WP_107763939.1;WP_107689940.1;NLT84164.1;WP_012543992.1;HAR39824.1 (Bacteria;Coprothermobacterota;Coprothermobacteria;Coprothermobacterales;Coprothermobacteraceae;Coprothermobacter;Coprothermobacter proteolyticus [4x],Bacteria;Coprothermobacterota;Coprothermobacteria;Coprothermobacterales;Coprothermobacteraceae;Coprothermobacter;Coprothermobacter sp. [1x],Bacteria;Coprothermobacterota;Coprothermobacteria;Coprothermobacterales;Coprothermobacteraceae;Coprothermobacter;Coprothermobacter platensis [1x])

NPV88946.1 (Bacteria;Coprothermobacterota;Coprothermobacteria;Coprothermobacterales;Coprothermobacteraceae;NA;Coprothermobacteraceae bacterium)
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