
WP_020885419.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfohalovibrio;Desulfohalovibrio alkalitolerans)

WP_020881161.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio sp. X2)

WP_029896096.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfohalovibrio;Desulfohalovibrio reitneri)

[3x] WP_014259357.1;WP_005984622.1;WP_027367040.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfocurvibacter;Desulfocurvibacter africanus [3x])

WP_027176218.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio aminophilus)

WP_167942251.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfobaculum;Desulfobaculum xiamenense)

MBF0480051.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;NA;Desulfovibrionaceae bacterium)

THB62940.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio sp.)

THB66715.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio sp.)

[2x] WP_144307208.1;WP_144303490.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio indonesiensis [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio marinus [1x])

WP_021760203.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio gigas)

MBG0777995.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;NA;Desulfovibrionaceae bacterium)

HHN64351.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

RMG01920.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

[2x] NOX20124.1;RMG67702.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [2x])

[3x] GBE34083.1;HDY70649.1;HDO36360.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [2x],Bacteria;NA;NA;NA;NA;NA;bacterium BMS3Bbin06 [1x])

MBI4652499.1 (Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium)

[7x] RMG72713.1;HDY71788.1;HEB76556.1;HHN65767.1;HDH02238.1;HEC97829.1;NOZ25137.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [7x])

[4x] WP_040334432.1;MBF0344656.1;KJU83404.1;MBF0609171.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;NA [1x],Bacteria;Proteobacteria;Alphaproteobacteria;Magnetococcales;NA;NA;Magnetococcales bacterium [1x],Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [1x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Candidatus Magnetobacterium;Candidatus Magnetobacterium bavaricum [1x])

[2x] MBF0590932.1;MBF0537901.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [2x])

KJJ84668.1 (Bacteria;Candidatus Omnitrophica;NA;NA;NA;Candidatus Omnitrophus;Candidatus Omnitrophus magneticus)

[4x] MBF0466594.1;MBF0555888.1;TES62672.1;MBF0520090.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [3x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;NA;NA;Nitrospirales bacterium LBB_01 [1x])

[4x] MBF0319804.1;KWT86084.1;MBF0568052.1;MBF0459375.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [3x],Bacteria;Nitrospirae;NA;NA;NA;NA;NA [1x])

KJR40259.1 (Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Candidatus Magnetoovum;Candidatus Magnetoovum chiemensis)

[3x] MBI5195545.1;MBI4654671.1;HDK17418.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [3x])

RJQ44015.1 (Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;NA;Nitrospiraceae bacterium)

KJR42443.1 (Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Candidatus Magnetoovum;Candidatus Magnetoovum chiemensis)

MBF0542675.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

GBD99119.1 (Bacteria;NA;NA;NA;NA;NA;NA)

TAN42308.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

MBF0329196.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

NTU43219.1 (Bacteria;Nitrospirae;Nitrospira;Nitrospirales;NA;NA;Nitrospirales bacterium)

[2x] NLI29927.1;KAF0180303.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [1x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;NA;Nitrospiraceae bacterium [1x])

[2x] MBA4348767.1;BCB95658.1 (Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Thermodesulfovibrio;Thermodesulfovibrio sp. [1x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;NA;Nitrospiraceae bacterium T55J [1x])

[3x] OGW22394.1;MBI5211961.1;HCL82201.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;NA [1x],Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [1x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;NA;Nitrospiraceae bacterium [1x])

MBF0558285.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

MBF0506374.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

HIJ60446.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

WP_068860560.1 (Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Thermodesulfovibrio;Thermodesulfovibrio sp. N1)

[9x] ACI20369.1;WP_028842266.1;WP_164924811.1;WP_181405965.1;PMP72813.1;HHW19855.1;HGG99885.1;WP_059177215.1;WP_028844451.1 (Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Thermodesulfovibrio;Thermodesulfovibrio aggregans [3x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Thermodesulfovibrio;Thermodesulfovibrio thiophilus [2x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Thermodesulfovibrio;Thermodesulfovibrio yellowstonii [2x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Thermodesulfovibrio;Thermodesulfovibrio islandicus [1x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Thermodesulfovibrio;Thermodesulfovibrio sp. Kuro-1 [1x])

HGP06128.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

[2x] KPK46001.1;OGW45412.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium RBG_13_41_22 [1x],Bacteria;Nitrospirae;Nitrospira;NA;NA;NA;Nitrospira bacterium SM23_35 [1x])

[4x] OGW37530.1;NWF52981.1;NCO67812.1;TFG36046.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;NA [1x],Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [1x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;NA;NA;Nitrospirales bacterium [1x],Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium RBG_13_39_12 [1x])

[2x] HHN32967.1;NWF98898.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [2x])

HGF56176.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

MBI5187944.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

[6x] MBI1811083.1;HBG92626.1;TAL23390.1;OGW31479.1;KAF0143378.1;MBI5205866.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [4x],Bacteria;Nitrospirae;NA;NA;NA;NA;NA [1x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;NA;Nitrospiraceae bacterium [1x])

MBI4690253.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

[12x] PIW89446.1;MBI1810971.1;MBA3071081.1;OIO30089.1;PIV65370.1;PJA81860.1;TAL24915.1;PIX87508.1;NCO83379.1;MBI5205074.1;PIV43851.1;PIP69806.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [5x],Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium CG02_land_8_20_14_3_00_44_33 [1x],Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium CG1_02_44_142 [1x],Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium CG_4_9_14_3_um_filter_44_28 [1x],Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium CG_4_10_14_3_um_filter_44_29 [1x],Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium CG01_land_8_20_14_3_00_44_22 [1x],Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium CG_4_8_14_3_um_filter_44_28 [1x],Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium CG22_combo_CG10-13_8_21_14_all_44_11 [1x])

[4x] HGP04749.1;MBI3378769.1;MBI4684994.1;HBR21903.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [3x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;NA;Nitrospiraceae bacterium [1x])

HAM49487.1 (Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;NA;Nitrospiraceae bacterium)

[2x] MBI5101268.1;TAN37850.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [2x])

MBA4372522.1 (Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Thermodesulfovibrio;Thermodesulfovibrio sp.)

[4x] MBI5640907.1;TAN41543.1;RPI36439.1;SPQ00032.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [2x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;NA;Nitrospiraceae bacterium [1x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Candidatus Sulfobium;Candidatus Sulfobium mesophilum [1x])

NJD55540.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

[2x] MBI5076014.1;MBI5632240.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [2x])

HEB02381.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

HEB02863.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

[2x] NTW58074.1;NTW65039.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [2x])

MBI4823915.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

MBC8413126.1 (Bacteria;NA;NA;NA;NA;NA;bacterium)

[3x] KPK36170.1;KPK01594.1;MBC8414460.1 (Bacteria;Nitrospirae;Nitrospira;NA;NA;NA;Nitrospira bacterium SG8_35_1 [1x],Bacteria;NA;NA;NA;NA;NA;bacterium [1x],Bacteria;Nitrospirae;Nitrospira;NA;NA;NA;Nitrospira bacterium SG8_35_4 [1x])

[4x] HDN94751.1;GBE03613.1;HDO67211.1;GBE41432.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [2x],Bacteria;NA;NA;NA;NA;NA;bacterium BMS3Bbin09 [1x],Bacteria;NA;NA;NA;NA;NA;bacterium BMS3Abin09 [1x])

[5x] MBI4847730.1;MBI5741489.1;MBI5099445.1;HDH53121.1;MBI5056586.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [5x])

[7x] HDH04230.1;RJR21051.1;MBI5664738.1;NOZ69092.1;MBI4682218.1;RJQ49926.1;GBD97090.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [3x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;NA;Nitrospiraceae bacterium [2x],Bacteria;NA;NA;NA;NA;NA;NA [1x],Bacteria;Deferribacteres;Deferribacteres;NA;NA;NA;Deferribacteres bacterium [1x])

MBI5675152.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

[4x] TNF54956.1;HDK17548.1;HDO26105.1;GBE05061.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [2x],Bacteria;NA;NA;NA;NA;NA;bacterium [1x],Bacteria;NA;NA;NA;NA;NA;NA [1x])

MBI4698472.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

MBI5049826.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

[3x] HDZ84891.1;MBI4838107.1;HDH00405.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [3x])

HDW83131.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

[2x] MBI4698471.1;MBI4688410.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [2x])

MBI5025240.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

RMD51753.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

MBI5141676.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)
MBI5199021.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

[2x] MBI5694323.1;MBI5190820.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [2x])

NOX97544.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

[2x] WP_197282097.1;KIX13220.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfarculales;Desulfarculaceae;Dethiosulfatarculus;Dethiosulfatarculus sandiegensis [2x])

[3x] MBI4797233.1;KMY66765.1;WP_049676341.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfarculales;Desulfarculaceae;Desulfocarbo;Desulfocarbo indianensis [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfarculales;Desulfarculaceae;Desulfarculus;Desulfarculus sp. [1x])

KXS56412.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;Candidatus Adiutrix;Candidatus Adiutrix intracellularis)

MBF0530241.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

[15x] OGR30800.1;HGS04667.1;OGP69948.1;WP_013707350.1;PJC72667.1;HGZ11024.1;HHS28508.1;HGF33822.1;HGB15289.1;RLA90102.1;MBI4642572.1;HAY22965.1;RJR45978.1;PIU53104.1;MBI4795607.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Desulfobacca;Desulfobacca acetoxidans [6x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [4x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium CG07_land_8_20_14_0_80_60_11 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;NA;NA;Syntrophobacterales bacterium CG_4_8_14_3_um_filter_58_8 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Desulfobacca;Desulfobacca sp. RBG_16_60_12 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RBG_13_60_28 [1x])

HAY21562.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium)

[5x] MBF0474851.1;MBF0495252.1;MBF0524916.1;MBF0550730.1;MBF0508740.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [5x])

[6x] MBI4767518.1;OGP50385.1;MBA4392045.1;MBI5606200.1;HGD96031.1;MBI5583189.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [4x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Desulfobacca;Desulfobacca sp. [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RBG_13_43_22 [1x])

HID58581.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium)

[6x] OEU50868.1;NVM57276.1;NVM20747.1;OEU84058.1;RLB81691.1;OEU46193.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium S3730MH5 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium S5133MH4 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium S7086C20 [1x])

[3x] OEU60479.1;OEU54731.1;MBE9551765.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium C00003106 [1x],Bacteria;Proteobacteria;NA;NA;NA;NA;Proteobacteria bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium C00003104 [1x])

HIC91407.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;NA;Syntrophaceae bacterium)

HED00931.1 (Bacteria;Proteobacteria;NA;NA;NA;NA;Proteobacteria bacterium)

[4x] HFG15710.1;NWF53605.1;HGB57254.1;MBI5968680.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [3x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;NA;Syntrophaceae bacterium [1x])

[8x] PIZ20910.1;HCX89419.1;RJP59785.1;PIX25422.1;KAF0122556.1;HCX90664.1;PIU85821.1;MBI4619999.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [3x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium CG_4_8_14_3_um_filter_43_13 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium CG_4_10_14_0_8_um_filter_43_12 [1x],Bacteria;NA;NA;NA;NA;NA;bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium CG06_land_8_20_14_3_00_44_19 [1x])

[3x] MBI5180583.1;OGW49577.1;MBI3354186.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [2x],Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium RBG_19FT_COMBO_42_15 [1x])

HFH49784.1 (Bacteria;Proteobacteria;NA;NA;NA;NA;Proteobacteria bacterium)
KPJ60488.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium DG_8)

[30x] HGU15876.1;HHP30697.1;HGA29773.1;WP_038054883.1;NPA39479.1;HGV54928.1;WP_068515163.1;HGJ35413.1;PMP65200.1;HGH83899.1;WP_038062951.1;PMP61695.1;HEN51778.1;RKX57989.1;RKX57697.1;HCP09228.1;WP_028840917.1;HGQ86283.1;HBT03455.1;PMP94733.1;WP_013909672.1;WP_022855592.1;RKX63771.1;HGM56002.1;NAZ30095.1;HHH86349.1;HAA84276.1;WP_150072315.1;KUJ97532.1;HHQ16115.1 (Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;Thermodesulfobacterium;Thermodesulfobacterium geofontis [8x],Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;Caldimicrobium;Caldimicrobium sp. [5x],Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;Thermodesulfobacterium;Thermodesulfobacterium commune [4x],Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;Caldimicrobium;Caldimicrobium thiodismutans [4x],Bacteria;Thermodesulfobacteria;NA;NA;NA;NA;Thermodesulfobacteria bacterium [4x],Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;Thermodesulfobacterium;Thermodesulfobacterium thermophilum [1x],Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;Thermodesulfobacterium;Thermodesulfobacterium sp. 37_54 [1x],Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;Thermodesulfobacterium;Thermodesulfobacterium hveragerdense [1x],Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;Thermodesulfobacterium;Thermodesulfobacterium sp. TA1 [1x],Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;Thermodesulfobacterium;Thermodesulfobacterium hydrogeniphilum [1x])

[11x] NPB10081.1;NPA48705.1;HFC98565.1;HHI96585.1;RUM88337.1;WP_068668526.1;WP_013907966.1;WP_022852774.1;WP_068542700.1;HIE33037.1;WP_168719390.1 (Bacteria;Thermodesulfobacteria;NA;NA;NA;NA;Thermodesulfobacteria bacterium [2x],Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;Thermodesulfatator;Thermodesulfatator atlanticus [2x],Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;Thermosulfurimonas;Thermosulfurimonas dismutans [2x],Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;NA;Thermodesulfobacteriaceae bacterium [1x],Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;Thermodesulfatator;Thermodesulfatator sp. [1x],Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;Thermodesulfatator;Thermodesulfatator autotrophicus [1x],Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;Thermosulfurimonas;Thermosulfurimonas marina [1x],Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;Thermodesulfatator;Thermodesulfatator indicus [1x])

[2x] HFB83658.1;WP_166031074.1 (Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;Thermosulfuriphilus;Thermosulfuriphilus ammonigenes [1x],Bacteria;Thermodesulfobacteria;Thermodesulfobacteria;Thermodesulfobacteriales;Thermodesulfobacteriaceae;Thermodesulfatator;Thermodesulfatator sp. [1x])

WP_027370195.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfohalobiaceae;Desulfovermiculus;Desulfovermiculus halophilus)

WP_067615954.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;Dissulfuribacter;Dissulfuribacter thermophilus)

[4x] RLE00137.1;RLD92341.1;RLD99522.1;HDD52493.1 (Bacteria;Aquificae;NA;NA;NA;NA;Aquificae bacterium [3x],Bacteria;Aquificae;Aquificae;Aquificales;NA;Thermosulfidibacter;Thermosulfidibacter takaii [1x])

[2x] WP_066066199.1;HDD44373.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;Candidatus Desulfofervidaceae;Candidatus Desulfofervidus;Candidatus Desulfofervidus auxilii [2
x])

KPJ63613.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophobacteraceae;Syntrophobacter;Syntrophobacter sp. DG_60)

HFH49828.1 (Bacteria;Proteobacteria;NA;NA;NA;NA;Proteobacteria bacterium)

HHG34894.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

HAS54155.1 (Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;NA;Nitrospiraceae bacterium)

[4x] OGW40694.1;HAK60172.1;NTW66781.1;NTW59188.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [2x],Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium GWD2_57_9 [1x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;NA;Nitrospiraceae bacterium [1x])

[2x] HGF00656.1;HFH10786.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [2x])

[14x] OPY75926.1;NLW34988.1;HAR94606.1;OQB76532.1;WP_028895113.1;OPX96418.1;NMC93876.1;HBA55415.1;OPY65322.1;NMC94490.1;NMC93747.1;OPY72674.1;OPX92528.1;OQB76026.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophorhabdaceae;Syntrophorhabdus;Syntrophorhabdus aromaticivorans [3x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophorhabdaceae;Syntrophorhabdus;Syntrophorhabdus sp. [3x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium ADurb.Bin135 [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophorhabdaceae;Syntrophorhabdus;Syntrophorhabdus sp. PtaU1.Bin002 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophorhabdaceae;Syntrophorhabdus;Syntrophorhabdus sp. PtaU1.Bin153 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophorhabdaceae;Syntrophorhabdus;Syntrophorhabdus sp. PtaB.Bin006 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophorhabdaceae;Syntrophorhabdus;Syntrophorhabdus sp. PtaB.Bin027 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophorhabdaceae;Syntrophorhabdus;Syntrophorhabdus sp. PtaU1.Bin050 [1x])

OPX96829.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophorhabdaceae;Syntrophorhabdus;Syntrophorhabdus sp. PtaB.Bin027)

HAR96898.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

[8x] OPY04686.1;OPY02771.1;MBA4416345.1;HBL24326.1;MBA4389314.1;OPY77149.1;NLT22941.1;OQC48906.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Syntrophus;Syntrophus sp. (in
: Bacteria) [2x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium ADurb.Bin026 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophorhabdaceae;Syntrophorhabdus;Syntrophorhabdus sp. PtaB.Bin184 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophorhabdaceae;Syntrophorhabdus;Syntrophorhabdus sp. PtaU1.Bin058 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophorhabdaceae;Syntrophorhabdus;Syntrophorhabdus sp. [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophorhabdaceae;Syntrophorhabdus;Syntrophorhabdus sp. PtaB.Bin047 [1x])

[2x] HHS91193.1;HGX13234.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [2x])

RTZ93803.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

[14x] RLA77075.1;HEX16475.1;RLA93773.1;RLB02228.1;RLA97842.1;HHS47569.1;RLA81892.1;HGU35170.1;HGL82484.1;HGJ23138.1;RLA86781.1;RLA85353.1;HGZ69142.1;HDW96198.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [14x])

[4x] NIS59212.1;OGP52734.1;RLB07359.1;NIO05937.1 (Bacteria;Proteobacteria;NA;NA;NA;NA;Proteobacteria bacterium [2x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RBG_13_52_11 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x])

NIQ38577.1 (Bacteria;Proteobacteria;NA;NA;NA;NA;Proteobacteria bacterium)

[14x] HGV80922.1;OGP73817.1;PIV23955.1;OGP75189.1;RPJ08401.1;HFM54853.1;HGZ73053.1;HFZ30106.1;NWG03358.1;OGP90290.1;NWF94300.1;OGQ06863.1;HDY22971.1;OGP88621.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [6x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;NA;Syntrophaceae bacterium [2x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RBG_19FT_COMBO_46_12 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RBG_16_50_11 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RBG_16_48_10 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RBG_16_49_23 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RBG_16_47_11 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;NA [1x])

[2x] RKY01762.1;RLA87716.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x])

[2x] MBI4832307.1;MBI5115726.1 (Bacteria;Candidatus Poribacteria;NA;NA;NA;NA;Candidatus Poribacteria bacterium [1x],Bacteria;Candidatus Lindowbacteria;NA;NA;NA;NA;Candidatus Lindowbacteria bacterium [1x])

[4x] MBI5559890.1;MBI5599757.1;HHL39283.1;HHD10887.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [4x])

MBI5234555.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

[21x] MBI5810784.1;MBI5887497.1;MBI5643223.1;MBI5588434.1;TAN63751.1;MBI5455074.1;OGP18213.1;MBI5826936.1;MBI2413666.1;MBI5885632.1;MBE9527924.1;MBI5344078.1;OGP24795.1;OGP21478.1;OGP34234.1;MBI5562008.1;MBI5902367.1;MBI5234770.1;MBI1911020.1;MBI5971545.1;MBI5492955.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [15x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium GWB2_55_19 [1x],Bacteria;Proteobacteria;NA;NA;NA;NA;Proteobacteria bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium GWC2_56_8 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;NA [1x],Bacteria;NA;NA;NA;NA;NA;bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium GWA2_55_10 [1x])

MBI5233627.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

MBE9531758.1 (Bacteria;Proteobacteria;NA;NA;NA;NA;Proteobacteria bacterium)

[3x] MBI5327976.1;OGQ44859.1;MBI5874503.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [2x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RIFCSPLOWO2_02_44_9 [1x])

[12x] OGP11146.1;OGP09197.1;OGQ45035.1;HBO83681.1;MBI5683014.1;MBI5875664.1;HAG49788.1;MBI5892783.1;MBI3399030.1;OGP32463.1;MBI3754148.1;HBR16432.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [8x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;NA [2x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium GWC2_42_11 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RIFCSPLOWO2_02_44_9 [1x])

HAJ95030.1 (Bacteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium)

TET52340.1 (Bacteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium)

[11x] OFW52472.1;MBE3036617.1;NQT67538.1;TET16241.1;MBE3113648.1;MBC8387296.1;OFW62472.1;MBE3086441.1;MBE3102536.1;MBC8388895.1;MQY75290.1 (Bacteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium [5x],Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [1x],Bacteria;Candidatus Atribacteria;NA;NA;NA;NA;Candidatus Atribacteria bacterium [1x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium [1x],Bacteria;Actinobacteria;NA;NA;NA;NA;Actinobacteria bacterium RBG_19FT_COMBO_36_27 [1x],Bacteria;Actinobacteria;NA;NA;NA;NA;Actinobacteria bacterium RBG_13_35_12 [1x])

[2x] MBE3086440.1;MBE3036618.1 (Bacteria;Candidatus Atribacteria;NA;NA;NA;NA;Candidatus Atrib
acteria bacterium [1x],Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium [1x])

MBC7333378.1 (Bacteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium)

[3x] PIP11902.1;OYD16376.1;PIS26363.1 (Bacteria;NA;NA;NA;NA;Candidatus Stahlbacteria;bacterium (Candidatus Stahlbacteria) CG23_combo_of_CG06-09_8_20_14_all_40_9 [1x],Bacteria;NA;NA;NA;NA;Candidatus Stahlbacteria;bacterium (Candidatus Stahlbacteria) CG08_land_8_20_14_0_20_40_26 [1x],Bacteria;candidate division WOR-3;NA;NA;NA;NA;candidate division WOR-3 bacterium JGI_Cruoil_03_44_89 [1x])

[3x] HID93625.1;PIP13580.1;PIS25263.1 (Bacteria;NA;NA;NA;NA;Candidatus Stahlbacteria;Candidatus Stahlbacteria bacterium [1x],Bacteria;NA;NA;NA;NA;Candidatus Stahlbacteria;bacterium (Candidatus Stahlbacteria) CG08_land_8_20_14_0_20_40_26 [1x],Bacteria;NA;NA;NA;NA;Candidatus Stahlbacteria;bacterium (Candidatus Stahlbacteria) CG23_combo_of_CG06-09_8_20_14_all_40_9 [1x])

MBI4722979.1 (Bacteria;NA;NA;NA;NA;Candidatus Stahlbacteria;Candidatus Stahlbacteria bacterium)

TEU01416.1 (Bacteria;NA;NA;NA;NA;Candidatus Stahlbacteria;Candidatus Stahlbacteria bacterium)

[4x] OIN97538.1;PIU51368.1;HHS24962.1;PIZ15442.1 (Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium CG_4_10_14_0_8_um_filte
r_39_17 [1x],Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium CG07_land_8_20_14_0_80_39_15 [1x],Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium [1x],Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium CG1_02_38_46 [1x])

[3x] PIV56063.1;OIO02818.1;PJB28824.1 (Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium CG1_02_49_89 [1x],Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;NA [1x],Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium CG_4_9_14_3_um_filte
r_50_7 [1x])

[9x] M
QY59869.1;TKJ47115.1;RLE12724.1;TET85957.1;NQS90098.1;RLE10722.1;HDN84588.1;TET86027.1;RLE14108.1 (Bacteria;Candidatus Aerophobetes;NA;NA;NA;NA;Candidatus Aerophobetes bacterium [6x],Bacteria;Candidatus Aerophobetes;NA;NA;NA;NA;Candidatus Aerophobetes bacterium Ae_b3a [1x],Bacteria;Firm

icutes;Clostrid
ia;NA;NA;NA;Clostrid

ia bacterium [1x],Bacteria;NA;NA;NA;NA;NA;Patescibacteria group bacterium [1x])

HDZ49695.1 (Bacteria;Candidatus Aerophobetes;NA;NA;NA;NA;Candidatus Aerophobetes bacterium)

[7x] HHF98192.1;TET48052.1;TKJ46364.1;TET27499.1;TES86693.1;TET59992.1;MBC7189851.1 (Bacteria;Candidatus Aerophobetes;NA;NA;NA;NA;Candidatus Aerophobetes bacterium [6x],Bacteria;Candidatus Aerophobetes;NA;NA;NA;NA;Candidatus Aerophobetes bacterium Ae_b3b [1x])

[3x] M
BC7189648.1;MBE0478747.1;HHF98898.1 (Bacteria;Candidatus Aerophobetes;NA;NA;NA;NA;Candidatus Aerophobetes bacterium [3x])

HHJ00695.1 (Bacteria;Candidatus Aerophobetes;NA;NA;NA;NA;Candidatus Aerophobetes bacterium)

[4x] NOR16122.1;TET63071.1;HEC78313.1;KPK69612.1 (Bacteria;candidate division WOR-3;NA;NA;NA;NA;candidate division WOR-3 bacterium [2x],Bacteria;candidate division WOR-3;NA;NA;NA;NA;candidate division WOR_3 bacterium SM23_60 [1x],Bacteria;NA;NA;NA;NA;Candidatus Stahlbacteria;Candidatus Stahlbacteria bacterium [1x])

KPJ73194.1 (B
acteria;NA;NA;NA;NA;NA;candidate division TA06 bacterium DG_78)

[3x] M
BE0433078.1;KPK62420.1;KPL15721.1 (B

acteria;candidate division WOR-3;NA;NA;NA;NA;candidate division WOR_3 bacterium SM23_42 [1x],Bacteria;candidate division WOR-3;NA;NA;NA;NA;candidate division WOR_3 bacterium SM1_77 [1x],Bacteria;candidate division WOR-3;NA;NA;NA;NA;candidate division WOR-3 bacterium [1x])

OPX17899.1 (B
acteria;candidate division WOR-3;NA;NA;NA;NA;candidate division WOR-3 bacterium 4484_100)

[3x] H
GV98245.1;HHS62376.1;HDY58683.1 (B

acteria;candidate division WOR-3;NA;NA;NA;NA;candidate division WOR-3 bacterium [3x])

HGV97235.1 (B
acteria;candidate division WOR-3;NA;NA;NA;NA;candidate division WOR-3 bacterium)

[3x] H
ID32280.1;RKX71472.1;HID32169.1 (B

acteria;NA;NA;NA;NA;Candidatus Stahlbacteria;Candidatus Stahlbacteria bacterium [2x],Bacteria;candidate division WOR-3;NA;NA;NA;NA;candidate division WOR-3 bacterium [1x])

TFH30841.1 (A
rchaea;Candidatus Lokiarchaeota;NA;NA;NA;NA;Candidatus Lokiarchaeota archaeon)

HEA47086.1 (B
acteria;NA;NA;NA;NA;NA;bacterium)

RLC46485.1 (B
acteria;Candidatus Coatesbacteria;NA;NA;NA;NA;Candidatus Coatesbacteria bacterium)

MBI2252858.1 (B
acteria;Armatim

onadetes;NA;NA;NA;NA;Armatim
onadetes bacterium)

KPJ58086.1 (B
acteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium DG_8)

HCJ66936.1 (B
acteria;Elusimicrobia;NA;NA;NA;NA;Elusimicrobia bacterium)

KPJ65366.1 (B
acteria;NA;NA;NA;NA;NA;candidate division W

OR-1 bacterium DG_54_3)

[2x] H
CU35919.1;NLJ36318.1 (Bacteria;Armatim

onadetes;NA;NA;NA;NA;Armatim
onadetes bacterium [1x],B

acteria;NA;NA;NA;NA;NA;candidate division W
S1 bacterium [1x])

[3x] M
BD3291571.1;NLO06604.1;MBD3293621.1 (B

acteria;Arm
atim

onadetes;Arm
atim

onadia;NA;NA;NA;Armatim
onadia bacterium [2x],B

acteria;NA;NA;NA;NA;NA;candidate division W
S1 bacterium [1x])

MBC7286947.1 (B
acteria;Arm

atim
onadetes;NA;NA;NA;NA;Arm

atim
onadetes bacterium)

NSW54596.1 (B
acteria;Arm

atim
onadetes;NA;NA;NA;NA;Arm

atim
onadetes bacterium)

NLO74168.1 (B
acteria;NA;NA;NA;NA;NA;candidate division W

S1 bacterium)

NPV48411.1 (B
acteria;Arm

atim
onadetes;NA;NA;NA;NA;Arm

atim
onadetes bacterium)

[2x] H
GG14768.1;MBC7289540.1 (B

acteria;Arm
atim

onadetes;NA;NA;NA;NA;Arm
atim

onadetes bacterium [2x])

KPJ61097.1 (B
acteria;Candidatus Latescibacteria;NA;NA;NA;NA;Latescibacteria bacterium DG_63)

NIM04451.1 (B
acteria;Arm

atim
onadetes;NA;NA;NA;NA;Arm

atim
onadetes bacterium)

HGB83335.1 (B
acteria

;Firm
icutes;NA;NA;NA;NA;Firm

icutes bacteriu
m)

OQA18381.1 (B
acteria

;NA;NA;NA;NA;NA;bacteriu
m ADurb.Bin363)

[2x] H
AV42866.1;HAW50563.1 (B

acteria
;NA;NA;NA;NA;NA;bacteriu

m [2
x])

[4x] R
LC40956.1;RLC41922.1;HEC79820.1;RLC41719.1 (B

acteria
;Candidatus Coatesbacteria

;NA;NA;NA;NA;Candidatus Coatesbacteria
 bacteriu

m [3
x],B

acteria
;Firm

icutes;NA;NA;NA;NA;Firm
icutes bacteriu

m [1
x])

NIT35656.1 (B
acteria

;candidate division Zixibacteria
;NA;NA;NA;NA;candidate division Zixibacteria

 bacteriu
m)

HEC83423.1 (B
acteria

;Firm
icutes;NA;NA;NA;NA;Firm

icutes bacteriu
m)

MBI5787276.1 (B
acteria

;Candidatus Schekmanbacteria
;NA;NA;NA;NA;Candidatus Schekmanbacteria

 bacteriu
m)

HGH00443.1 (B
acteria

;Proteobacteria
;NA;NA;NA;NA;Proteobacteria

 bacteriu
m)

[12x] K
AA3595816.1;ODS30598.1;M

BC8550808.1;OHC04890.1;M
BC8555113.1;OHB89155.1;NOR65561.1;OHB50693.1;ODS33622.1;W

P_096892670.1;KHE93129.1;TWU38019.1 (B
acteria

;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;NA;NA;Candidatus Brocadiales bacteriu
m [2

x],B
acteria

;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Scalindua;Candidatus Scalindua ru
bra [2

x],B
acteria

;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu
m GWF2_40_8 [1

x],B
acteria

;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Scalindua;Candidatus Scalindua japonica [1
x],B

acteria
;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Scalindua;Candidatus Scalindua brodae [1

x],B
acteria

;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu
m RIFCSPHIGHO2_02_FULL_40_12 [1

x],B
acteria

;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Scalindua;Candidatus Scalindua sp. [1
x],B

acteria
;Planctomycetes;NA;NA;NA;NA;NA [1

x],B
acteria

;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu
m RIFCSPLOWO2_12_FULL_40_19 [1

x],B
acteria

;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;NA;Candidatus Brocadiaceae bacteriu
m S225 [1

x])

HDY68896.1 (B
acteria

;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Scalindua;Candidatus Scalindua sp.)

[39x] Q
OJ05260.1;M

BE7444202.1;KAA0249995.1;W
P_099327071.1;M

BI2556755.1;KKO21140.1;KAB2834662.1;OHC08545.1;TVM04119.1;SOH05261.1;NUN22178.1;NUO08563.1;M
BI5309291.1;HDY68238.1;W

P_197705207.1;M
BI2555931.1;W

P_082059106.1;W
P_070066261.1;OQY98344.1;OHB46175.1;OHC00620.1;M

BI4006888.1;M
BI2489803.1;OQZ04758.1;M

BI5309292.1;CAJ73690.1;TLD42991.1;M
BI4221938.1;QII1

0720.1;W
P_164995717.1;OHB41416.1;NUO05438.1;OHB42224.1;M

BI2472908.1;OHB7111
9.1;M

BF8275141.1;OHB37144.1;OOP57960.1;OHB98038.1 (B
acteria

;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu
m [8

x],B
acteria

;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Kuenenia;Candidatus Kuenenia stuttg
artie

nsis [5
x],B

acteria
;Planctomycetes;NA;NA;NA;NA;NA [4

x],B
acteria

;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Brocadia;Candidatus Brocadia sp. [2
x],B

acteria
;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu

m RBG_16_41_13 [1
x],B

acteria
;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Brocadia;NA [1

x],B
acteria

;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Scalindua;Candidatus Scalindua sp. [1
x],B

acteria
;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Brocadia;Candidatus Brocadia sinica [1

x],B
acteria

;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Jette
nia;NA [1

x],B
acteria

;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu
m RIFOXYD2_FULL_41_16 [1

x],B
acteria

;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Brocadia;Candidatus Brocadia sp. U
TAMX2 [1

x],B
acteria

;Planctomycetes;Planctomycetia;NA;NA;NA;Planctomycetia bacteriu
m [1

x],B
acteria

;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Brocadia;Candidatus Brocadia caroliniensis [1
x],B

acteria
;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu

m GWB2_41_19 [1
x],B

acteria
;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu

m RIFCSPLOWO2_12_38_17 [1
x],B

acteria
;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Brocadia;Candidatus Brocadia sapporoensis [1

x],B
acteria

;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Brocadia;Candidatus Brocadia sp. W
S118 [1

x],B
acteria

;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Jette
nia;Candidatus Jette

nia caeni [1
x],B

acteria
;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Jette

nia;Candidatus Jette
nia ecosi [1

x],B
acteria

;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;NA;Candidatus Brocadiaceae bacteriu
m [1

x],B
acteria

;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu
m GWA2_39_15 [1

x],B
acteria

;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu
m RIFCSPLOWO2_12_FULL_39_13 [1

x],B
acteria

;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu
m GWC2_39_26 [1

x],B
acteria

;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;NA;NA [1
x])

MBI2559665.1 (B
acteria

;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu
m)

[3x] H
CN19514.1;M

BI4555023.1;O
HB88011.1 (B

acteria
;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu

m [1
x],B

acteria
;Planctomycetes;Planctomycetia

;NA;NA;NA;Planctomycetia
 bacteriu

m [1
x],B

acteria
;Planctomycetes;NA;NA;NA;NA;NA [1

x])

MBI5779457.1 (B
acteria

;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu
m)

MBI4834676.1 (B
acteria

;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu
m)

[7x] M
QY80619.1;HEY78201.1;HEY97230.1;O

GN99855.1;O
GO43602.1;HEY87289.1;M

BI2868451.1 (B
acteria

;Chlorofle
xi;D

ehalococcoidia;NA;NA;NA;Dehalococcoidia bacteriu
m [4

x],B
acteria

;Chlorofle
xi;N

A;NA;NA;NA;Chlorofle
xi b

acteriu
m RBG_13_51_52 [1

x],B
acteria

;Chlorofle
xi;N

A;NA;NA;NA;Chlorofle
xi b

acteriu
m RBG_16_60_22 [1

x],B
acteria

;Chlorofle
xi;N

A;NA;NA;NA;Chlorofle
xi b

acteriu
m [1

x])

NLW
49979.1 (B

acteria
;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;NA;Candidatus Brocadiaceae bacteriu

m)

KPK58499.1 (B
acteria

;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu
m SM23_32)

[4x] K
PJ70137.1;M

BE3069376.1;M
BE3135023.1;M

BE3123913.1 (B
acteria

;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu
m [2

x],B
acteria

;Acidobacteria
;NA;NA;NA;NA;Acidobacteria

 bacteriu
m [1

x],B
acteria

;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu
m DG_20 [1

x])

MBE3096078.1 (B
acteria

;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu
m)

NLX59080.1 (B
acteria

;Planctomycetes;Phycisphaerae;NA;NA;NA;Phycisphaerae bacteriu
m)

KPJ62311
.1 (B

acteria
;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu

m DG_23)

[3x] 
HFJ7

4227.1;HFG30614.1;NQT52434.1 (B
acte

ria
;Plancto

myce
tes;N

A;NA;NA;NA;Plancto
myce

tes b
acte

riu
m [2

x],
Bacte

ria
;NA;NA;NA;NA;NA;bacte

riu
m [1

x])

NQT20574.1 (B
acte

ria
;Plancto

myc
etes;N

A;N
A;N

A;N
A;Plancto

myc
etes b

acte
riu

m)

[2x] 
RKY15579.1;H

HA61520.1 (B
acte

ria
;N

A;N
A;N

A;N
A;N

A;bacte
riu

m [1
x],

Bacte
ria

;Plancto
myc

etes;N
A;N

A;N
A;N

A;Plancto
myc

etes b
acte

riu
m [1

x])

[2x] 
HHA62964.1;R

KY15204.1 (B
acte

ria
;N

A;N
A;N

A;N
A;N

A;bacte
riu

m [1
x],

Bacte
ria

;Plancto
myc

etes;N
A;N

A;N
A;N

A;Plancto
myc

etes b
acte

riu
m [1

x])

RKY28815.1 (B
acte

ria
;Plancto

myc
etes;N

A;N
A;N

A;N
A;Plancto

myc
etes b

acte
riu

m)

HGH43149.1 (B
acte

ria
;Proteobacte

ria
;N

A;N
A;N

A;N
A;Proteobacte

ria
 bacte

riu
m)

TVQ16717.1 (B
acte

ria
;Bacte

roidetes;N
A;N

A;N
A;N

A;Bacte
roidetes b

acte
riu

m)

MBI5242846.1 (B
acte

ria
;Elusim

icr
obia;N

A;N
A;N

A;N
A;Elusim

icr
obia bacte

riu
m)

NQU41724.1 (B
acte

ria
;N

A;N
A;N

A;N
A;N

A;bacte
riu

m)

HBF33434.1 (B
acte

ria
;C

andidatus S
umerla

eota;N
A;N

A;N
A;N

A;C
andidatus S

umerla
eota bacte

riu
m)

KPL11
343.1 (B

acte
ria

;C
andidatus S

umerla
eota;N

A;N
A;N

A;N
A;ca

ndidate divis
ion BRC1 bacte

riu
m SM23_51)

OQB21983.1 (B
acte

ria
;C

andidatus S
umerla

eota;N
A;N

A;N
A;N

A;ca
ndidate divis

ion BRC1 bacte
riu

m ADurb.Bin183)

RKY07440.1 (B
acte

ria
;Plancto

myc
etes;N

A;N
A;N

A;N
A;Plancto

myc
etes b

acte
riu

m)

MBE0534303.1 (B
acte

ria
;P

lancto
myc

etes;P
hyc

isp
haerae;N

A;N
A;N

A;P
hyc

isp
haerae bacte

riu
m)

MBC8481232.1 (B
acte

ria
;P

lancto
myc

etes;N
A;N

A;N
A;N

A;P
lancto

myc
etes b

acte
riu

m)

[3x] 
NLK40686.1;N

LW
83640.1;H

DS83600.1 (B
acte

ria
;P

lancto
myc

etes;N
A;N

A;N
A;N

A;P
lancto

myc
etes b

acte
riu

m [1
x],

Bacte
ria

;P
lancto

myc
etes;P

hyc
isp

haerae;N
A;N

A;N
A;P

hyc
isp

haerae bacte
riu

m [1
x],

Bacte
ria

;P
lancto

myc
etes;P

hyc
isp

haerae;P
hyc

isp
haerales;N

A;N
A;P

hyc
isp

haerales b
acte

riu
m [1

x])

NLH15479.1 (B
acte

ria
;P

lancto
myc

etes;P
hyc

isp
haerae;N

A;N
A;N

A;P
hyc

isp
haerae bacte

riu
m)

HEV56515.1 (B
acte

ria
;P

lancto
myc

etes;P
hyc

isp
haerae;P

hyc
isp

haerales;N
A;N

A;P
hyc

isp
haerales b

acte
riu

m)

MBE3145206.1 (B
acte

ria
;P

lancto
myc

etes;N
A;N

A;N
A;N

A;P
lancto

myc
etes b

acte
riu

m)

[4x] 
RKY24389.1;TFG49917.1;H

EW
78580.1;H

EX40859.1 (B
acte

ria
;P

lancto
myc

etes;P
hyc

isp
haerae;P

hyc
isp

haerales;N
A;N

A;P
hyc

isp
haerales b

acte
riu

m [2
x],

Bacte
ria

;P
lancto

myc
etes;N

A;N
A;N

A;N
A;P

lancto
myc

etes b
acte

riu
m [1

x],
Bacte

ria
;P

lancto
myc

etes;C
andidatus B

roca
diae;N

A;N
A;N

A;C
andidatus B

roca
diae bacte

riu
m [1

x])

HEX40830.1 (B
acte

ria
;P

lancto
myc

etes;P
hyc

isp
haerae;P

hyc
isp

haerales;N
A;N

A;P
hyc

isp
haerales b

acte
riu

m)

[5x] 
HAL44474.1;O

QA01642.1;O
HB60922.1;O

HB53832.1;H
BG26771.1 (B

acte
ria

;P
lancto

myc
etes;P

hyc
isp

haerae;P
hyc

isp
haerales;N

A;N
A;P

hyc
isp

haerales b
acte

riu
m [2

x],
Bacte

ria
;P

lancto
myc

etes;N
A;N

A;N
A;N

A;P
lancto

myc
etes b

acte
riu

m
GW

F2_41_51 [1
x],

Bacte
ria

;P
lancto

myc
etes;N

A;N
A;N

A;N
A;P

lancto
myc

etes b
acte

riu
m G

W
F2_42_9 [1x],

Bacte
ria

;P
lancto

myc
etes;N

A;N
A;N

A;N
A;P

lancto
myc

etes b
acte

riu
m ADurb.B

in401 [1
x])

[2x] 
RKY11

266.1;H
IJ6

9879.1 (B
acte

ria
;P

lancto
myc

etes;N
A;N

A;N
A;N

A;P
lancto

myc
etes b

acte
riu

m [2
x])

OPZ96459.1 (B
acte

ria
;P

lancto
myc

etes;N
A;N

A;N
A;N

A;P
lancto

myc
etes b

acte
riu

m ADurb.B
in412)

HGO74561.1 (B
acte

ria
;P

lancto
myc

etes;P
hyc

isp
haerae;N

A;N
A;N

A;P
hyc

isp
haerae bacte

riu
m)

TVS19945.1
(B

acte
ria

;P
lancto

myc
etes;P

lancto
myc

etia
;P

lancto
myc

etales;P
lancto

myc
etace

ae;N
A;P

lancto
myc

etace
ae bacte

riu
m)

[2x] 
NLX03506.1;N

LE3011
7.1 (B

acte
ria

;P
lancto

myc
etes;P

hyc
isp

haerae;N
A;N

A;N
A;P

hyc
isp

haerae bacte
riu

m [2
x])

NIA
07250.1 (B

acte
ria

;A
cti

nobacte
ria

;A
cti

nobacte
ria

;N
A;N

A;N
A;A

cti
nobacte

ria
 bacte

riu
m)

KPJ7
2058.1 (B

acte
ria

;P
lancto

myc
etes;N

A;N
A;N

A;N
A;P

lancto
myc

etes b
acte

riu
m D

G_20)

[2x] 
NIA

21879.1;N
LX60195.1 (B

acte
ria

;P
lancto

myc
etes;P

hyc
isp

haera
e;N

A;N
A;N

A;P
hyc

isp
haera

e bacte
riu

m [1
x],

Bacte
ria

;C
hloro

fle
xi;

Anaero
lin

eae;A
naero

lin
eales;A

naero
lin

eace
ae;N

A;A
naero

lin
eace

ae bacte
riu

m [1
x])

KPJ5
3351.1 (B

acte
ria

;P
lancto

myc
etes;N

A;N
A;N

A;N
A;P

lancto
myc

etes b
acte

riu
m D

G_58)

KPJ5
3024.1 (B

acte
ria

;P
lancto

myc
etes;N

A;N
A;N

A;N
A;P

lancto
myc

etes b
acte

riu
m D

G_58)

NOZ23825.1 (B
acte

ria
;P

lancto
myc

etes;N
A;N

A;N
A;N

A;P
lancto

myc
etes b

acte
riu

m)

[3x] 
MBD3305472.1;G

AK55417.1;P
IE

32262.1 (B
acte

ria
;N

A;N
A;N

A;N
A;N

A;ca
ndidate divi

sio
n K

SB3 bacte
riu

m [2
x],

Bacte
ria

;N
A;N

A;N
A;N

A;C
andidatus V

ectu
rith

rix
;C

andidatus V
ectu

rith
rix

 gra
nuli [

1x])

MBI5374315.1 (B
acte

ria
;C

andidatus S
ch

ekm
anbacte

ria
;N

A;N
A;N

A;N
A;C

andidatus S
ch

ekm
anbacte

ria
 bacte

riu
m)

RMF97837.1 (B
acte

ria
;C

andidatus S
ch

ekm
anbacte

ria
;N

A;N
A;N

A;N
A;C

andidatus S
ch

ekm
anbacte

ria
 bacte

riu
m)

[4x] 
OGL40160.1;O

GL49172.1;O
GL46432.1;O

GL42665.1 (B
acte

ria
;C

andidatus S
ch

ekm
anbacte

ria
;N

A;N
A;N

A;N
A;C

andidatus S
ch

ekm
anbacte

ria
 bacte

riu
m R

IF
CSPHIG

HO2_02_FULL_38_11
 [1

x],
Bacte

ria
;C

andidatus S
ch

ekm
anbacte

ria
;N

A;N
A;N

A;N
A;C

andidatus S
ch

ekm
anbacte

ria
 bacte

riu
m R

BG_16_38_11
 [1

x],
Bacte

ria
;C

andidatus S
ch

ekm
anbacte

ria
;N

A;N
A;N

A;N
A;N

A [1
x],

Bacte
ria

;C
andidatus S

ch
ekm

anbacte
ria

;N
A;N

A;N
A;N

A;C
andidatus S

ch
ekm

anbacte
ria

 bacte
riu

m G
W

A2_38_11
 [1

x])

HGG27638.1 (B
acte

ria
;ca

ndidate divi
sio

n N
C10;N

A;N
A;N

A;N
A;ca

ndidate divi
sio

n N
C10 bacte

riu
m)

HEB72804.1 (B
acte

ria
;N

itro
sp

ira
e;N

A;N
A;N

A;N
A;N

itro
sp

ira
e bacte

riu
m)

MBI4827282.1 (B
acte

ria
;N

itro
sp

inae;N
A;N

A;N
A;N

A;N
itro

sp
inae bacte

riu
m)

[4x] 
MBF0292236.1;M

BF0634438.1;M
BI4664799.1;M

BI5814941.1 (B
acte

ria
;N

itro
sp

inae;N
A;N

A;N
A;N

A;N
itro

sp
inae bacte

riu
m [4

x])

MBF0170422.1 (B
acte

ria
;N

itro
sp

inae;N
A;N

A;N
A;N

A;N
itro

sp
inae bacte

riu
m)

[3x] 
MBI5179102.1;M

BI3581849.1;M
BI5637439.1 (B

acte
ria

;N
itro

sp
inae;N

A;N
A;N

A;N
A;N

itro
sp

inae bacte
riu

m [3
x])

[11
x] 

OGV95296.1;M
BI3815373.1;O

GW
01261.1;O

GW
03853.1;M

BI5749381.1;H
BA26175.1;M

BI3583606.1;H
AP66919.1;M

BI3600691.1;M
BI4378546.1;O

GW
10108.1 (B

acte
ria

;N
itro

sp
inae;N

A;N
A;N

A;N
A;N

itro
sp

inae bacte
riu

m [7
x],

Bacte
ria

;N
itro

sp
inae;N

A;N
A;N

A;N
A;N

A [1
x],

Bacte
ria

;N
itro

sp
inae;N

A;N
A;N

A;N
A;N

itro
sp

inae bacte
riu

m R
IF

CSPLOW
O2_01_FULL_39_10 [1

x],
Bacte

ria
;N

itro
sp

inae;N
A;N

A;N
A;N

A;N
itro

sp
inae bacte

riu
m R

IF
CSPLOW

O2_02_39_17 [1
x],

Bacte
ria

;N
itro

sp
inae;N

A;N
A;N

A;N
A;N

itro
sp

inae bacte
riu

m R
IF

CSPLOW
O2_12_39_16 [1

x])

[4x
] R

KY67
478

.1;
RKY73

65
0.1

;H
ID

950
80

.1;
HDN67

92
5.1

 (B
ac

ter
ia;

Can
did

atu
s L

ate
sc

iba
cte

ria
;N

A;N
A;N

A;N
A;C

an
did

atu
s L

ate
sc

iba
cte

ria
 ba

cte
riu

m [3
x],

Bac
ter

ia;
Firm

icu
tes

;N
A;N

A;N
A;N

A;F
irm

icu
tes

ba
cte

riu
m

[1x
])

NLW
94

68
9.1

 (B
ac

ter
ia;

Chla
myd

iae
;N

A;N
A;N

A;N
A;C

hla
myd

iae
 ba

cte
riu

m)

[2
x] 

KPJ5
45

01
.1

;K
PL1

05
21

.1
 (B

ac
te

ria
;N

A;N
A;N

A;N
A;N

A;ca
nd

ida
te

 d
ivi

sio
n T

A06
 b

ac
te

riu
m

 S
M

1_
40

 [1
x],

Bac
te

ria
;N

A;N
A;N

A;N
A;N

A;N
A [1

x])

OGW
14

61
1.

1 
(B

ac
te

ria
;N

itr
os

pin
ae

;N
A;N

A;N
A;N

A;N
itr

os
pin

ae
 b

ac
te

riu
m

 R
IF

CSPLO
W

O2_
12

_F
ULL

_4
5_

22
)

M
BI2

87
80

40
.1

 (B
ac

te
ria

;C
an

did
at

us
 Te

cto
m

icr
ob

ia;
NA;N

A;N
A;N

A;C
an

did
at

us
 Te

cto
m

icr
ob

ia 
ba

cte
riu

m
)

M
BI5

18
59

72
.1

 (B
ac

te
ria

;N
itr

os
pin

ae
;N

A;N
A;N

A;N
A;N

itr
os

pin
ae

 b
ac

te
riu

m
)

M
BI5

18
27

96
.1

 (B
ac

te
ria

;N
itr

os
pin

ae
;N

A;N
A;N

A;N
A;N

itr
os

pin
ae

 b
ac

te
riu

m
)

RKX25
03

4.
1 

(B
ac

te
ria

;ca
nd

ida
te

 d
ivi

sio
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esulfobacteraceae;C
andidatus M

agnetom
orum

;C
andidatus M

agnetom
orum

 sp. [1x])

[3x] W
P

_092211081.1;W
P

_180144326.1;W
P

_152004336.1 (B
acteria;P

roteobacteria;D
eltaproteobacteria;D

esulfobacterales;D
esulfobacteraceae;D

esulfoluna;D
esulfoluna spongiiphila [2x],B

acteria;P
roteobacteria;D

eltaproteobacteria;D
esulfobacterales;D

esulfobacteraceae;D
esulfoluna;D

esulfoluna butyratoxydans [1x])

TVR
06181.1 (B

acteria;S
pirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;N

A
;Spirochaetaceae bacterium

)

[2x] TVQ
36867.1;TVR

32917.1 (B
acteria;Spirochaetes;Spirochaetia;Spirochaetales;S

pirochaetaceae;N
A

;Spirochaetaceae bacterium
 [2x])

TVR
93414.1 (B

acteria;S
pirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;N

A
;Spirochaetaceae bacterium

)

TVR
71191.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;N

A;Spirochaetaceae bacterium
)

W
P_114629271.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;O

ceanispirochaeta;N
A)

O
H

D
81272.1 (Bacteria;Spirochaetes;N

A;N
A;N

A;N
A;Spirochaetes bacterium

 R
IFO

XYC
1_FU

LL_54_7)

[2x] PKL07520.1;O
H

D
15197.1 (Bacteria;Spirochaetes;N

A;N
A;N

A;N
A;Spirochaetes bacterium

 G
W

B1_59_5 [1x],Bacteria;Spirochaetes;N
A;N

A;N
A;N

A;Spirochaetae bacterium
 H

G
W

-Spirochaetae-7 [1x])

W
P_083050789.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;M

arispirochaeta;M
arispirochaeta aestuarii)

R
KX97826.1 (Bacteria;Spirochaetes;N

A;N
A;N

A;N
A;Spirochaetes bacterium

)

M
BC

2733297.1
(Bacteria;Proteobacteria;D

eltaproteobacteria;D
esulfobacterales;D

esulfobacteraceae;N
A;D

esulfobacteraceae bacterium
)

O
Q

Y06707.1 (Bacteria;Proteobacteria;D
eltaproteobacteria;D

esulfobacterales;D
esulfobacteraceae;N

A;D
esulfobacteraceae bacterium

 4572_123)

[2x] H
D

I58914.1;R
LB93826.1 (Bacteria;Proteobacteria;D

eltaproteobacteria;N
A;N

A;N
A;D

eltaproteobacteria bacterium
 [1x],Bacteria;Proteobacteria;D

eltaproteobacteria;D
esulfobacterales;D

esulfobacteraceae;N
A;D

esulfobacteraceae bacterium
 [1x])

[2x] W
P_139450625.1;W

P_144684093.1 (Bacteria;Proteobacteria;D
eltaproteobacteria;D

esulfobacterales;D
esulfobacteraceae;D

esulfobotulus;D
esulfobotulus m

exicanus [1x],Bacteria;Proteobacteria;D
eltaproteobacteria;D

esulfobacterales;D
esulfobacteraceae;D

esulfobotulus;D
esulfobotulus

alkaliphilus [1x])

[2x] M
BA2882877.1;W

P_181552523.1 (Bacteria;Proteobacteria;D
eltaproteobacteria;D

esulfobacterales;D
esulfobacteraceae;D

esulfosalsim
onas;D

esulfosalsim
onas propionicica [2x])

[2x] W
P_008869805.1;R

Q
D

77162.1 (Bacteria;Proteobacteria;D
eltaproteobacteria;D

esulfovibrionales;D
esulfohalobiaceae;D

esulfonatronospira;D
esulfonatronospira thiodism

utans [1x],Bacteria;Proteobacteria;D
eltaproteobacteria;D

esulfovibrionales;D
esulfohalobiaceae;D

esulfonatronospira;D
esulfonatronospira sp. M

SAO
_Bac3 [1x])

N
LW

67008.1 (Bacteria;Proteobacteria;O
ligoflexia;Bacteriovoracales;Bacteriovoracaceae;N

A;Bacteriovoracaceae bacterium
)

H
H

O
76951.1 (Bacteria;Proteobacteria;D

eltaproteobacteria;N
A;N

A;N
A;D

eltaproteobacteria bacterium
)

[3x] PKN
61664.1;PKN

29341.1;R
JR

29381.1 (Bacteria;Proteobacteria;D
eltaproteobacteria;D

esulfobacterales;D
esulfobacteraceae;N

A;D
esulfobacteraceae bacterium

 [1x],Bacteria;Proteobacteria;D
eltaproteobacteria;N

A;N
A;N

A;D
eltaproteobacteria bacterium

 H
G

W
-D

eltaproteobacteria-15 [1x],Bacteria;Proteobacteria;D
eltaproteobacteria;N

A;N
A;N

A;D
eltaproteobacteria bacterium

 H
G

W
-D

eltaproteobacteria-21 [1x])

R
JQ

57645.1 (Bacteria;Proteobacteria;D
eltaproteobacteria;D

esulfobacterales;D
esulfobacteraceae;N

A;D
esulfobacteraceae bacterium

)

[2x] C
AB1082843.1;C

AB1058534.1 (Bacteria;Proteobacteria;D
eltaproteobacteria;N

A;N
A;N

A;O
lavius algarvensis D

elta 1 endosym
biont [1x],Bacteria;Proteobacteria;D

eltaproteobacteria;N
A;N

A;N
A;O

lavius sp. associated
proteobacterium

 D
elta 1

[1x])

M
BI5581417.1 (Bacteria;Proteobacteria;D

eltaproteobacteria;N
A;N

A;N
A;D

eltaproteobacteria bacterium
)

N
JD

18203.1 (Bacteria;G
em

m
atim

onadetes;N
A;N

A;N
A;N

A;G
em

m
atim

onadetes bacterium
)

N
N

G
00725.1 (Bacteria;Proteobacteria;D

eltaproteobacteria;D
esulfobacterales;D

esulfobacteraceae;N
A;D

esulfobacteraceae bacterium
)

M
BE0557792.1 (Bacteria;Proteobacteria;N

A;N
A;N

A;N
A;Proteobacteria bacterium

)

EFK10006.1 (Bacteria;Proteobacteria;D
eltaproteobacteria;N

A;N
A;N

A;delta proteobacterium
 N

aphS2)

[4x] N
TV31850.1;M

BI4776385.1;N
TV56027.1;M

BC
8176936.1 (Bacteria;Proteobacteria;D

eltaproteobacteria;N
A;N

A;N
A;D

eltaproteobacteria bacterium
 [4x])

M
BI5115545.1 (Bacteria;C

andidatus Poribacteria;N
A;N

A;N
A;N

A;C
andidatus Poribacteria bacterium

)

N
N

K85339.1 (Bacteria;Proteobacteria;D
eltaproteobacteria;D

esulfobacterales;N
A;N

A;D
esulfobacterales bacterium

)

[6x] M
BI5055726.1;M

BI5665307.1;M
BC

8413192.1;R
JR

15497.1;H
BH

62627.1;M
BI4682241.1 (Bacteria;N

itrospirae;N
A;N

A;N
A;N

A;N
itrospirae bacterium

 [3x],Bacteria;N
itrospirae;N

itrospira;N
itrospirales;N

itrospiraceae;N
A;N

itrospiraceae bacterium
 [2x],Bacteria;N

A;N
A;N

A;N
A;N

A;bacterium
 [1x])

[3x] R
JQ

42990.1;M
BI5739797.1;KPK01946.1 (Bacteria;N

itrospirae;N
A;N

A;N
A;N

A;N
itrospirae bacterium

 [1x],Bacteria;N
itrospirae;N

itrospira;N
itrospirales;N

itrospiraceae;N
A;N

itrospiraceae bacterium
 [1x],Bacteria;N

itrospirae;N
itrospira;N

A;N
A;N

A;N
itrospira bacterium

 SG
8_35_4 [1x])

[2x] M
BA4366520.1;R

JP76791.1 (Bacteria;Proteobacteria;D
eltaproteobacteria;D

esulfobacterales;D
esulfobacteraceae;N

A;D
esulfobacteraceae bacterium

 [1x],Bacteria;Proteobacteria;D
eltaproteobacteria;D

esulfobacterales;D
esulfobacteraceae;D

esulfobacterium
;D

esulfobacterium
 sp. [1x])

[4x] M
BI9075537.1;W

P_015949564.1;W
P_028315991.1;W

P_073476658.1 (Bacteria;Proteobacteria;D
eltaproteobacteria;D

esulfobacterales;D
esulfobacteraceae;D

esulfatibacillum
;D

esulfatibacillum
 aliphaticivorans [2x],Bacteria;Proteobacteria;D

eltaproteobacteria;D
esulfobacterales;D

esulfobacteraceae;D
esulfatibacillum

;D
esulfatibacillum

 alkenivorans [1x],Bacteria;Proteobacteria;D
eltaproteobacteria;D

esulfobacterales;D
esulfobacteraceae;D

esulfatibacillum
;D

esulfatibacillum
 sp. [1x])

[3x] N
LO

02389.1;H
AQ

19044.1;M
BA4408756.1 (Bacteria;Bacteroidetes;Bacteroidia;M

arinilabiliales;Prolixibacteraceae;N
A;Prolixibacteraceae bacterium

 [1x],Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;N
A;N

A;Bacteroidales bacterium
 [1x],Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;O

doribacteraceae;O
doribacter;O

doribacter sp. [1x])

M
R

R
21565.1 (Bacteria;N

A;N
A;N

A;N
A;N

A;bacterium
)

[3x] W
P_163321996.1;W

P_167605299.1;W
P_167615346.1 (Bacteria;Bacteroidetes;Bacteroidia;M

arinilabiliales;Prolixibacteraceae;D
raconibacterium

;D
raconibacterium

 sp. G
M

2-18 [1x],Bacteria;Bacteroidetes;Bacteroidia;M
arinilabiliales;Prolixibacteraceae;M

aribellus;M
aribellus sp. Y2-1-60 [1x],Bacteria;Bacteroidetes;Bacteroidia;M

arinilabiliales;Prolixibacteraceae;M
aribellus;M

aribellus sp. G
M

1-28 [1x])

O
H

D
70137.1 (Bacteria;Spirochaetes;N

A;N
A;N

A;N
A;Spirochaetes bacterium

 R
BG

_16_49_21)

PKL17601.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetae bacterium
 HG

W
-Spirochaetae-5)

PKL38952.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetae bacterium
 HG

W
-Spirochaetae-1)

O
Q

A98131.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium
 ADurb.Bin218)

NLJ11359.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponem
a;Treponem

a sp.)

W
P_013969851.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponem

a;Treponem
a caldarium

)

[2x] W
P_132780312.1;TCW

61494.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponem
a;Treponem

a sp. J25 [2x])

HHA95342.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponem
a;Treponem

a sp.)

NBC28602.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium
)

TVR60286.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;NA;Spirochaetaceae bacterium
)

TVQ
22073.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;NA;Spirochaetaceae bacterium

)

O
HD67226.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium

 RBG
_13_68_11)

HG
V07257.1 (Bacteria;Proteobacteria;NA;NA;NA;NA;Proteobacteria bacterium

)

HDQ
13505.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Sedim

inispirochaeta;Sedim
inispirochaeta sp.)

NQ
T60092.1 (Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium

)

[3x] RLD29362.1;HAK47082.1;RKX88030.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Spirochaeta;Spirochaeta sp. [1x],Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium
 [1x],Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium

 [1x])

RKX94302.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium
)

RKY54897.1 (Bacteria;Candidatus M
arinim

icrobia;NA;NA;NA;NA;Candidatus M
arinim

icrobia bacterium
)

NIM
15489.1 (Bacteria;Candidatus Am

inicenantes;NA;NA;NA;NA;Candidatus Am
inicenantes bacterium

)

M
BI9101008.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;NA;NA;Spirochaetales bacterium

)

KAA3634381.1 (Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium
)

M
BG

0859281.1 (Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;NA;NA;Bacteroidales bacterium
)

M
BI5219819.1 (Bacteria;Bacteroidetes;Bacteroidia;NA;NA;NA;Bacteroidia bacterium

)

[2x] NQ
V01189.1;M

BC8315735.1 (Bacteria;Bacteroidetes;Bacteroidia;NA;NA;NA;Bacteroidia bacterium
 [1x],Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium

 [1x])

TSA27814.1 (Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium
)

HER08663.1 (Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;Bacteroidaceae;Bacteroides;Bacteroides sp.)

[4x] RLD71520.1;RLD95281.1;RLD92387.1;TFH23630.1 (Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium
 [3x],Bacteria;Bacteroidetes;Bacteroidia;NA;NA;NA;Bacteroidia bacterium

 [1x])

HDR67824.1 (Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;Bacteroidaceae;NA;Bacteroidaceae bacterium
)

KPL12603.1 (Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;Bacteroidaceae;Bacteroides;Bacteroides sp. SM
23_62)

KPK86895.1 (Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;Bacteroidaceae;Bacteroides;Bacteroides sp. SM
23_62_1)

[2x] HDZ42251.1;HCC69556.1 (Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;NA;NA;Bacteroidales bacterium
 [1x],Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium

 [1x])

NOY09066.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium
)

TAL33623.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium
)

[4x] M
BI5607009.1;RPH88753.1;RPH83540.1;M

BI5584586.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium
 [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium

[2x])

[2x] NM
B74749.1;HGS36879.1 (Bacteria;Proteobacteria;Deltaproteobacteria;M

yxococcales;NA;NA;M
yxococcales bacterium

 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium
 [1x])

RM
E20129.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium

)

NOZ00675.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium
)

OQB11693.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium
 ADurb.Bin207)

M
BI5511733.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium

)

M
BF0360429.1 (Bacteria;Proteobacteria;Oligoflexia;NA;NA;NA;Oligoflexia bacterium

)

M
BF0299367.1 (Bacteria;Proteobacteria;Oligoflexia;NA;NA;NA;Oligoflexia bacterium

)

M
BF0206452.1 (Bacteria;Proteobacteria;Oligoflexia;NA;NA;NA;Oligoflexia bacterium

)

[2x] M
BF0314168.1;M

BF0367434.1 (Bacteria;Proteobacteria;Oligoflexia;NA;NA;NA;Oligoflexia bacterium
 [2x])

[3x] HGH62401.1;HGP77340.1;NM
B64800.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium

 [3x])

M
BI4651239.1 (Bacteria;Candidatus Desantisbacteria;NA;NA;NA;NA;Candidatus Desantisbacteria bacterium

)

EKD26003.1 (Bacteria;NA;NA;NA;NA;NA;uncultured bacterium
)

[11x] NLD79931.1;M
RR16040.1;OQB52266.1;PKN04980.1;PKN20433.1;NLN39932.1;KAF0156000.1;NLX51829.1;PKN88893.1;OQC53319.1;OPY88402.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Sm

ithella;Sm
ithella sp. [2x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium

 [2x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium
 ADurb.Bin151 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium

 HGW
-Deltaproteobacteria-9 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium

 ADurb.Bin022 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Sm
ithella;Sm

ithella sp. PtaU1.Bin162 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;NA;Syntrophaceae bacterium
 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium

 HGW
-Deltaproteobacteria-1 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium

 HGW
-Deltaproteobacteria-6 [1x])

OPY88967.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;NA;Syntrophaceae bacterium
 PtaU1.Bin231)

MBC8184171.1 (Bacteria;NA;NA;NA;NA;NA;candidate division KSB1 bacterium)

OQX83075.1 (Bacteria;NA;NA;NA;NA;NA;candidate division KSB1 bacterium 4484_87)

[2x] HGY55453.1;HID39325.1 (Bacteria;Calditrichaeota;NA;NA;NA;NA;Calditrichaeota bacterium [1x],Bacteria;Calditrichaeota;Calditrichae;Calditrichales;Calditrichaceae;Caldithrix;Caldithrix abyssi [1x])

KAA3612648.1 (Bacteria;Calditrichaeota;NA;NA;NA;NA;Calditrichaeota bacterium)

RQV95554.1 (Bacteria;NA;NA;NA;NA;NA;bacterium) MBI5375748.1 (Bacteria;Candidatus Schekmanbacteria;NA;NA;NA;NA;Candidatus Schekmanbacteria bacterium)

HHS78131.1 (Bacteria;NA;NA;NA;NA;NA;bacterium)

[2x] HGZ02692.1;HEI27237.1 (Bacteria;Candidatus Aminicenantes;NA;NA;NA;NA;Candidatus Aminicenantes bacterium [2x])

HHS73857.1 (Bacteria;Candidatus Aminicenantes;NA;NA;NA;NA;Candidatus Aminicenantes bacterium)

[2x] OHD34872.1;OHD18254.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium GW
B1_27_13 [1x],Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium GW

D1_27_9 [1x])

OQB69424.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium ADurb.Bin133)

W
P_184747182.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Spirochaeta;Spirochaeta isovalerica)

[2x] MBI9092788.1;RLB86188.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfobacterium;Desulfobacterium sp. [1x])

[3x] W
P_092213552.1;W

P_180137898.1;W
P_152005372.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfoluna;Desulfoluna spongiiphila [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfoluna;Desulfoluna butyratoxydans [1x])

[3x] RJP94766.1;W
P_027358623.1;PIP38401.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulforegula;Desulforegula conservatrix [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium CG23_combo_of_CG06-09_8_20_14_all_51_8 [1x])

RKX75485.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium)

HEB33135.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium)

TFG62531.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;NA;NA;Spirochaetales bacterium)

[2x] MBI5622141.1;MBI5883885.1 (Bacteria;Elusimicrobia;NA;NA;NA;NA;Elusimicrobia bacterium [2x])

MBI5209697.1 (Bacteria;Elusimicrobia;NA;NA;NA;NA;Elusimicrobia bacterium)

HEQ71929.1 (Bacteria;Spirochaetes;Spirochaetia;NA;NA;NA;Spirochaetia bacterium)

NUM34956.1 (Bacteria;Planctomycetes;Candidatus Brocadiae;NA;NA;NA;Candidatus Brocadiae bacterium)

[2x] HAK93488.1;OQC21871.1 (Bacteria;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacterium ADurb.Bin069 [1x],Bacteria;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacterium [1x])

TET33332.1 (Bacteria;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacterium)

MBI5359415.1 (Bacteria;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacterium)

RMD83117.1 (Bacteria;Lentisphaerae;NA;NA;NA;NA;Lentisphaerae bacterium)

HDW
09539.1 (Bacteria;Proteobacteria;NA;NA;NA;NA;Proteobacteria bacterium)

MBI5544155.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

RLB65730.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

HGR91785.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

MBI5528466.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

MBF0106209.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

[2x] NMB76019.1;HGS38503.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Myxococcales;NA;NA;Myxococcales bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x])

[3x] RME24362.1;RME29420.1;RLB59680.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [3x])

MBI5479048.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

MBI2060926.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

MBI5511973.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

[2x] OGR07169.1;OGQ90263.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RIFOXYA12_FULL_58_15 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RIFOXYB12_FULL_58_9 [1x])

HBN09864.1 (Bacteria;Cyanobacteria;NA;NA;NA;NA;Cyanobacteria bacterium UBA8530)

HGF03337.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

[2x] HGB07123.1;HHR84094.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [2x])

HGM97843.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

OGP60878.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RBG_13_61_14)

[2x] HAR33881.1;WP_004071668.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfobacter;Desulfobacter postgatei [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfobacter;Desulfobacter sp. [1x])

RJO64863.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Myxococcales;NA;NA;Myxococcales bacterium)

NNM06537.1 (Bacteria;Gemmatimonadetes;NA;NA;NA;NA;Gemmatimonadetes bacterium)

HHF67871.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

HHS65690.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

HHN40090.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

MBI5526733.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

[4x] MBI5486290.1;NMC72358.1;HGS19214.1;MBI5499406.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [3x],Bacteria;Proteobacteria;Deltaproteobacteria;Myxococcales;NA;NA;Myxococcales bacterium [1x])

HHK71138.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

HGZ22439.1 (Bacteria;NA;NA;NA;NA;NA;bacterium)

TET76515.1 (Bacteria;Candidatus Cloacimonetes;NA;NA;NA;NA;Candidatus Cloacimonetes bacterium)

MBD3286482.1 (Bacteria;candidate division WOR-3;NA;NA;NA;NA;candidate division WOR-3 bacterium)

NLI98805.1 (Bacteria;NA;NA;NA;NA;NA;bacterium)

[2x] KPL15895.1;NIO29792.1 (Bacteria;Candidatus Latescibacteria;NA;NA;NA;NA;Candidatus Latescibacteria bacterium [1x],Bacteria;candidate division WOR-3;NA;NA;NA;NA;candidate division WOR_3 bacterium SM1_77 [1x])

[2x] OGS25380.1;OGS19291.1 (Bacteria;Elusimicrobia;NA;NA;NA;NA;Elusimicrobia bacterium RIFOXYB2_FULL_50_12 [1x],Bacteria;Elusimicrobia;NA;NA;NA;NA;Elusimicrobia bacterium RIFOXYA2_FULL_50_26 [1x])

HGV09110.1 (Bacteria;Proteobacteria;NA;NA;NA;NA;Proteobacteria bacterium)

RLA98032.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

RLA97986.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

HHO75042.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

[2x] NLW68689.1;OPZ27047.1 (Bacteria;Proteobacteria;Oligoflexia;Bacteriovoracales;Bacteriovoracaceae;NA;Bacteriovoracaceae bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium ADurb.BinA179 [1x])

TAL33233.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium)

OPZ38323.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium ADurb.BinA120)

HDP80767.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium)

HDT14237.1 (Bacteria;Candidatus Aminicenantes;NA;NA;NA;NA;Candidatus Aminicenantes bacterium)

HDT11239.1 (Bacteria;NA;NA;NA;NA;NA;bacterium)

NIM15370.1 (Bacteria;Candidatus Aminicenantes;NA;NA;NA;NA;Candidatus Aminicenantes bacterium)

TVR40466.1 (Bacteria;Bacteroidetes;Bacteroidia;NA;NA;NA;Bacteroidia bacterium)

NLD27965.1 (Bacteria;NA;NA;NA;NA;NA;NA)

[5x] MBA3037478.1;OQW98991.1;CBX26842.1;RPJ17941.1;TFG90843.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium A6 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfobacterium;uncultured Desulfobacterium sp. [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfobacterium;Desulfobacterium sp. [1x],Bacteria;Candidatus Atribacteria;NA;NA;NA;NA;Candidatus Atribacteria bacterium [1x])

RPH52851.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium)

RLB84435.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

[5x] TES89144.1;HEA70251.1;MBC2694208.1;RLB86059.1;RLC24847.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium [1x])

MBA3017647.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium)

PLX46633.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium)

HAY39061.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium)

[16x] HDL07117.1;OEU62384.1;RZB34591.1;OQX22958.1;NNK85028.1;NQT70889.1;MBC8434376.1;NQT11005.1;PLX45779.1;RPJ18504.1;MBC8199695.1;MBC8362951.1;PQP35786.1;RLC03649.1;RPJ15302.1;MBC8391978.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium [7x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium [3x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium S5133MH16 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium Eth-SRB1 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium IS3 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium SEEP-SAG9 [1x])

MBE9543346.1 (Bacteria;Proteobacteria;NA;NA;NA;NA;Proteobacteria bacterium)

NNL43668.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium)

OQY53669.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium 4572_88)

[5x] OQX27453.1;MBA3016756.1;OQY58998.1;RZB34027.1;NQT10399.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium IS3 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium Eth-SRB2 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium 4572_88 [1x])

THB73330.1 (Bacteria;Proteobacteria;Gammaproteobacteria;NA;NA;NA;Gammaproteobacteria bacterium)

THB69116.1 (Bacteria;Proteobacteria;Gammaproteobacteria;NA;NA;NA;Gammaproteobacteria bacterium)

MBF0224249.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium)

[4x] MBC2716482.1;PIP42671.1;NOY68952.1;MBC8456589.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium CG23_combo_of_CG06-09_8_20_14_all_51_8 [1x])

[4x] RPJ82744.1;RPJ82743.1;RJP82188.1;MBA4368984.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfobacterium;Desulfobacterium sp. [1x])

MBF0118575.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium)

RPJ73740.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium)

[3x] HGT59119.1;TFG41169.1;RPJ76798.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;NA;NA;Syntrophobacterales bacterium [1x])

[9x] MBA4422678.1;PIV04984.1;PJC76642.1;OIP91007.1;OHE22047.1;OHE21246.1;MBI5577967.1;MBA4423724.1;PJC72273.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Syntrophus;Syntrophus sp. (in: Bacteria) [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;NA;NA;Syntrophobacterales bacterium CG_4_8_14_3_um_filter_58_8 [2x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;NA;Syntrophaceae bacterium CG2_30_58_14 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;NA;NA;Syntrophobacterales bacterium CG03_land_8_20_14_0_80_58_14 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;NA;NA;Syntrophobacterales bacterium RBG_19FT_COMBO_59_10 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;NA;NA;Syntrophobacterales bacterium GWF2_56_9 [1x])

[4x] WP_052079856.1;CAB1059046.1;KGM44034.1;NNL77692.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Olavius sp. associated proteobacterium Delta 1 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium [1x],Bacteria;NA;NA;NA;NA;NA;NA [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Alkalispirochaeta;Alkalispirochaeta odontotermitis [1x])

[2x] RTZ99239.1;RTZ96870.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [2x])

[6x] NNK00444.1;MBI5551635.1;MBI5064509.1;KJS32795.1;WP_076750795.1;RJQ69949.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfatitalea;Desulfatitalea sp. [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfatitalea;Desulfatitalea sp. BRH_c12 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfatitalea;Desulfatitalea tepidiphila [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium [1x])

[3x] CAB5143640.1;CAB5127797.1;CAB5143621.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Olavius algarvensis associated proteobacterium Delta 3 [3x])

[2x] MBF0176582.1;MBF0321948.1 (Bacteria;Proteobacteria;Alphaproteobacteria;Magnetococcales;NA;NA;Magnetococcales bacterium [2x])

[2x] MBF0152552.1;MBF0136385.1 (Bacteria;Proteobacteria;Alphaproteobacteria;Magnetococcales;NA;NA;Magnetococcales bacterium [2x])

MBF0425330.1 (Bacteria;Proteobacteria;Alphaproteobacteria;Magnetococcales;NA;NA;Magnetococcales bacterium)

MBF0625125.1 (Bacteria;Proteobacteria;Alphaproteobacteria;Magnetococcales;NA;NA;Magnetococcales bacterium)

MBI9093029.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfobacterium;Desulfobacterium sp.)

NLX50964.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

HAS83863.1 (Bacteria;Verrucomicrobia;NA;NA;NA;NA;Verrucomicrobia bacterium)

RLB97487.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

[5x] MBI9076970.1;WP_073476268.1;WP_084511289.1;WP_043809288.1;ACL04361.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfatibacillum;Desulfatibacillum aliphaticivorans [3x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfatibacillum;Desulfatibacillum alkenivorans [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfatibacillum;Desulfatibacillum sp. [1x])

MBA3030428.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium)

OQY02991.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium 4572_123)

PIP39565.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium CG23_combo_of_CG06-09_8_20_14_all_51_8)

MBC2716655.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium)

RJP86078.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium)

RJP38798.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium)

WP_181550361.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfosalsimonas;Desulfosalsimonas propionicica)

KPJ74949.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium SG8_13)

NNF98902.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium)

MBC2743495.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfosarcina;Desulfosarcina sp.)

[2x] WP_155311057.1;WP_155323691.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfosarcina;Desulfosarcina ovata [2x])

[2x] HDI59267.1;RLB97612.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium [1x])

MBI9085958.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium)

PKN59684.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium HGW-Deltaproteobacteria-11)

[2x] PKN59921.1;MBA4396908.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Syntrophus;Syntrophus sp. (in: Bacteria) [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium HGW-Deltaproteobacteria-11 [1x])

[2x] HET57943.1;OPL13300.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;delta proteobacterium MLS_D [1x])

NQU04134.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;NA;Syntrophaceae bacterium)

HEU19150.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

MBE9547597.1 (Bacteria;Proteobacteria;NA;NA;NA;NA;Proteobacteria bacterium)

[5x] PIP08444.1;OIP88146.1;HBH86452.1;TRZ54558.1;PJA50290.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;NA;NA;NA [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;NA;NA;Syntrophobacterales bacterium CG_4_9_14_3_um_filter_49_8 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;NA;Syntrophaceae bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;NA;Syntrophaceae bacterium CG2_30_49_12 [1x],Bacteria;NA;NA;NA;NA;NA;bacterium [1x])

[6x] ABC76664.1;OPY18595.1;WP_093882845.1;WP_041584687.1;OPY80137.1;OPY15478.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Syntrophus;Syntrophus aciditrophicus [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Syntrophus;Syntrophus sp. PtaB.Bin138 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Syntrophus;Syntrophus sp. PtaU1.Bin005 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Syntrophus;Syntrophus gentianae [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Syntrophus;Syntrophus sp. PtaB.Bin075 [1x])

TFH40014.1 (Bacteria;Chrysiogenetes;Chrysiogenetes;Chrysiogenales;NA;NA;Chrysiogenales bacterium)

HHA55568.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;NA;NA;Syntrophobacterales bacterium)

HHA58689.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;NA;NA;Syntrophobacterales bacterium)

[3x] NLX32279.1;HGY98547.1;NPV04962.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;NA;Syntrophaceae bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x],Bacteria;Acidobacteria;NA;NA;NA;NA;Acidobacteria bacterium [1x])

[2x] NPU85410.1;PKN35498.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;NA;Syntrophaceae bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium HGW-Deltaproteobacteria-19 [1x])

[3x] EAT06687.1;MBI5250402.1;WP_013164581.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Desulfomonile;Desulfomonile tiedjei [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobulbaceae;Desulfurivibrio;Desulfurivibrio alkaliphilus [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;delta proteobacterium MLMS-1 [1x])

[2x] TBV82683.1;HET97782.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobulbaceae;NA;Desulfobulbaceae bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobulbaceae;Desulfurivibrio;Desulfurivibrio alkaliphilus [1x])

HET97175.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobulbaceae;Desulfurivibrio;Desulfurivibrio alkaliphilus)

[6x] HDO30105.1;GBE52385.1;HFQ89946.1;HDL98686.1;GBE13824.1;HDK43188.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium [3x],Bacteria;NA;NA;NA;NA;NA;bacterium BMS3Bbin14 [1x],Bacteria;NA;NA;NA;NA;NA;bacterium BMS3Abin13 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobulbaceae;Desulfobulbus;Desulfobulbus sp. [1x])

[2x] RWX51126.1;TAA75741.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobulbaceae;Candidatus Electrothrix;Candidatus Electrothrix marina [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobulbaceae;Candidatus Electronema;Candidatus Electronema sp. GS [1x])

NLT61776.1 (Bacteria;Candidatus Hydrogenedentes;NA;NA;NA;NA;Candidatus Hydrogenedentes bacterium)

NIA12716.1 (Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;NA;Nitrospiraceae bacterium)

[3x] HBG20292.1;OGR19805.1;KJR96867.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium GWB2_56_26 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobulbaceae;NA;Desulfobulbaceae bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobulbaceae;NA;Desulfobulbaceae bacterium BRH_c16a [1x])

[2x] WP_084503256.1;HGU33673.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfatirhabdium;Desulfatirhabdium butyrativorans [2x])

[4x] MBI4962256.1;WP_014809201.1;HGH61466.1;MBI5249580.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Desulfomonile;Desulfomonile tiedjei [4x])

WP_043645441.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio putealis)

MBI4805111.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio sp.)

HGG93387.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio putealis)

[2x] WP_173087072.1;HGG93134.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio putealis [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio sp. FSS-1 [1x])

WP_027183759.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio inopinatus)

WP_027177477.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Maridesulfovibrio;Maridesulfovibrio bastinii)

[12x] WP_031482921.1;WP_092162574.1;WP_163349457.1;WP_163291836.1;WP_035075215.1;WP_085101645.1;WP_015850683.1;WP_015335007.1;WP_136673008.1;HAS90505.1;MBI9110826.1;OEU69474.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Maridesulfovibrio;Maridesulfovibrio ferrireducens [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Maridesulfovibrio;Maridesulfovibrio frigidus [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio sp. S3730MH75 [1x],Bacteria;Bacteroidetes;Bacteroidia;Marinilabiliales;Marinifilaceae;Marinifilum;Marinifilum sp. JC120 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Maridesulfovibrio;Maridesulfovibrio zosterae [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio gilichinskyi [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio sp. JC010 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Maridesulfovibrio;Maridesulfovibrio salexigens [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Maridesulfovibrio;Maridesulfovibrio hydrothermalis [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio sp. JC022 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Desulfovibrio;Desulfovibrio sp. [1x])

NCC24691.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

WP_074215677.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfovibrionales;Desulfovibrionaceae;Halodesulfovibrio;Halodesulfovibrio marinisediminis)

[2x] RLC36622.1;MBC8174886.1 (Bacteria;Candidatus Nealsonbacteria;NA;NA;NA;NA;Candidatus Nealsonbacteria bacterium [1x],Bacteria;Candidatus Marinimicrobia;NA;NA;NA;NA;Candidatus Marinimicrobia bacterium [1x])

MBC8484859.1 (Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium)

MBC8479663.1 (Bacteria;NA;NA;NA;NA;NA;FCB group bacterium)

NOZ04612.1 (Bacteria;NA;NA;NA;NA;NA;FCB group bacterium)

[7x] NQV15321.1;HBR86579.1;HCI16478.1;HDY75713.1;NQT62890.1;MBC8376049.1;NQV40739.1 (Bacteria;Candidatus Marinimicrobia;NA;NA;NA;NA;Candidatus Marinimicrobia bacterium [5x],Bacteria;NA;NA;NA;NA;NA;bacterium [1x],Bacteria;NA;NA;NA;NA;NA;FCB group bacterium [1x])

MQY64228.1 (Bacteria;Calditrichaeota;NA;NA;NA;NA;Calditrichaeota bacterium)

[2x] MBC8400979.1;NQT96261.1 (Bacteria;Candidatus Marinimicrobia;NA;NA;NA;NA;Candidatus Marinimicrobia bacterium [2x])

[2x] RMF10862.1;NOZ75624.1 (Bacteria;NA;NA;NA;NA;NA;FCB group bacterium [1x],Bacteria;Candidatus Marinimicrobia;NA;NA;NA;NA;Candidatus Marinimicrobia bacterium [1x])

NLP00896.1 (Bacteria;Fibrobacteres;Fibrobacteria;Fibrobacterales;Fibrobacteraceae;Fibrobacter;Fibrobacter sp.)

NLE01392.1 (Bacteria;Fibrobacteres;Fibrobacteria;Fibrobacterales;Fibrobacteraceae;Fibrobacter;Fibrobacter sp.)

NLE00351.1 (Bacteria;Fibrobacteres;Fibrobacteria;Fibrobacterales;Fibrobacteraceae;Fibrobacter;Fibrobacter sp.)

NLW33404.1 (Bacteria;Fibrobacteres;Fibrobacteria;Fibrobacterales;Fibrobacteraceae;Fibrobacter;Fibrobacter sp.)

NLW32667.1 (Bacteria;Fibrobacteres;Fibrobacteria;Fibrobacterales;Fibrobacteraceae;Fibrobacter;Fibrobacter sp.)

NLD91461.1 (Bacteria;Fibrobacteres;Fibrobacteria;Fibrobacterales;Fibrobacteraceae;Fibrobacter;Fibrobacter sp.)

KMQ49999.1 (Bacteria;Fibrobacteres;Chitinispirillia;Chitinispirillales;Chitinispirillaceae;Chitinispirillum;Chitinispirillum alkaliphilum)

NLL13372.1 (Bacteria;Fibrobacteres;Fibrobacteria;Fibrobacterales;Fibrobacteraceae;Fibrobacter;Fibrobacter sp.)

NLW32405.1 (Bacteria;Fibrobacteres;Fibrobacteria;Fibrobacterales;Fibrobacteraceae;Fibrobacter;Fibrobacter sp.)

MBD3421112.1 (Bacteria;Fibrobacteres;Chitinivibrionia;Chitinivibrionales;NA;NA;Chitinivibrionales bacterium)

[2x] MBD3345323.1;MBD3319877.1 (Bacteria;Fibrobacteres;Chitinivibrionia;Chitinivibrionales;NA;NA;Chitinivibrionales bacterium [2x])

NLW31118.1 (Bacteria;Fibrobacteres;Fibrobacteria;Fibrobacterales;Fibrobacteraceae;Fibrobacter;Fibrobacter sp.)

NLD94327.1 (Bacteria;Fibrobacteres;Fibrobacteria;Fibrobacterales;Fibrobacteraceae;Fibrobacter;Fibrobacter sp.)

MBD3317484.1 (Bacteria;Fibrobacteres;Chitinivibrionia;Chitinivibrionales;NA;NA;Chitinivibrionales bacterium)

MBD3317274.1 (Bacteria;Fibrobacteres;Chitinivibrionia;Chitinivibrionales;NA;NA;Chitinivibrionales bacterium)

MBD3163768.1 (Archaea;Candidatus Woesearchaeota;NA;NA;NA;NA;Candidatus Woesearchaeota archaeon)

OQX29338.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Spirochaeta;Spirochaeta sp. LUC14_002_19_P3)

HGS79115.1 (Archaea;Candidatus Woesearchaeota;NA;NA;NA;NA;Candidatus Woesearchaeota archaeon)

NLZ02777.1 (Bacteria;Planctomycetes;Planctomycetia;Pirellulales;Pirellulaceae;NA;Pirellulaceae bacterium)

[3x] OGC18802.1;OGC41210.1;OGC07384.1 (Bacteria;NA;NA;NA;NA;NA;candidate division WOR-1 bacterium RIFOXYA12_FULL_36_13 [1x],Bacteria;NA;NA;NA;NA;NA;candidate division WOR-1 bacterium RIFOXYD2_FULL_36_8 [1x],Bacteria;NA;NA;NA;NA;NA;NA [1x])

NQU16898.1 (Bacteria;NA;NA;NA;NA;NA;Candidatus Saganbacteria bacterium)

MBI2265072.1 (Bacteria;Armatimonadetes;NA;NA;NA;NA;Armatimonadetes bacterium)

[2x] OGI04135.1;OGH97809.1 (Bacteria;Candidatus Margulisbacteria;NA;NA;NA;NA;NA [2x])

HAV43483.1 (Bacteria;NA;NA;NA;NA;NA;bacterium)

[4x] ROL59147.1;ROL57379.1;HHE53785.1;QLH53792.1 (Bacteria;NA;NA;NA;NA;NA;Bacteroidetes/Chlorobi group bacterium MS-B_bin-24 [1x],Bacteria;Ignavibacteriae;Ignavibacteria;NA;NA;NA;Ignavibacteria bacterium [1x],Bacteria;Candidatus Kapabacteria;NA;NA;NA;NA;Candidatus Kapabacteria bacterium [1x],Bacteria;NA;NA;NA;NA;NA;Bacteroidetes/Chlorobi group bacterium Naka2016 [1x])

NLJ13842.1 (Bacteria;Ignavibacteriae;Ignavibacteria;NA;NA;NA;Ignavibacteria bacterium)

[6x] MBI5324122.1;OGU72402.1;TAL68938.1;HFI73073.1;MBI5324121.1;OGU39837.1 (Bacteria;Ignavibacteriae;NA;NA;NA;NA;Ignavibacteriae bacterium [2x],Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteriodetes bacterium [1x],Bacteria;Ignavibacteriae;Ignavibacteria;NA;NA;NA;Ignavibacteria bacterium [1x],Bacteria;Ignavibacteriae;Ignavibacteria;NA;NA;NA;Ignavibacteria bacterium RBG_16_34_14 [1x],Bacteria;Ignavibacteriae;Ignavibacteria;NA;NA;NA;NA [1x])

ROL61420.1 (Bacteria;NA;NA;NA;NA;NA;Bacteroidetes/Chlorobi group bacterium ChocPot_Mid)

NLO20059.1 (Bacteria;Ignavibacteriae;Ignavibacteria;NA;NA;NA;Ignavibacteria bacterium)

OGU58223.1 (Bacteria;Ignavibacteriae;Ignavibacteria;NA;NA;NA;Ignavibacteria bacterium GWF2_33_9)

ROL56848.1 (Bacteria;NA;NA;NA;NA;NA;Bacteroidetes/Chlorobi group bacterium ChocPot_Mid)

[2x] PKL84666.1;MBE2188942.1 (Bacteria;Ignavibacteriae;NA;NA;NA;NA;Ignavibacteriae bacterium HGW-Ignavibacteriae-1 [1x],Bacteria;Candidatus Kapabacteria;NA;NA;NA;NA;Candidatus Kapabacteria bacterium [1x])

HGS03045.1 (Bacteria;Ignavibacteriae;Ignavibacteria;NA;NA;NA;Ignavibacteria bacterium)

MBI4978590.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium)
WP_069897310.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Marispirochaeta;Candidatus Marispirochaeta associata)

[3x] HGO27982.1;HHG53856.1;HGO27981.1 (Bacteria;Proteobacteria;NA;NA;NA;NA;Proteobacteria bacterium [2x],Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium [1x])

[2x] OHD11206.1;OQB68993.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium ADurb.Bin133 [1x],Bacteria;Spirochaetes;NA;NA;NA;NA;NA [1x])

[2x] HBD93442.1;OHD36007.1 (Bacteria;Spirochaetes;Spirochaetia;NA;NA;NA;Spirochaetia bacterium [1x],Bacteria;Spirochaetes;NA;NA;NA;NA;NA [1x])

NPV37918.1 (Bacteria;Spirochaetes;Spirochaetia;Brevinematales;NA;NA;Brevinematales bacterium)

[2x] HGT09573.1;HGW58831.1 (Bacteria;NA;NA;NA;NA;NA;bacterium [2x])

[2x] PKL92615.1;OPZ63760.1 (Bacteria;Candidatus Goldbacteria;NA;NA;NA;NA;Candidatus Goldbacteria bacterium HGW-Goldbacteria-1 [1x],Bacteria;Candidatus Aerophobetes;NA;NA;NA;NA;Candidatus Aerophobetes bacterium ADurb.Bin490 [1x])

[2x] HDQ25363.1;HDT15281.1 (Bacteria;NA;NA;NA;NA;NA;bacterium [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [1x])

[2x] HGT08888.1;HGW58324.1 (Bacteria;NA;NA;NA;NA;NA;bacterium [2x])

[2x] RPJ06135.1;HEQ71104.1 (Bacteria;Spirochaetes;Spirochaetia;NA;NA;NA;Spirochaetia bacterium [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;NA;Spirochaetaceae bacterium [1x])

RPJ03660.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;NA;Spirochaetaceae bacterium)

[5x] OGO82245.1;HAN10644.1;OGO86739.1;OGO87801.1;HCC07657.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium GWE2_32_10 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium GWD2_32_19 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium GWD2_32_59 [1x])

[3x] NOS83612.1;KXK47921.1;MBE2219665.1 (Bacteria;Ignavibacteriae;Ignavibacteria;NA;NA;NA;Ignavibacteria bacterium [2x],Bacteria;Chlorobi;NA;NA;NA;NA;Chlorobi bacterium OLB5 [1x])

RPI15167.1 (Bacteria;Ignavibacteriae;NA;NA;NA;NA;Ignavibacteriae bacterium)

MBI5402390.1 (Bacteria;Ignavibacteriae;NA;NA;NA;NA;Ignavibacteriae bacterium)

TRZ51274.1 (Bacteria;NA;NA;NA;NA;NA;bacterium)

[2x] MBA4310516.1;MBA4251628.1 (Bacteria;Chlorobi;Chlorobia;Chlorobiales;Chlorobiaceae;NA;Chlorobiaceae bacterium [2x])

HGW00549.1 (Bacteria;Ignavibacteriae;Ignavibacteria;NA;NA;NA;Ignavibacteria bacterium)

NQS99153.1 (Bacteria;candidate division Zixibacteria;NA;NA;NA;NA;candidate division Zixibacteria bacterium)

MBD3410628.1 (Bacteria;Ignavibacteriae;Ignavibacteria;Ignavibacteriales;NA;NA;Ignavibacteriales bacterium)

[3x] NWF89726.1;OGU39428.1;HAB54230.1 (Bacteria;Ignavibacteriae;Ignavibacteria;Ignavibacteriales;Ignavibacteriaceae;NA;Ignavibacteriaceae bacterium [1x],Bacteria;Ignavibacteriae;Ignavibacteria;NA;NA;NA;NA [1x],Bacteria;Ignavibacteriae;Ignavibacteria;Ignavibacteriales;NA;NA;Ignavibacteriales bacterium [1x])

NCS89877.1 (Bacteria;Ignavibacteriae;Ignavibacteria;NA;NA;NA;NA)

NOG96689.1 (Bacteria;Ignavibacteriae;NA;NA;NA;NA;Ignavibacteriae bacterium)

NVO02914.1 (Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium)

RJP73596.1 (Bacteria;Ignavibacteriae;Ignavibacteria;Ignavibacteriales;NA;NA;Ignavibacteriales bacterium)

TFH33923.1 (Bacteria;Bacteroidetes;Bacteroidia;NA;NA;NA;Bacteroidia bacterium)

HAH23966.1 (Bacteria;Bacteroidetes;Bacteroidia;Marinilabiliales;Prolixibacteraceae;NA;Prolixibacteraceae bacterium)

[5x] NLP03821.1;NLL13539.1;NLG18212.1;NLW32821.1;NLD98356.1 (Bacteria;Fibrobacteres;Fibrobacteria;Fibrobacterales;Fibrobacteraceae;Fibrobacter;Fibrobacter sp. [5x])

NLD95408.1 (Bacteria;Fibrobacteres;Fibrobacteria;Fibrobacterales;Fibrobacteraceae;Fibrobacter;Fibrobacter sp.)

HAJ78231.1 (Bacteria;Fibrobacteres;NA;NA;NA;NA;Fibrobacteres bacterium)

KMQ51670.1 (Bacteria;Fibrobacteres;Chitinispirillia;Chitinispirillales;Chitinispirillaceae;Chitinispirillum;Chitinispirillum alkaliphilum)

MBD3422574.1 (Bacteria;Fibrobacteres;Chitinivibrionia;Chitinivibrionales;NA;NA;Chitinivibrionales bacterium)

MBD3345363.1 (Bacteria;Fibrobacteres;Chitinivibrionia;Chitinivibrionales;NA;NA;Chitinivibrionales bacterium)

MBD3321462.1 (Bacteria;Fibrobacteres;Chitinivibrionia;Chitinivibrionales;NA;NA;Chitinivibrionales bacterium)

MBD3241711.1 (Bacteria;Fibrobacteres;Chitinivibrionia;Chitinivibrionales;NA;NA;Chitinivibrionales bacterium)

MBD3317861.1 (Bacteria;Fibrobacteres;Chitinivibrionia;Chitinivibrionales;NA;NA;Chitinivibrionales bacterium)

MBD3393634.1 (Bacteria;Fibrobacteres;Chitinivibrionia;Chitinivibrionales;NA;NA;Chitinivibrionales bacterium)

MBD3346585.1 (Bacteria;Fibrobacteres;Chitinivibrionia;Chitinivibrionales;NA;NA;Chitinivibrionales bacterium)

KPJ67853.1 (Bacteria;Proteobacteria;Gammaproteobacteria;Legionellales;Coxiellaceae;Coxiella;Coxiella sp. DG_40)

NLE66723.1 (Bacteria;Lentisphaerae;NA;NA;NA;NA;Lentisphaerae bacterium)

[2x] OHD18835.1;OQB69323.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium ADurb.Bin133 [1x],Bacteria;Spirochaetes;NA;NA;NA;NA;NA [1x])

OHD39327.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;NA)

[3x] OHD10971.1;OHD38802.1;OQB69372.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;NA [2x],Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium ADurb.Bin133 [1x])

NQT82196.1 (Bacteria;NA;NA;NA;NA;NA;bacterium)

[6x] NLK97733.1;HHW67175.1;WP_158738788.1;NLM13000.1;NLJ88481.1;NLK21639.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Epulopiscium;Epulopiscium sp. [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Defluviitaleaceae;Defluviitalea;Defluviitalea raffinosedens [1x])
NLM48689.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Epulopiscium;Epulopiscium sp.)

[2x] WP_132251164.1;WP_132281426.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;Natranaerovirga;Natranaerovirga pectinivora [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;Natranaerovirga;Natranaerovirga hydrolytica [1x])
WP_072968231.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Caminicella;Caminicella sporogenes)

PHS35359.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Alkaliphilus;Alkaliphilus sp.)

WP_007781896.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus youngiae)[8x] WP_190239564.1;HBC94950.1;WP_134213189.1;NLI12409.1;HHU87055.1;OQA09389.1;NLW37601.1;WP_134218063.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;NA;Peptococcaceae bacterium [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Pelotomaculum;Pelotomaculum sp. FP [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium ADurb.Bin373 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Pelotomaculum;Pelotomaculum sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Pelotomaculum;Pelotomaculum propionicicum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Pelotomaculum;Pelotomaculum schinkii [1x])

NPV90138.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

NLP00479.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium)[6x] NLE23736.1;NLL66863.1;HHU91494.1;HHY63975.1;HHU91035.1;NLL46621.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [1x])

[2x] HHW23300.1;HHY65217.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium [2x])[4x] WP_149678103.1;NLW03592.1;NLI37971.1;NLU33055.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Thermoclostridium;Thermoclostridium caenicola [1x])

HHX77600.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

TNF49811.1 (Bacteria;NA;NA;NA;NA;NA;bacterium)TNF49050.1 (Bacteria;NA;NA;NA;NA;NA;bacterium)

MBE0618845.1 (Bacteria;Proteobacteria;NA;NA;NA;NA;Proteobacteria bacterium)
[6x] NMC73993.1;MRR06408.1;MRR33152.1;WP_158271067.1;PTV86337.1;MRR53049.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfuromonadales;Geobacteraceae;Geobacter;Geobacter sp. DSM 2909 [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfuromonadales;Geobacteraceae;NA;Geobacteraceae bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x],Bacteria;NA;NA;NA;NA;NA;bacterium [1x],Bacteria;NA;NA;NA;NA;NA;NA [1x])

NMC75129.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfuromonadales;Geobacteraceae;NA;Geobacteraceae bacterium)

MBI5484306.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

MBI1920311.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfuromonadales;Geobacteraceae;Geobacter;Geobacter sp.)

[2x] WP_162604841.1;WP_129126481.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfuromonadales;Geobacteraceae;Geomonas (Geobacteraceae);Geomonas ferrireducens [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfuromonadales;Geobacteraceae;Geomonas (Geobacteraceae);Geomonas oryzae [1x])

MBE0596111.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfuromonadales;NA;NA;Desulfuromonadales bacterium)

MBE0597851.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfuromonadales;NA;NA;Desulfuromonadales bacterium)

TDF72010.1 (Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Zhaonellaceae;Zhaonella;Zhaonella formicivorans)

KKM10698.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium PH28_bin88)

WP_089761715.1 (Bacteria;Firmicutes;Clostridia;Halanaerobiales;Halanaerobiaceae;Halarsenatibacter;Halarsenatibacter silvermanii)

[2x] WP_005488126.1;PUU89418.1 (Bacteria;Firmicutes;Clostridia;Halanaerobiales;Halanaerobiaceae;Halanaerobium;Halanaerobium sp. [1x],Bacteria;Firmicutes;Clostridia;Halanaerobiales;Halanaerobiaceae;Halanaerobium;Halanaerobium saccharolyticum [1x])

HBQ63696.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium)

[3x] NLP18865.1;NLJ33134.1;NMA55071.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [3x])

NLC11946.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

WP_052572597.1 (Bacteria;Acidobacteria;Holophagae;Holophagales;Holophagaceae;Holophaga;Holophaga foetida)

HHV71574.1 (Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium)

KUK53954.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;NA)WP_066245011.1 (Bacteria;Firmicutes;Negativicutes;Selenomonadales;Sporomusaceae;Anaerosporomusa;Anaerosporomusa subterranea)

HBS60070.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

HHV59034.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium)

[3x] HDG61642.1;OQX58643.1;HIP92196.1 (Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga sp. [2x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;NA [1x])

[7x] OAA27958.1;WP_083763181.1;WP_012745125.1;RKX47612.1;WP_047754809.1;WP_068348855.1;ACR79346.1 (Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Kosmotoga;Kosmotoga olearia [3x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Kosmotoga;Kosmotoga arenicorallina [2x],Bacteria;Thermotogae;NA;NA;NA;NA;Thermotogae bacterium [1x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Kosmotoga;Kosmotoga pacifica [1x])

[21x] HEO49591.1;WP_041844540.1;HET10435.1;WP_158241062.1;HGY59042.1;KUK23216.1;HDG61583.1;WP_008192144.1;WP_038054708.1;AJG40325.1;WP_038066458.1;WP_011943081.1;HIP92725.1;KUK23005.1;ADA66368.1;WP_012310548.1;WP_004081484.1;WP_041434758.1;HAA82729.1;ACM22365.1;WP_101512926.1 (Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga naphthophila [5x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga sp. [5x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga sp. RQ7 [2x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;NA [2x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga neapolitana [2x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga sp. Mc24 [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga maritima [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga sp. SG1 [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga petrophila [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga sp. KOL6 [1x])

[18x] WP_110990987.1;NLT44424.1;CCU85172.1;RLL91717.1;WP_103134863.1;WP_121509501.1;WP_014731739.1;KUK80414.1;WP_099828447.1;HAA86070.1;KUK92928.1;WP_102818729.1;HDP78873.1;RLL91368.1;WP_121551616.1;WP_099772612.1;RAM59700.1;HAA86069.1 (Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga;Mesotoga sp. HF07.pep.5.2.highcov [2x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;NA;Kosmotogaceae bacterium [2x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga;Mesotoga prima [2x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga;Mesotoga infera [2x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga;NA [2x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga;Mesotoga sp. TolDC [1x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga;Mesotoga sp. H07pep.5.4 [1x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga;Mesotoga sp. H07.pep.5.3 [1x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga;Mesotoga sp. SC_4PWA21 [1x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga;Mesotoga sp. B105.6.4 [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;NA;Thermotogaceae bacterium [1x],Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Mesotoga;Mesotoga sp. BH458_6_3_2_1 [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;NA;NA;Thermotogales bacterium 46_20 [1x])

HEW91433.1 (Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;NA;Thermotogaceae bacterium)

TYB88918.1 (Bacteria;Thermotogae;Thermotogae;Kosmotogales;Kosmotogaceae;Kosmotoga;Kosmotoga sp.)

[2x] RKX46516.1;HCZ06073.1 (Bacteria;Thermotogae;NA;NA;NA;NA;Thermotogae bacterium [2x])

[8x] MBC7121784.1;MBC7122706.1;HGY17258.1;HGZ79186.1;WP_165276213.1;WP_041076168.1;KUK02481.1;WP_038059750.1 (Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Pseudothermotoga;Pseudothermotoga hypogea [3x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Pseudothermotoga;Pseudothermotoga sp. [2x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;NA;NA [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga sp. Ku-13t [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga caldifontis [1x])

[5x] HBT26003.1;WP_041083378.1;KUK20664.1;WP_012002591.1;WP_028843392.1 (Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Pseudothermotoga;Pseudothermotoga lettingae [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Pseudothermotoga;NA [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Pseudothermotoga;Pseudothermotoga sp. [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Pseudothermotoga;Pseudothermotoga elfii [1x],Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Thermotoga;Thermotoga profunda [1x])

WP_013931682.1 (Bacteria;Thermotogae;Thermotogae;Thermotogales;Thermotogaceae;Pseudothermotoga;Pseudothermotoga thermarum)

[3x] RKX43660.1;RKX39074.1;RKX34923.1 (Bacteria;Thermotogae;NA;NA;NA;NA;Thermotogae bacterium [3x])

[3x] AEF84709.1;WP_038077700.1;HCC36553.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema primitia [2x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema sp. [1x])

[9x] WP_013968027.1;TFG81010.1;HAP43640.1;OHD26760.1;HHA95251.1;NLJ10525.1;PKL23070.1;HFH30733.1;HCM24957.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema sp. [3x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema caldarium [2x],Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetae bacterium HGW-Spirochaetae-3 [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;NA;Spirochaetaceae bacterium [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;NA;NA;Spirochaetales bacterium [1x],Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium GWB1_59_5 [1x])

TVR54833.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;NA;Spirochaetaceae bacterium)
[4x] WP_076489717.1;TVR70505.1;WP_103679305.1;WP_018526462.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Alkalispirochaeta;Alkalispirochaeta americana [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;NA;Spirochaetaceae bacterium [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Alkalispirochaeta;Alkalispirochaeta alkalica [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Alkalispirochaeta;Alkalispirochaeta sphaeroplastigenens [1x])

[2x] WP_114629037.1;WP_149487187.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Oceanispirochaeta;NA [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Oceanispirochaeta;Oceanispirochaeta crateris [1x])

[4x] RKX82680.1;NTW77989.1;WP_184747157.1;MBI9099410.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;NA;Syntrophaceae bacterium [1x],Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;NA;Spirochaetaceae bacterium [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Spirochaeta;Spirochaeta isovalerica [1x])

[2x] MBI9108644.1;HAK44513.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;NA;NA;Spirochaetales bacterium [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Spirochaeta;Spirochaeta sp. [1x])

RKX91615.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium)
WP_014454223.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Spirochaeta;Spirochaeta africana)

THB67438.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;NA;Spirochaetaceae bacterium)

[2x] HEB11388.1;MQY77157.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;NA;NA;Spirochaetales bacterium [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Spirochaeta;Spirochaeta sp. [1x])

[2x] HBE00998.1;OHD66912.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium GWF1_41_5 [1x],Bacteria;Spirochaetes;Spirochaetia;NA;NA;NA;Spirochaetia bacterium [1x])

[3x] HGH62617.1;HGP78581.1;NMB63916.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium [3x])

[5x] KFO68789.1;MRR15900.1;HCX01951.1;PKN38278.1;PKN53327.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;NA;Syntrophaceae bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Smithella;Smithella sp. SCADC [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium HGW-Deltaproteobacteria-13 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;NA [1x])

[6x] OHD69132.1;PKL41149.1;NLV67529.1;OQA97277.1;NLV66450.1;OHD64585.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium [2x],Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetae bacterium HGW-Spirochaetae-1 [1x],Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium RBG_13_51_14 [1x],Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium ADurb.Bin218 [1x],Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium RBG_16_49_21 [1x])

PKL16411.1 (Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetae bacterium HGW-Spirochaetae-5)

[25x] PKN76627.1;TFH43826.1;HDQ04258.1;OPY87595.1;NMD04518.1;PKN68881.1;OGP68352.1;OQB55616.1;OPZ53941.1;NLA41050.1;HBJ74436.1;NTW07835.1;OGP88552.1;KQC06834.1;HHA36625.1;PKN17093.1;NLN38645.1;OPZ36064.1;NLX52365.1;HDQ03186.1;TAL36636.1;HDP80968.1;KAF0157544.1;PKN16860.1;NLD81761.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Smithella;Smithella sp. [4x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [4x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;NA;Syntrophaceae bacterium [3x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium HGW-Deltaproteobacteria-6 [2x],Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium [2x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium HGW-Deltaproteobacteria-10 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium ADurb.Bin151 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RBG_16_44_11 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Smithella;Smithella sp. PtaU1.Bin162 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RBG_19FT_COMBO_43_11 [1x],Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium ADurb.BinA120 [1x],Bacteria;Chrysiogenetes;Chrysiogenetes;Chrysiogenales;NA;NA;Chrysiogenales bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium ADurb.BinA014 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium HGW-Deltaproteobacteria-12 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Smithella;Smithella sp. SDB [1x])

[5x] WP_083051631.1;NMC90807.1;MRR17092.1;HCS78005.1;NMC92411.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Smithella;Smithella sp. [2x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;NA;Syntrophaceae bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Marispirochaeta;Marispirochaeta aestuarii [1x])

HCL55638.1 (Bacteria;Spirochaetes;Spirochaetia;NA;NA;NA;Spirochaetia bacterium)

[8x] MBI5486037.1;MBI5499758.1;OQB12641.1;TRZ76197.1;NTW68046.1;MBI5538227.1;HBB17557.1;NTW59618.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [4x],Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [2x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium ADurb.Bin207 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;Syntrophaceae;Syntrophus;Syntrophus sp. (in: Bacteria) [1x])

[2x] OGQ85660.1;OGR13959.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RIFOXYA12_FULL_58_15 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RIFOXYB12_FULL_58_9 [1x])

MBI5507411.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

[2x] NMC71574.1;HGS17412.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Myxococcales;NA;NA;Myxococcales bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x])

NLN62750.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Myxococcales;NA;NA;Myxococcales bacterium)

PKN27489.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium HGW-Deltaproteobacteria-22)

[2x] MBI5549557.1;HCF61888.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Myxococcales;NA;NA;Myxococcales bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x])

MBI5479314.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

[2x] NMB76437.1;HGS37000.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Myxococcales;NA;NA;Myxococcales bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x])

[3x] OGK02264.1;OGJ98738.1;OGJ94183.1 (Bacteria;Candidatus Raymondbacteria;NA;NA;NA;NA;Candidatus Raymondbacteria bacterium RIFOXYD12_FULL_49_13 [1x],Bacteria;Candidatus Raymondbacteria;NA;NA;NA;NA;Candidatus Raymondbacteria bacterium RifOxyB12_full_50_8 [1x],Bacteria;Candidatus Raymondbacteria;NA;NA;NA;NA;NA [1x])

OGS37420.1 (Bacteria;Elusimicrobia;NA;NA;NA;NA;Elusimicrobia bacterium RIFOXYB2_FULL_49_7)

TFH12937.1 (Bacteria;Lentisphaerae;Lentisphaeria;Lentisphaerales;NA;NA;Lentisphaerales bacterium)

TFH16589.1 (Bacteria;Lentisphaerae;Lentisphaeria;Lentisphaerales;NA;NA;Lentisphaerales bacterium)

HHH67712.1 (Bacteria;Lentisphaerae;NA;NA;NA;NA;Lentisphaerae bacterium)

NPD88896.1 (Archaea;NA;NA;NA;NA;NA;Asgard group archaeon)

TET81419.1 (Archaea;Candidatus Heimdallarchaeota;NA;NA;NA;NA;Candidatus Heimdallarchaeota archaeon)

MBD3193036.1 (Archaea;Candidatus Heimdallarchaeota;NA;NA;NA;NA;Candidatus Heimdallarchaeota archaeon)

NHJ05727.1 (Archaea;Candidatus Heimdallarchaeota;NA;NA;NA;NA;Candidatus Heimdallarchaeota archaeon)

NPE09712.1 (Archaea;NA;NA;NA;NA;NA;Asgard group archaeon)

TET74819.1 (Archaea;Candidatus Heimdallarchaeota;NA;NA;NA;NA;Candidatus Heimdallarchaeota archaeon)

[6x] NPE07869.1;NHJ84693.1;NHJ86967.1;NHJ39335.1;NHK32443.1;NHJ46570.1 (Archaea;NA;NA;NA;NA;NA;Asgard group archaeon [6x])

[2x] RLI72896.1;RLI71269.1 (Archaea;Candidatus Heimdallarchaeota;NA;NA;NA;NA;Candidatus Heimdallarchaeota archaeon [2x])

RLG15207.1 (Archaea;NA;NA;NA;NA;NA;Candidatus Pacearchaeota archaeon)

RLI63927.1 (Archaea;Candidatus Lokiarchaeota;NA;NA;NA;NA;Candidatus Lokiarchaeota archaeon)

TFH29683.1 (Archaea;Candidatus Lokiarchaeota;NA;NA;NA;NA;Candidatus Lokiarchaeota archaeon)

WP_147661233.1 (Archaea;Candidatus Lokiarchaeota;NA;NA;NA;Candidatus Prometheoarchaeum;Candidatus Prometheoarchaeum syntrophicum)

KPK22948.1 (Bacteria;Nitrospirae;Nitrospira;NA;NA;NA;Nitrospira bacterium SG8_3)

MBF8253889.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

SPE59934.1 (Bacteria;Verrucomicrobia;NA;NA;NA;NA;Verrucomicrobia bacterium)

[3x] HBP89119.1;MBI2929658.1;HGZ39323.1 (Bacteria;Verrucomicrobia;NA;NA;NA;NA;Verrucomicrobia bacterium [1x],Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium [1x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;NA;Nitrospiraceae bacterium [1x])

[11x] QOJ35935.1;TKB62734.1;KXJ99717.1;HAP41700.1;TKS58446.1;MBA5872038.1;NGZ97223.1;OFW01051.1;CBK43501.1;THJ16562.1;QPD02440.1 (Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Nitrospira;Nitrospira sp. [4x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Nitrospira;NA [2x],Bacteria;Acidobacteria;NA;NA;NA;NA;Acidobacteria bacterium RIFCSPLOWO2_02_FULL_60_20 [1x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Nitrospira;Nitrospira defluvii [1x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Nitrospira;Candidatus Nitrospira kreftii [1
x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Nitrospira;Nitrospira sp. WS110 [1x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Nitrospira;Nitrospira sp. CG24B [1x])

WP_105486548.1 (Bacteria;Acidobacteria;Acidobacteriia;Acidobacteriales;Acidobacteriaceae;Candidatus Sulfotelmatomonas;Candidatus Sulfotelmatomonas gaucii)

MBI5672601.1 (Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium)

[3x] OGW32659.1;QPD02441.1;MBH0210396.1 (Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Nitrospira;Nitrospira sp. [1x],Bacteria;Nitrospirae;Nitrospira;Nitrospirales;Nitrospiraceae;Nitrospira;Candidatus Nitrospira kreftii [1
x],Bacteria;Nitrospirae;NA;NA;NA;NA;Nitrospirae bacterium GWC2_56_14 [1x])

[2x] HID77068.1;HIQ21977.1 (Bacteria;Planctomycetes;Planctomycetia;Planctomycetales;Planctomycetaceae;NA;Planctomycetaceae bacterium [1x],Bacteria;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacterium [1x])

NHJ19531.1 (Archaea;Candidatus Lokiarchaeota;NA;NA;NA;NA;Candidatus Lokiarchaeota archaeon)

HDY78220.1 (NA;NA;NA;NA;NA;NA;NA)

[9x] NVM56223.1;NVM19890.1;KKK40395.1;HDZ19124.1;HDY76385.1;NVM36816.1;HEA04756.1;KKK44452.1;HDZ29195.1 (Archaea;NA;NA;NA;NA;NA;archaeon [3x],Archaea;Candidatus Lokiarchaeota;NA;NA;NA;Lokiarchaeum;Lokiarchaeum sp. GC14_75 [2x],Archaea;Candidatus Lokiarchaeota;NA;NA;NA;NA;Candidatus Lokiarchaeota archaeon [2x],Archaea;Candidatus Helarchaeota;NA;NA;NA;NA;Candidatus Helarchaeota archaeon [1x],NA;NA;NA;NA;NA;NA;NA [1x])

MBC8245952.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

MBC2716600.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium)

RLB63126.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

RJP26704.1 (Bacteria;Candidatus Abyssubacteria;NA;NA;NA;NA;Candidatus Abyssubacteria bacterium SURF_5)

WP_133111560.1 (Bacteria;Planctomycetes;Candidatus Brocadiae;Candidatus Brocadiales;Candidatus Brocadiaceae;Candidatus Scalindua;Candidatus Scalindua japonica)

MBF0226446.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium)

[4x] WP_092074916.1;WP_021171439.1;WP_145101184.1;WP_158618831.1 (Bacteria;Firmicutes;Negativicutes;Selenomonadales;Sporomusaceae;Sporomusa;Sporomusa ovata [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Sporomusaceae;Sporomusa;Sporomusa sp. KB1 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Sporomusaceae;Dendrosporobacter;Dendrosporobacter quercicolus [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Sporomusaceae;Methylomusa;Methylomusa anaerophila [1x])

[2x] PIP06401.1;PJC72836.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;NA;NA;Syntrophobacterales bacterium CG23_combo_of_CG06-09_8_20_14_all_48_27 [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Syntrophobacterales;NA;NA;Syntrophobacterales bacterium CG_4_8_14_3_um_filter_49_14 [1x])

WP_105496484.1 (Bacteria;Acidobacteria;Acidobacteriia;Bryobacterales;Solibacteraceae;Candidatus Sulfopaludibacter;Candidatus Sulfopaludibacter sp. SbA3)

MBI4877511.1 (Bacteria;Acidobacteria;NA;NA;NA;NA;Acidobacteria bacterium)

HGT70136.1 (Bacteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium)
TFG90549.1 (Bacteria;Candidatus Atribacteria;NA;NA;NA;NA;Candidatus Atribacteria bacterium)

HAD07301.1 (Bacteria;Chloroflexi;Anaerolineae;Anaerolineales;Anaerolineaceae;NA;Anaerolineaceae bacterium)

HAD05555.1 (Bacteria;Chloroflexi;Anaerolineae;Anaerolineales;Anaerolineaceae;NA;Anaerolineaceae bacterium)

HDW61587.1 (Bacteria;Chloroflexi;Anaerolineae;NA;NA;NA;Anaerolineae bacterium)

[2x] THB80350.1;MBI9092576.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfobacterium;Desulfobacterium sp. [1x])

HCY88615.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium)

[2x] MBF0118553.1;MBF0397531.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;NA;NA;Desulfobacterales bacterium [2x])

MBF0232093.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Desulfamplus;Desulfamplus sp.)

[2x] RJP86594.1;MBC2714472.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;NA;Desulfobacteraceae bacterium [2x])

MBI5845016.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

PCI24938.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;SAR324 cluster bacterium)

[2x] MBF0451613.1;ETR73132.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Candidatus Magnetoglobus;Candidatus Magnetoglobus multicellularis [1x],Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Desulfobacteraceae;Candidatus Magnetomorum;Candidatus Magnetomorum sp. [1x])

[2x] MBQ62959.1;MBQ75718.1 (Bacteria;Proteobacteria;Gammaproteobacteria;NA;NA;NA;Gammaproteobacteria bacterium [2x])

[4x] MBI5908738.1;TAK71959.1;MBI2963649.1;MBC8240093.1 (Bacteria;Proteobacteria;Betaproteobacteria;NA;NA;NA;Betaproteobacteria bacterium [2x],Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x],Bacteria;Proteobacteria;Alphaproteobacteria;NA;NA;NA;Alphaproteobacteria bacterium [1x])

MBV40179.1 (Bacteria;Proteobacteria;Alphaproteobacteria;Rhodospirilla
les;Rhodospirilla

ceae;NA;Rhodospirilla
ceae bacterium)

[3x] NQV60380.1;MBV40180.1;MAG95116.1 (Bacteria;Proteobacteria;Alphaproteobacteria;Rhodospirilla
les;Rhodospirilla

ceae;NA;Rhodospirilla
ceae bacterium [2x],Bacteria;Proteobacteria;Alphaproteobacteria;NA;NA;NA;Alphaproteobacteria bacterium [1x])

MBI5504114.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

MBI4516642.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

MBI2395842.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

[2x] RMD85549.1;RMF19936.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [1x],Bacteria;Candidatus Dadabacteria;NA;NA;NA;NA;Candidatus Dadabacteria bacterium [1x])

MBI2567392.1 (Bacteria;Candidatus Schekmanbacteria;NA;NA;NA;NA;Candidatus Schekmanbacteria bacterium)

MBI5536985.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

MBI4859516.1 (Bacteria;Candidatus Riflebacteria;NA;NA;NA;NA;Candidatus Riflebacteria bacterium)

[2x] M
BI4512412.1;MBI2892505.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium [2x])

MBI3201551.1 (Bacteria;Proteobacteria;Deltaproteobacteria;Myxococcales;NA;NA;Myxococcales bacterium)

OGP82399.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium RBG_13_65_10)

RLB48844.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

RMH41069.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

NMC96419.1 (B
acteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

MBI2566000.1 (B
acteria;Candidatus Schekmanbacteria;NA;NA;NA;NA;Candidatus Schekmanbacteria bacterium)

MBI2059549.1 (B
acteria;Nitro

spirae;NA;NA;NA;NA;Nitro
spirae bacterium)

MBI2892701.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

MBI4957613.1 (B
acteria;Proteobacteria;Deltaproteobacteria;Myxococcales;NA;NA;Myxococcales bacterium)

KAA0232557.1 (B
acteria;NA;NA;NA;NA;NA;NA)

MBP20286.1 (B
acteria;Proteobacteria;Gammaproteobacteria;NA;NA;NA;Gammaproteobacteria bacterium)

RIK06677.1 (B
acteria;Acidobacteria;NA;NA;NA;NA;Acidobacteria bacterium)

TNF24103.1 (B
acteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

MBC8423504.1 (B
acteria;NA;NA;NA;NA;NA;bacterium)

MBI4705780.1 (B
acteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;Deltaproteobacteria bacterium)

MBI3186132.1 (B
acteria;Proteobacteria;Deltaproteobacteria;Myxococcales;NA;NA;Myxococcales bacterium)

NLE22685.1 (B
acteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium)

[2x] M
BE3033184.1;NLT93641.1 (B

acteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium [2x])

HGE64873.1 (B
acteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium)

NLG64526.1 (B
acteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium)

HGC23259.1 (B
acteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium)

NLG66662.1 (B
acteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium)

NLE73820.1 (B
acteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium)

[2x] N
WF76699.1;MBE0425339.1 (B

acteria;Nitro
spirae;NA;NA;NA;NA;Nitro

spirae bacterium [2x])

HCC69409.1 (B
acteria;Nitro

spirae;Nitro
spira;Nitro

spirales;Nitro
spiraceae;NA;Nitro

spiraceae bacterium)

MBI3853806.1 (B
acteria;Verru

comicrobia;NA;NA;NA;NA;Verru
comicrobia bacterium)

HFW61989.1 (B
acteria;Verru

comicrobia;Verru
comicrobiae;Verru

comicrobiales;Verru
comicrobia subdivision 3;NA;Verru

comicrobia subdivision 3 bacterium)

MBI5380534.1 (B
acteria

;Verru
comicrobia;Opitutae;NA;NA;NA;Opitutae bacterium)

MBI2510690.1 (B
acteria

;Verru
comicrobia;Opitutae;NA;NA;NA;Opitutae bacteriu

m)

MBI5384879.1 (B
acteria

;Verru
comicrobia;NA;NA;NA;NA;Verru

comicrobia bacteriu
m)

MBE7499725.1 (B
acteria

;Verru
comicrobia;Verru

comicrobiae;Verru
comicrobiales;NA;NA;Verru

comicrobiales bacteriu
m)

[2x] H
GY62365.1;NLH72164.1 (B

acteria
;Verru

comicrobia;NA;NA;NA;NA;Verru
comicrobia bacteriu

m [1
x],B

acteria
;Verru

comicrobia;Verru
comicrobiae;Verru

comicrobiales;Verru
comicrobia subdivision 3;NA;Verru

comicrobia subdivision 3 bacteriu
m [1

x])

NMD18995.1 (B
acteria

;Verru
comicrobia;NA;NA;NA;NA;NA)

HGT30556.1 (B
acteria

;Verru
comicrobia;Verru

comicrobiae;Verru
comicrobiales;Verru

comicrobia subdivision 3;NA;Verru
comicrobia subdivision 3 bacteriu

m)

HFG94821.1 (B
acteria

;Planctomycetes;NA;NA;NA;NA;Planctomycetes bacteriu
m)

[2x] M
BI5069158.1;M

BI4818003.1 (B
acteria

;Proteobacteria
;Deltaproteobacteria

;NA;NA;NA;Deltaproteobacteria
 bacteriu

m [2
x])

MBI4914051.1 (B
acteria

;Acidobacteria
;NA;NA;NA;NA;Acidobacteria

 bacteriu
m)

WP_176067239.1 (B
acteria

;Proteobacteria
;Deltaproteobacteria

;M
yxococcales;Anaeromyxobacteraceae;Anaeromyxobacter;A

naeromyxobacter s
p. R

267)

WP_011984513.1 (B
acteria

;Proteobacteria
;Delta

proteobacteria
;M

yxococcales;Anaeromyxobacteraceae;Anaeromyxobacter;A
naeromyxobacter s

p. F
w109-5)

[4x] W
P_011422862.1;W

P_059437461.1;W
P_012527842.1;W

P_015935009.1 (B
acteria

;Proteobacteria
;Delta

proteobacteria
;M

yxococcales;Anaeromyxobacteraceae;Anaeromyxobacter;A
naeromyxobacter d

ehalogenans [2
x],B

acteria
;Proteobacteria

;Delta
proteobacteria

;M
yxococcales;Anaeromyxobacteraceae;Anaeromyxobacter;A

naeromyxobacter s
p. P

SR-1 [1
x],B

acteria
;Proteobacteria

;Delta
proteobacteria

;M
yxococcales;Anaeromyxobacteraceae;Anaeromyxobacter;A

naeromyxobacter s
p. K

 [1
x])

MBI4864014.1 (B
acteria

;Candidatus Rifle
bacteria

;NA;NA;NA;NA;Candidatus Rifle
bacteria

 bacteriu
m)

MBI5542985.1 (B
acteria

;Proteobacteria
;Delta

proteobacteria
;NA;NA;NA;Delta

proteobacteria
 bacteriu

m)

HCF58343.1 (B
acteria

;Proteobacteria
;Delta

proteobacteria
;M

yxococcales;NA;NA;M
yxococcales bacteriu

m)

MBI2892507.1 (B
acteria

;Proteobacteria
;Delta

proteobacteria
;NA;NA;NA;Delta

proteobacteria
 bacteriu

m)

MBI2889353.1 (B
acteria

;Nitro
spira

e;NA;NA;NA;NA;Nitro
spira

e bacteriu
m)

[2x] M
BE7484147.1;M

BI3204758.1 (B
acteria

;Proteobacteria
;Delta

proteobacteria
;M

yxococcales;NA;NA;M
yxococcales bacteriu

m [1
x],B

acteria
;Proteobacteria

;Delta
proteobacteria

;M
yxococcales;Polyangiaceae;NA;Polyangiaceae bacteriu

m [1
x])

MBI4955787.1 (B
acteria

;Proteobacteria
;Delta

proteobacteria
;M

yxococcales;NA;NA;M
yxococcales bacteriu

m)

RLB63300.1 (B
acteria

;Proteobacteria
;Delta

proteobacteria
;NA;NA;NA;Delta

proteobacteria
 bacteriu

m)

MBD3852523.1 (B
acteria

;Acidobacteria
;NA;NA;NA;NA;Acidobacteria

 bacteriu
m)

MBI2376621.1 (B
acte

ria
;Proteobacte

ria
;Delta

proteobacte
ria

;NA;NA;NA;Delta
proteobacte

ria
 bacte

riu
m)

MBI4703749.1 (B
acte

ria
;Proteobacte

ria
;D

elta
proteobacte

ria
;N

A;N
A;N

A;D
elta

proteobacte
ria

 bacte
riu

m)

MBI4514894.1 (B
acte

ria
;Proteobacte

ria
;D

elta
proteobacte

ria
;N

A;N
A;N

A;D
elta

proteobacte
ria

 bacte
riu

m)

MBI2571023.1 (B
acte

ria
;C

andidatus S
ch

ekm
anbacte

ria
;N

A;N
A;N

A;N
A;C

andidatus S
ch

ekm
anbacte

ria
 bacte

riu
m)

[2x] 
PJB

39927.1;O
IP35777.1 (B

acte
ria

;Proteobacte
ria

;D
elta

proteobacte
ria

;N
A;N

A;N
A;D

elta
proteobacte

ria
 bacte

riu
m C

G_4_9_14_3_um_filt
er_63_12 [1

x],
Bacte

ria
;Proteobacte

ria
;D

elta
proteobacte

ria
;N

A;N
A;N

A;D
elta

proteobacte
ria

 bacte
riu

m C
G2_30_63_29 [1

x])

PID
39426.1 (B

acte
ria

;Proteobacte
ria

;N
A;N

A;N
A;N

A;N
A)

MBI2899441.1 (B
acte

ria
;Plancto

myc
etes;N

A;N
A;N

A;N
A;Plancto

myc
etes b

acte
riu

m)

MBI2528045.1 (B
acte

ria
;C

andidatus R
oku

bacte
ria

;N
A;N

A;N
A;N

A;C
andidatus R

oku
bacte

ria
 bacte

riu
m)

MBI2921702.1 (B
acte

ria
;Plancto

myc
etes;N

A;N
A;N

A;N
A;Plancto

myc
etes b

acte
riu

m)

MBI4510830.1 (B
acte

ria
;Proteobacte

ria
;D

elta
proteobacte

ria
;N

A;N
A;N

A;D
elta

proteobacte
ria

 bacte
riu

m)

MBI3184327.1 (B
acte

ria
;Proteobacte

ria
;D

elta
proteobacte

ria
;M

yx
oco

cc
ales;N

A;N
A;M

yx
oco

cc
ales b

acte
riu

m)

RLA36300.1 (B
acte

ria
;Proteobacte

ria
;G

ammaproteobacte
ria

;N
A;N

A;N
A;G

ammaproteobacte
ria

 bacte
riu

m)

NLN62815.1 (B
acte

ria
;Proteobacte

ria
;D

elta
proteobacte

ria
;M

yx
oco

cc
ales;N

A;N
A;M

yx
oco

cc
ales b

acte
riu

m)

NOZ85054.1 (B
acte

ria
;P

roteobacte
ria

;D
elta

proteobacte
ria

;N
A;N

A;N
A;D

elta
proteobacte

ria
 bacte

riu
m)

MBI5532626.1 (B
acte

ria
;P

roteobacte
ria

;D
elta

proteobacte
ria

;N
A;N

A;N
A;D

elta
proteobacte

ria
 bacte

riu
m)

MBI2390839.1 (B
acte

ria
;P

roteobacte
ria

;D
elta

proteobacte
ria

;N
A;N

A;N
A;D

elta
proteobacte

ria
 bacte

riu
m)

OQB11
733.1 (B

acte
ria

;P
roteobacte

ria
;D

elta
proteobacte

ria
;N

A;N
A;N

A;D
elta

proteobacte
ria

 bacte
riu

m ADurb.B
in207)

HHW
9611

5.1 (B
acte

ria
;P

roteobacte
ria

;O
lig

ofle
xia

;O
lig

ofle
xa

les;N
A;N

A;O
lig

ofle
xa

les b
acte

riu
m)

[3x] 
PKN26389.1;P

KN26388.1;P
KN48104.1 (B

acte
ria

;P
roteobacte

ria
;D

elta
proteobacte

ria
;N

A;N
A;N

A;D
elta

proteobacte
ria

 bacte
riu

m H
GW

-D
elta

proteobacte
ria

-22 [2
x],

Bacte
ria

;P
roteobacte

ria
;D

elta
proteobacte

ria
;N

A;N
A;N

A;D
elta

proteobacte
ria

 bacte
riu

m H
GW

-D
elta

proteobacte
ria

-17 [1
x])

MBI4348747.1 (B
acte

ria
;E

lusim
icr

obia;N
A;N

A;N
A;N

A;E
lusim

icr
obia bacte

riu
m)

MBI4423678.1 (B
acte

ria
;E

lusim
icr

obia;N
A;N

A;N
A;N

A;E
lusim

icr
obia bacte

riu
m)

OGR49216.1 (B
acte

ria
;E

lusim
icr

obia;N
A;N

A;N
A;N

A;N
A)

MBI4255536.1 (B
acte

ria
;C

andidatus R
oku

bacte
ria

;N
A;N

A;N
A;N

A;C
andidatus R

oku
bacte

ria
 bacte

riu
m)

W
P_172136956.1 (B

acte
ria

;A
cti

nobacte
ria

;C
orio

bacte
riia

;E
ggerth

ella
les;E

ggerth
ella

ce
ae;A

dlercr
eutzi

a;A
dlercr

eutzi
a sp

. Z
J4

73)

W
P_165172419.1 (B

acte
ria

;A
cti

nobacte
ria

;C
orio

bacte
riia

;E
ggerth

ella
les;E

ggerth
ella

ce
ae;A

dlercr
eutzi

a;A
dlercr

eutzi
a sp

. Z
J2

42)

W
P_165051739.1 (B

acte
ria

;A
cti

nobacte
ria

;C
orio

bacte
riia

;E
ggerth

ella
les;E

ggerth
ella

ce
ae;A

dlercr
eutzi

a;N
A)

[2x] 
W

P_087201516.1;W
P_066829756.1 (B

acte
ria

;A
cti

nobacte
ria

;C
orio

bacte
riia

;C
orio

bacte
ria

les;C
orio

bacte
ria

ce
ae;C

ollin
se

lla
;C

ollin
se

lla
 sp

. A
n271 [1

x],
Bacte

ria
;A

cti
nobacte

ria
;C

orio
bacte

riia
;C

orio
bacte

ria
les;C

orio
bacte

ria
ce

ae;C
ollin

se
lla

;C
ollin

se
lla

 ih
uae [1

x])

W
P_11

4600339.1 (B
acte

ria
;A

cti
nobacte

ria
;C

orio
bacte

riia
;E

ggerth
ella

les;E
ggerth

ella
ce

ae;G
ordonibacte

r;G
ord

onibacte
r s

p. 2
8C)

W
P_129425499.1 (B

acte
ria

;A
cti

nobacte
ria

;C
orio

bacte
riia

;C
orio

bacte
ria

les;C
orio

bacte
ria

ce
ae;S

enegalim
ass

ilia
;S

enegalim
ass

ilia
 fa

eca
lis

)

[3x] 
W

P_042436618.1;M
BD9214319.1;W

P_11
8350295.1 (B

acte
ria

;A
cti

nobacte
ria

;C
orio

bacte
riia

;C
orio

bacte
ria

les;C
orio

bacte
ria

ce
ae;S

enegalim
ass

ilia
;S

enegalim
ass

ilia
 anaero

bia [2
x],

Bacte
ria

;A
cti

nobacte
ria

;C
orio

bacte
riia

;E
ggerth

ella
les;E

ggerth
ella

ce
ae;E

ggerth
ella

;E
ggerth

ella
 sp

. A
M16-1

9 [1
x])

[4x] 
MBE5711

939.1;P
W

M46273.1;W
P_11

4614962.1;W
P_123218765.1 (B

acte
ria

;A
cti

nobacte
ria

;C
orio

bacte
riia

;E
ggerth

ella
les;E

ggerth
ella

ce
ae;S

lack
ia;S

lack
ia is

ofla
vo

nico
nve

rte
ns [

2x],
Bacte

ria
;A

cti
nobacte

ria
;C

orio
bacte

riia
;E

ggerth
ella

les;E
ggerth

ella
ce

ae;S
lack

ia;S
lack

ia sp
. [1

x],
Bacte

ria
;A

cti
nobacte

ria
;C

orio
bacte

riia
;N

A;N
A;N

A;C
orio

bacte
riia

 bacte
riu

m [1
x])

[4x] 
OUO92340.1;W

P_191383400.1;W
P_191442277.1;C

VH76123.1 (B
acte

ria
;A

cti
nobacte

ria
;C

orio
bacte

riia
;E

ggerth
ella

les;E
ggerth

ella
ce

ae;G
ord

onibacte
r;G

ord
onibacte

r s
p. A

n232A [3
x],

Bacte
ria

;A
cti

nobacte
ria

;C
orio

bacte
riia

;C
orio

bacte
ria

les;C
orio

bacte
ria

ce
ae;N

A;C
orio

bacte
ria

ce
ae bacte

riu
m C

HKCI002 [1
x])

[30x] 
W

P_138374743.1;W
P_13811

3153.1;W
P_11

7876645.1;C
DA35316.1;W

P_087409970.1;W
P_1611

1511
6.1;W

P_195544463.1;W
P_195239381.1;W

P_196025785.1;W
P_1611

45274.1;W
P_195232418.1;W

P_195520833.1;W
P_196032510.1;W

P_195919988.1;W
P_195569043.1;W

P_195503412.1;W
P_19562511

9.1;W
P_055285229.1;W

P_055309427.1;W
P_035137551.1;W
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A

 [4x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;N

A
;R

um
inococcaceae bacterium

 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;O

scillospiraceae;N
A

;O
scillospiraceae bacterium

 N
S

J-64 [1x],B
acteria;N

A
;N

A
;N

A
;N

A
;N

A
;N

A
 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;A
naerotruncus;A

naerotruncus m
assiliensis [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;M
arasm

itruncus;M
arasm

itruncus m
assiliensis [1x])

[3x] W
P

_077532408.1;W
P

_093989313.1;S
C

H
94415.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;M
assilim

aliae;M
assilim

aliae tim
onensis [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;N
A

 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;M

assilim
aliae;M

assilim
aliae m

assiliensis [1x])

[15x] W
P

_034362767.1;W
P

_081953928.1;Q
G

T
50144.1;W

P
_115575380.1;W

P
_011116369.1;W

P
_082807921.1;W

P
_034342281.1;W

P
_104700425.1;W

P
_034364925.1;W

P
_114996713.1;W

P
_066455433.1;H

C
D

72849.1;W
P

_034355378.1;W
P

_052100248.1;W
P

_023947795.1 (B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;H

elicobacteraceae;H
elicobacter;H

elicobacter fennelliae [2x],B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;H

elicobacteraceae;H
elicobacter;N

A
 [2x],B

acteria;P
roteobacteria;E

psilonproteobacteria;C
am

pylobacterales;H
elicobacteraceae;H

elicobacter;H
elicobacter him

alayensis [1x],B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;H

elicobacteraceae;H
elicobacter;H

elicobacter sp. M
IT

 03-1614 [1x],B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;H

elicobacteraceae;H
elicobacter;H

elicobacter japonicus [1x],B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;H

elicobacteraceae;H
elicobacter;H

elicobacter jaachi [1x],B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;H

elicobacteraceae;H
elicobacter;H

elicobacter typhlonius [1x],B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;H

elicobacteraceae;H
elicobacter;H

elicobacter sp. M
IT

 03-1616 [1x],B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;H

elicobacteraceae;H
elicobacter;uncultured H

elicobacter sp. [1x],B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;H

elicobacteraceae;H
elicobacter;H

elicobacter m
arm

otae [1x],B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;H

elicobacteraceae;H
elicobacter;H

elicobacter sp. [1x],B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;H

elicobacteraceae;H
elicobacter;H

elicobacter hepaticus [1x],B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;H

elicobacteraceae;H
elicobacter;H

elicobacter sp. M
IT

 05-5293 [1x])

[3x] M
B

D
5167018.1;W

P
_112051660.1;M

B
D

5167406.1 (B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;H

elicobacteraceae;H
elicobacter;H

elicobacter sp. [2x],B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;H

elicobacteraceae;H
elicobacter;H

elicobacter sp. 15-1451 [1x])

[2x] W
P

_115519382.1;W
P

_023927447.1 (B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;H

elicobacteraceae;H
elicobacter;H

elicobacter m
acacae [1x],B

acteria;P
roteobacteria;E

psilonproteobacteria;C
am

pylobacterales;H
elicobacteraceae;H

elicobacter;H
elicobacter sp. M

IT
 01-3238 [1x])

[2x] W
P

_112060030.1;W
P

_115545596.1 (B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;H

elicobacteraceae;H
elicobacter;H

elicobacter sp. M
IT

 14-3879 [1x],B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;H

elicobacteraceae;H
elicobacter;H

elicobacter sp. 16-1353 [1x])

[2x] M
B

C
8569673.1;W

P
_191481502.1 (B

acteria;F
irm

icutes;C
lostridia;N

A
;N

A
;C

andidatus P
ararum

inococcus;C
andidatus P

ararum
inococcus gallinarum

 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;O

scillospiraceae;N
A

;O
scillospiraceae bacterium

 N
S

J-54 [1x])

[3x] C
D

A
61643.1;W

P
_083687671.1;C

D
A

79003.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 sp. C
A

G
:242 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;N
egativibacillus;N

egativibacillus m
assiliensis [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 sp. C

A
G

:169 [1x])

[2x] N
C

B
70375.1;W

P
_084502880.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;P
eptostreptococcaceae;P

roteocatella;P
roteocatella sphenisci [1x],B

acteria;F
irm

icutes;C
lostridia;N

A
;N

A
;N

A
;C

lostridia bacterium
 [1x])

[30x] W
P

_082396829.1;W
P

_016146693.1;W
P

_087065746.1;W
P

_118685112.1;N
B

I81674.1;N
B

H
79197.1;W

P
_117488766.1;W

P
_118761024.1;W

P
_186970201.1;W

P
_125115154.1;W

P
_118478456.1;W

P
_087371051.1;W

P
_031476426.1;W

P
_118647771.1;W

P
_188885774.1;G

F
O

87396.1;W
P

_161274516.1;W
P

_118285671.1;S
C

I43330.1;W
P

_118564014.1;W
P

_195386261.1;W
P

_116704608.1;W
P

_122789789.1;W
P

_119215170.1;W
P

_118668117.1;W
P

_118722395.1;W
P

_087017262.1;W
P

_087413995.1;W
P

_118730272.1;W
P

_118360810.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;A

gathobaculum
;A

gathobaculum
 butyriciproducens [3x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;B

utyricicoccus;B
utyricicoccus pullicaecorum

 [3x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;B
utyricicoccus;B

utyricicoccus faecihom
inis [2x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;B

utyricicoccus;B
utyricicoccus sp. A

M
27-36 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;B

utyricicoccus;B
utyricicoccus sp. A

M
28-25 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;B

utyricicoccus;B
utyricicoccus sp. B

IO
M

L-A
1 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;B

utyricicoccus;B
utyricicoccus sp. A

M
42-5A

C
 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;B

utyricicoccus;B
utyricicoccus sp. A

M
32-19 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;B

utyricicoccus;B
utyricicoccus sp. O

F
10-2 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;A
gathobaculum

;A
gathobaculum

 desm
olans [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;B

utyricicoccus;B
utyricicoccus porcorum

 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;Intestinibacillus;Intestinibacillus sp. M
arseille-P

6563 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;B
utyricicoccus;N

A
 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;N

A
;C

lostridiaceae bacterium
 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;B

utyricicoccus;B
utyricicoccus sp. A

F
24-19A

C
 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;N

A
;N

A
 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;A
gathobaculum

;A
gathobaculum

 sp. M
arseille-P

7918 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;B
utyricicoccus;B

utyricicoccus sp. A
F

15-40 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;Intestinibacillus;Intestinibacillus m
assiliensis [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;B

utyricicoccus;B
utyricicoccus sp. A

M
18-35 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;N
A

 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;B
utyricicoccus;B

utyricicoccus sp. A
M

05-1 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;B
utyricicoccus;B

utyricicoccus sp. O
M

04-18B
H

 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;A

gathobaculum
;A

gathobaculum
 sp. M

2 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;B
utyricicoccus;uncultured B

utyricicoccus sp. [1x])

[9x] W
P

_117732194.1;H
C

Y
35197.1;C

D
E

30642.1;H
A

I78200.1;W
P

_021680821.1;C
D

E
12479.1;H

B
D

71656.1;C
C

Z
84313.1;H

C
D

40900.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;R

um
inococcus sp. [4x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;R
um

inococcus;R
um

inococcus callidus [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;N

A
 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;R
um

inococcus;R
um

inococcus sp. C
A

G
:330 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;R
um

inococcus;R
um

inococcus sp. C
A

G
:403 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;R
um

inococcus;R
um

inococcus sp. C
A

G
:254 [1x])

[87x] M
B

E
6843124.1;S

C
I84487.1;W

P
_015557781.1;H

A
J97239.1;W

P
_037300136.1;M

B
D

5138720.1;W
P

_074716138.1;W
P

_173659626.1;M
B

D
5159917.1;W

P
_173536939.1;M

B
E

6845619.1;W
P

_173373976.1;M
B

E
6855388.1;W

P
_164154518.1;H

B
I85730.1;M

B
D

5147070.1;W
P

_164151129.1;W
P

_173368974.1;M
B

E
6826053.1;M

B
E

6850155.1;W
P

_173330834.1;W
P

_173554005.1;M
B

E
6862950.1;M

B
D

5141419.1;W
P

_173350264.1;W
P

_164148191.1;W
P

_173461359.1;W
P

_044975432.1;C
D

F
00407.1;W

P
_173307714.1;W

P
_173337057.1;W

P
_173546480.1;H

A
G

13770.1;W
P

_173665101.1;W
P

_173540416.1;W
P

_075423298.1;W
P

_024861185.1;W
P

_072299776.1;O
P

Z
22427.1;W

P
_173557171.1;M

B
E

6858119.1;W
P

_173561224.1;W
P

_074740684.1;W
P

_173328615.1;W
P

_164169982.1;W
P

_173449016.1;W
P

_173464397.1;W
P

_028517741.1;M
B

D
5143569.1;W

P
_173907564.1;O

LA
71772.1;H

B
B

71586.1;N
LT

08755.1;C
D

D
53964.1;W

P
_173459746.1;W

P
_164163353.1;W

P
_173386803.1;W

P
_173540975.1;W

P
_173332372.1;W

P
_173549615.1;W

P
_173537904.1;M

B
E

6862934.1;W
P

_019679900.1;W
P

_051630058.1;W
P

_051530413.1;H
A

M
69883.1;W

P
_173535027.1;M

B
E

6852127.1;W
P

_173324495.1;H
A

S
78670.1;M

B
E

6849511.1;W
P

_164174561.1;W
P

_173539202.1;W
P

_072947927.1;N
LK

70772.1;H
B

N
11205.1;W

P
_124100253.1;W

P
_173913990.1;M

B
E

6840973.1;W
P

_173323015.1;M
B

E
6861035.1;M

B
E

6875123.1;H
A

E
52963.1;W

P
_051536526.1;W

P
_109726010.1;M

B
E

6857351.1;H
H

X
57050.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;R
um

inococcus;R
um

inococcus flavefaciens [50x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;R

um
inococcus sp. [27x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;C
lostridiales bacterium

 [2x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;R

um
inococcus sp. H

U
N

007 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;R

um
inococcus sp. 37_24 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;R
um

inococcus;R
um

inococcus sp. M
arseille-P

6503 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;R

um
inococcus sp. C

A
G

:624 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;R

um
inococcus sp. C

A
G

:379 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;R

um
inococcus cham

panellensis [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;uncultured R

um
inococcus sp. [1x],B

acteria;F
irm

icutes;N
A

;N
A

;N
A

;N
A

;F
irm

icutes bacterium
 A

D
urb.B

inA
205 [1x])

[2x] S
C

J37168.1;C
D

E
79733.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;R
um

inococcus;uncultured R
um

inococcus sp. [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;R

um
inococcus sp. C

A
G

:353 [1x])

[46x] W
P

_117905456.1;C
D

C
64961.1;W

P
_195247323.1;W

P
_002852055.1;W

P
_117897328.1;M

B
E

6873089.1;H
C

J40268.1;W
P

_013498362.1;W
P

_118053069.1;W
P

_117938886.1;M
B

E
6836914.1;C

D
A

72245.1;N
LZ

45655.1;W
P

_138338017.1;W
P

_195249441.1;W
P

_118159062.1;H
B

B
62174.1;W

P
_117924544.1;S

C
I94054.1;W

P
_118163751.1;W

P
_195388288.1;W

P
_117927991.1;W

P
_195519687.1;M

B
E

6868156.1;W
P

_051706909.1;W
P

_051588919.1;H
B

M
93643.1;M

B
E

6838556.1;W
P

_024856457.1;H
A

E
56113.1;W

P
_074828646.1;H

B
M

25575.1;W
P

_117891545.1;W
P

_117956742.1;O
LA

45941.1;W
P

_072416847.1;W
P

_051506653.1;M
B

D
8912169.1;W

P
_117857873.1;W

P
_117863446.1;W

P
_074962334.1;W

P
_117877311.1;W

P
_118124348.1;S

C
I42419.1;W

P
_028504999.1;S

D
B

42466.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;R

um
inococcus albus [8x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;R
um

inococcus;R
um

inococcus sp. [7x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;R

um
inococcus bicirculans [7x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;R
um

inococcus;N
A

 [6x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;uncultured R

um
inococcus sp. [2x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;R
um

inococcus;R
um

inococcus sp. F
C

2018 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;N

A
;N

A
;C

lostridiales bacterium
 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;N
A

;R
um

inococcaceae bacterium
 F

B
2012 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;R
um

inococcus;R
um

inococcus sp. A
F

37-20 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;R

um
inococcus sp. N

K
3A

76 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;R

um
inococcus sp. C

A
G

:579 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;R

um
inococcus sp. A

M
43-6 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;R
um

inococcus;R
um

inococcus sp. A
M

47-2B
H

 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;R

um
inococcus sp. O

M
07-17 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;R
um

inococcus;R
um

inococcus sp. K
G

M
B

03662 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;R

um
inococcus sp. A

F
18-29 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;R
um

inococcus;R
um

inococcus sp. A
F

34-12 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;R

um
inococcus sp. A

F
25-19 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;R
um

inococcus;R
um

inococcus sp. A
M

28-13 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;R

um
inococcus;R

um
inococcus sp. A

F
21-11 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;R
um

inococcus;R
um

inococcus sp. A
M

54-1N
S

 [1x])

N
M

A
79721.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;C
lostridiales bacterium

)

[13x] P
W

M
51985.1;W

P
_129223599.1;W

P
_191349964.1;W

P
_191471157.1;W

P
_191352553.1;M

B
D

5632803.1;W
P

_191478888.1;W
P

_177259837.1;W
P

_191368162.1;M
B

E
5751377.1;P

W
L99100.1;M

B
E

5747348.1;M
B

E
7079358.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;C
lostridiales bacterium

 [4x],B
acteria;F

irm
icutes;C

lostridia;N
A

;N
A

;C
andidatus G

allim
onas;C

andidatus G
allim

onas m
erdigallinarum

 [2x],B
acteria;F

irm
icutes;C

lostridia;N
A

;N
A

;C
andidatus G

allim
onas;C

andidatus G
allim

onas intestinalis [1x],B
acteria;F

irm
icutes;C

lostridia;N
A

;N
A

;C
andidatus G

allim
onas;C

andidatus G
allim

onas m
erdae [1x],B

acteria;F
irm

icutes;C
lostridia;N

A
;N

A
;C

andidatus G
allim

onas;C
andidatus G

allim
onas caecicola [1x],B

acteria;F
irm

icutes;N
A

;N
A

;N
A

;N
A

;F
irm

icutes bacterium
 [1x],B

acteria;F
irm

icutes;C
lostridia;N

A
;N

A
;C

andidatus G
allim

onas;C
andidatus G

allim
onas faecium

 [1x],B
acteria;F

irm
icutes;C

lostridia;N
A

;N
A

;N
A

;C
lostridia bacterium

 [1x],B
acteria;F

irm
icutes;C

lostridia;C
andidatus B

orkfalkiales;C
andidatus B

orkfalkiaceae;C
andidatus B

orkfalkia;C
andidatus B

orkfalkia ceftriaxoniphila [1x])

W
P

_084764217.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 m
assiliam

azoniense)

W
P

_084748592.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 m
editerraneense)

[135x] W
P

_198610295.1;W
P

_195402497.1;E
G

T
3613823.1;H

A
T

4199078.1;H
A

T
4185992.1;A

S
Y

53043.1;W
P

_198608511.1;W
P

_126963688.1;S
U

Y
39981.1;H

A
T

4259340.1;W
P

_078233736.1;W
P

_081340041.1;W
P

_164813268.1;H
A

T
4136590.1;W

P
_111936672.1;W

P
_081092177.1;W

P
_164816636.1;E

G
T

4138297.1;W
P

_197926235.1;W
P

_110020944.1;W
P

_164811783.1;W
P

_003453602.1;H
A

T
4174063.1;H

A
T

4106630.1;H
A

T
4119580.1;S

T
B

60404.1;W
P

_115649848.1;H
A

T
4231469.1;W

P
_164802372.1;W

P
_128994160.1;W

P
_111945522.1;H

A
T

4093491.1;W
P

_164787607.1;W
P

_110014636.1;H
A

T
4364275.1;H

A
T

4308739.1;W
P

_198605828.1;W
P

_142420273.1;W
P

_110029020.1;W
P

_080549786.1;W
P

_124229105.1;E
G

T
3601325.1;C

U
N

92299.1;W
P

_118430127.1;H
A

T
4141706.1;W

P
_116485800.1;W

P
_075809868.1;W

P
_195962364.1;H

A
T

4296151.1;H
A

T
4255713.1;H

A
T

4353079.1;W
P

_198606015.1;H
A

T
4314685.1;W

P
_178391735.1;S

Q
B

60980.1;W
P

_136001322.1;H
A

T
4331114.1;H

A
T

4212057.1;W
P

_195466561.1;W
P

_110071942.1;W
P

_003481274.1;W
P

_138289454.1;S
Q

I04506.1;T
B

X
10069.1;W

P
_003472778.1;W

P
_198610560.1;S

U
Y

39887.1;W
P

_168971457.1;H
A

T
4301442.1;W

P
_195381593.1;W

P
_081024562.1;E

H
P

49844.1;W
P

_115639458.1;K
A

F
2783573.1;W

P
_011590695.1;T

B
X

13375.1;W
P

_198603823.1;W
P

_096516018.1;W
P

_131439846.1;W
P

_110027229.1;E
G

T
0000663.1;W

P
_131336092.1;H

A
T

4280328.1;H
A

T
4246350.1;H

A
T

4244008.1;W
P

_080970070.1;B
A

B
80901.1;E

G
T

3606274.1;W
P

_011592211.1;W
P

_131370658.1;H
A

T
4115762.1;W

P
_131442216.1;A

M
N

37203.1;W
P

_025647548.1;W
P

_164800053.1;W
P

_080550814.1;E
G

T
0693113.1;T

B
X

18342.1;W
P

_195934863.1;H
A

T
4104162.1;W

P
_142711525.1;W

P
_139933339.1;W

P
_198615615.1;H

A
T

4111691.1;W
P

_195390888.1;W
P

_150542393.1;W
P

_075841410.1;W
P

_143831061.1;W
P

_115613408.1;H
A

T
4283087.1;W

P
_080549718.1;E

G
S

5728693.1;H
A

T
4298480.1;W

P
_164791412.1;W

P
_198621721.1;W

P
_124046710.1;W

P
_110071319.1;W

P
_087327272.1;V

T
Q

57712.1;W
P

_075808108.1;E
G

T
0014290.1;W

P
_164803603.1;W

P
_195238827.1;S

Q
C

06890.1;W
P

_164814950.1;W
P

_081006716.1;W
P

_124042106.1;K
X

A
10602.1;E

G
T

2192352.1;W
P

_164809158.1;W
P

_142710695.1;H
A

T
4339651.1;T

B
X

11621.1;E
G

T
3616295.1;E

G
T

5619057.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 perfringens [135x])

[17x] N
LL30089.1;W

P
_111928500.1;W

P
_195428202.1;W

P
_136005185.1;W

P
_111930805.1;W

P
_097033470.1;W

P
_195624428.1;M

B
E

6053156.1;W
P

_119864887.1;W
P

_035285198.1;W
P

_195263083.1;W
P

_099346568.1;W
P

_142689983.1;W
P

_052953954.1;W
P

_142418922.1;N
LZ

33340.1;W
P

_016209104.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 tertium
 [5x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 sartagoform

e [3x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;N

A
;N

A
;C

lostridiales bacterium
 [2x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 perfringens [2x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 isatidis [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;N

A
 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 sp. D

46t1_190503_E
9 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 sp. 1001275B

_160808_H
3 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 sp. C

8 [1x])

[2x] M
B

C
8578242.1;W

P
_053985515.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;Lachnospiraceae;N
iam

eybacter;N
iam

eybacter m
assiliensis [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;Lachnospiraceae;N
A

;Lachnospiraceae
bacterium

 N
S

J-12 [1x])

[18x] W
P

_008689321.1;W
P

_117518509.1;W
P

_163104127.1;E
F

E
46118.1;R

JV
78194.1;W

P
_065531925.1;R

JV
82834.1;W

P
_008817893.1;W

P
_115715537.1;R

G
D

44026.1;W
P

_118277062.1;W
P

_044908291.1;W
P

_117455980.1;W
P

_117444756.1;W
P

_002609646.1;W
P

_132225761.1;S
C

I26005.1;R
H

O
30089.1 (B

acteria;F
irm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;N

A
;N

A
 [4x],B

acteria;F
irm

icutes;N
A

;N
A

;N
A

;N
A

;N
A

 [3x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;E
ubacterium

;N
A

 [3x],B
acteria;F

irm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;Longicatena;Longicatena caecim
uris [1x],B

acteria;F
irm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;A

m
edibacterium

;A
m

edibacterium
 intestinale [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;uncultured C

lostridium
 sp. [1x],B

acteria;F
irm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;A

bsiella;N
A

 [1x],B
acteria;F

irm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;A
bsiella;A

bsiella sp. A
M

29-15 [1x],B
acteria;F

irm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;N
A

;E
rysipelotrichaceae bacterium

 A
M

17-60 [1x],B
acteria;F

irm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;N
A

;E
rysipelotrichaceae bacterium

 5_2_54FA
A

 [1x],B
acteria;F

irm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;E
rysipelatoclostridium

;[C
lostridium

] innocuum
 [1x])

M
X

Q
74489.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;N

A
;C

lostridiaceae bacterium
 D

O
N

G
20-135)

[3x] W
P

_134171244.1;N
B

K
97025.1;O

C
N

04216.1 (B
acteria;F

irm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;N
A

;E
rysipelotrichaceae bacterium

 M
T

C
7 [1x],B

acteria;F
irm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;B

reznakia;B
reznakia blatticola [1x],B

acteria;F
irm

icutes;E
rysipelotrichia;N

A
;N

A
;N

A
;E

rysipelotrichia bacterium
 [1x])

[3x] W
P

_022936670.1;W
P

_118453905.1;P
W

M
57296.1 (B

acteria;F
irm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;D

ielm
a;D

ielm
a fastidiosa [3x])

[9x] S
C

J53643.1;W
P

_186487552.1;W
P

_191469483.1;W
P

_185916167.1;W
P

_191513472.1;W
P

_021658365.1;W
P

_191406516.1;W
P

_059005290.1;W
P

_105203726.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;B

ittarella;B
ittarella m

assiliensis [2x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;N

eobittarella;N
eobittarella m

assiliensis [2x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;A

naerotruncus;uncultured A
naerotruncus sp. [1x],B

acteria;F
irm

icutes;C
lostridia;N

A
;N

A
;C

andidatus P
seudorum

inococcus;C
andidatus P

seudorum
inococcus m

erdavium
 [1x],B

acteria;F
irm

icutes;C
lostridia;N

A
;N

A
;C

andidatus H
eterorum

inococcus;C
andidatus H

eterorum
inococcus faecigallinarum

 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;N

A
;N

A
;N

A
 [1x],B

acteria;F
irm

icutes;C
lostridia;N

A
;N

A
;C

andidatus M
etarum

inococcus;C
andidatus M

etarum
inococcus caecorum

 [1x])

[44x] E
E

C
90446.1;W

P
_195376436.1;M

B
D

9052132.1;W
P

_173446598.1;R
G

S
46693.1;W

P
_035402312.1;W

P
_195232749.1;W

P
_167698658.1;W

P
_117926702.1;W

P
_195221993.1;R

H
S

99398.1;W
P

_117445263.1;W
P

_147587368.1;W
P

_195294066.1;R
G

U
72947.1;W

P
_118114304.1;H

B
J06089.1;W

P
_186998833.1;W

P
_181979286.1;W

P
_168965720.1;W

P
_087159120.1;W

P
_195190908.1;W

P
_117993455.1;W

P
_183375719.1;W

P
_173648193.1;W

P
_128520121.1;W

P
_087319185.1;R

G
W

76239.1;M
B

D
9043691.1;C

D
D

51212.1;W
P

_182373987.1;R
H

B
07944.1;M

S
S

55637.1;W
P

_181990211.1;C
B

K
88470.1;W

P
_181989311.1;W

P
_117572082.1;W

P
_022789967.1;C

D
A

35035.1;W
P

_183327055.1;M
S

S
01156.1;W

P
_195836633.1;H

C
R

69010.1;M
B

E
6119941.1 (B

acteria;F
irm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;H

oldem
anella;H

oldem
anella biform

is [14x],B
acteria;F

irm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;F
aecalitalea;F

aecalitalea cylindroides [7x],B
acteria;F

irm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;F
aecalicoccus;F

aecalicoccus pleom
orphus [5x],B

acteria;F
irm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;N

A
;E

rysipelotrichaceae bacterium
 [3x],B

acteria;F
irm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;E

rysipelothrix;E
rysipelothrix rhusiopathiae [2x],B

acteria;F
irm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;N

A
;E

rysipelotrichaceae bacterium
 LK

V
-178-W

T-2G
 [1x],B

acteria;F
irm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;A

bsicoccus;A
bsicoccus porci [1x],B

acteria;F
irm

icutes;N
A

;N
A

;N
A

;N
A

;F
irm

icutes bacterium
 C

A
G

:308 [1x],B
acteria;F

irm
icutes;N

A
;N

A
;N

A
;N

A
;F

irm
icutes bacterium

 A
M

41-11 [1x],B
acteria;F

irm
icutes;N

A
;N

A
;N

A
;N

A
;F

irm
icutes bacterium

 C
A

G
:536 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;E
ubacteriaceae;E

ubacterium
;E

ubacterium
 sp. T

M
06-47 [1x],B

acteria;F
irm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;H

oldem
anella;H

oldem
anella sp. L34 [1x],B

acteria;F
irm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;C

atenisphaera;C
atenisphaera adipataccum

ulans [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;E
ubacterium

;E
ubacterium

 sp. T
M

05-53 [1x],B
acteria;F

irm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;S
olobacterium

;S
olobacterium

 sp. [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;E
ubacterium

;E
ubacterium

 sp. A
M

28-29 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;E
ubacterium

;E
ubacterium

 sp. A
F

22-8LB
 [1x],B

acteria;F
irm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;F

aecalicoccus;F
aecalicoccus acidiform

ans [1x])

W
P

_075876932.1 (B
acteria;F

irm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;M
erdibacter;M

erdibacter m
assiliensis)

C
V

H
77282.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;C
lostridiales bacterium

 C
H

K
C

I006)

[2x] W
P

_132085014.1;W
P

_079699181.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;N

A
;N

A
;N

A
 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;H
arryflintia;H

arryflintia acetispora [1x])

[3x] M
B

C
8528175.1;S

C
J50281.1;W

P
_138295300.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;uncultured C

lostridium
 sp. [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
hristensenellaceae;N

A
;C

hristensenellaceae bacterium
 N

S
J-44 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;N

A
 [1x])

M
B

E
7030982.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;N
A

;R
um

inococcaceae bacterium
)

[3x] R
K

V
99705.1;E

E
V

16481.1;W
P

_050346341.1 (B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;C

am
pylobacteraceae;C

am
pylobacter;C

am
pylobacter gracilis [2x],B

acteria;P
roteobacteria;E

psilonproteobacteria;C
am

pylobacterales;C
am

pylobacteraceae;C
am

pylobacter;C
am

pylobacter sp. [1x])

[2x] N
LK

67458.1;N
LY

04300.1 (B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;C

am
pylobacteraceae;N

A
;C

am
pylobacteraceae bacterium

 [1x],B
acteria;P

roteobacteria;E
psilonproteobacteria;C

am
pylobacterales;C

am
pylobacteraceae;C

am
pylobacter;C

am
pylobacter sp. [1x])

[126x] W
P

_100026598.1;E
F

G
34380.2;A

LF
25597.1;W

P
_080667944.1;W

P
_124795363.1;W

P
_005974361.1;W

P
_099991919.1;W

P
_158410233.1;M

B
F

1192000.1;A
LQ

36604.1;E
G

N
65303.1;W

P
_080679995.1;W

P
_098979407.1;A

LF
21864.1;A

Y
V

94942.1;W
P

_150150807.1;A
LM

95372.1;W
P

_005902847.1;O
F

O
28382.1;O

F
Q

57695.1;W
P

_099990516.1;M
B

F
1206099.1;W

P
_008820393.1;E

E
O

39922.2;W
P

_008691555.1;E
E

O
42393.1;W

P
_187106571.1;A

LF
19539.1;K

ID
49928.1;E

R
T

45481.1;W
P

_010680580.1;W
P

_151201017.1;M
B

F
1201042.1;E

E
U

32512.2;E
Y

D
68838.1;W

P
_151198158.1;W

P
_187073841.1;W

P
_187099701.1;M

B
F

1214978.1;W
P

_094242451.1;A
LQ

41169.1;M
B

F
1203244.1;W

P
_008800617.1;W

P
_084034968.1;K

D
E

66515.1;W
P

_017139867.1;R
X

Z
27362.1;W

P
_005896499.1;W

P
_005917117.1;W

P
_187107156.1;K

Y
M

40992.1;W
P

_162832787.1;W
P

_009751750.1;W
P

_005914010.1;W
P

_099996341.1;O
F

L32189.1;W
P

_158392045.1;E
Q

M
97306.1;A

S
S

39785.1;W
P

_088764705.1;K
U

L98916.1;W
P

_147386003.1;W
P

_198480047.1;M
B

F
1195244.1;W

P
_098981182.1;W

P
_074518044.1;W

P
_029597649.1;W

P
_125199985.1;W

P
_098973787.1;W

P
_083504052.1;W

P
_005898976.1;W

P
_099959197.1;W

P
_098702375.1;E

IJ72573.1;W
P

_100209071.1;W
P

_099987831.1;W
P

_187104173.1;W
P

_008793577.1;W
P

_187073679.1;A
LF

18224.1;W
P

_088336912.1;W
P

_100024201.1;K
D

E
67034.1;W

P
_098998994.1;R

X
Z

70396.1;W
P

_147385835.1;A
G

M
23866.1;W

P
_029492150.1;W

P
_017144905.1;W

P
_187065206.1;W

P
_172587156.1;W

P
_081037903.1;A

V
Q

21117.1;W
P

_008799521.1;M
B

F
1196891.1;A

LF
24530.1;M

B
F

1204691.1;W
P

_151197998.1;W
P

_098995003.1;W
P

_011016931.1;W
P

_081317986.1;W
P

_147384442.1;W
P

_119209561.1;W
P

_099989117.1;W
P

_099972090.1;E
JU

17930.1;W
P

_008797163.1;W
P

_187073832.1;W
P

_029492981.1;W
P

_023036972.1;W
P

_084026856.1;W
P

_099747053.1;W
P

_035916507.1;W
P

_020789090.1;W
P

_187107136.1;M
B

F
1207958.1;W

P
_100027831.1;W

P
_083316120.1;K

Y
M

57826.1;C
D

A
07591.1;W

P
_185166971.1;E

A
A

23402.1;W
P

_187073734.1;W
P

_023041444.1;K
X

A
23948.1;W

P
_088388203.1 (B

acteria;F
usobacteria;F

usobacteriia;F
usobacteriales;F

usobacteriaceae;F
usobacterium

;F
usobacterium

 nucleatum
 [51x],B

acteria;F
usobacteria;F

usobacteriia;F
usobacteriales;F

usobacteriaceae;F
usobacterium

;F
usobacterium

 necrophorum
 [27x],B

acteria;F
usobacteria;F

usobacteriia;F
usobacteriales;F

usobacteriaceae;F
usobacterium

;F
usobacterium

 periodonticum
 [12x],B

acteria;F
usobacteria;F

usobacteriia;F
usobacteriales;F

usobacteriaceae;F
usobacterium

;F
usobacterium

 pseudoperiodonticum
 [9x],B

acteria;F
usobacteria;F

usobacteriia;F
usobacteriales;F

usobacteriaceae;F
usobacterium

;F
usobacterium

 hw
asookii [6x],B

acteria;F
usobacteria;F

usobacteriia;F
usobacteriales;F

usobacteriaceae;F
usobacterium

;N
A

 [4x],B
acteria;F

usobacteria;F
usobacteriia;F

usobacteriales;F
usobacteriaceae;F

usobacterium
;F

usobacterium
 sp. H

M
S

C
064B

12 [2x],B
acteria;F

usobacteria;F
usobacteriia;F

usobacteriales;F
usobacteriaceae;F

usobacterium
;F

usobacterium
 sp. H

M
S

C
065F

01 [2x],B
acteria;F

usobacteria;F
usobacteriia;F

usobacteriales;F
usobacteriaceae;F

usobacterium
;F

usobacterium
 canifelinum

 [2x],B
acteria;F

usobacteria;F
usobacteriia;F

usobacteriales;F
usobacteriaceae;F

usobacterium
;F

usobacterium
 gonidiaform

ans [2x],B
acteria;F

usobacteria;F
usobacteriia;F

usobacteriales;F
usobacteriaceae;F

usobacterium
;F

usobacterium
 sp. H

M
S

C
064B

11
[2x],B

acteria;F
usobacteria;F

usobacteriia;F
usobacteriales;F

usobacteriaceae;F
usobacterium

;F
usobacterium

 sp. oral taxon 203 [2x],B
acteria;F

usobacteria;F
usobacteriia;F

usobacteriales;F
usobacteriaceae;F

usobacterium
;F

usobacterium
 sp. C

A
G

:649 [1x],B
acteria;F

usobacteria;F
usobacteriia;F

usobacteriales;F
usobacteriaceae;F

usobacterium
;F

usobacterium
 sp. oral taxon 370 [1x],B

acteria;F
usobacteria;F

usobacteriia;F
usobacteriales;F

usobacteriaceae;F
usobacterium

;F
usobacterium

 equinum
 [1x],B

acteria;F
usobacteria;F

usobacteriia;F
usobacteriales;F

usobacteriaceae;F
usobacterium

;F
usobacterium

 sp. O
B

R
C

1 [1x],B
acteria;F

usobacteria;F
usobacteriia;F

usobacteriales;F
usobacteriaceae;F

usobacterium
;F

usobacterium
 sp. C

M
22 [1x])

M
B

E
6903345.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;N
A

;R
um

inococcaceae bacterium
)

N
LL35036.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;C
lostridiales bacterium

)

N
LM

62532.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;N

A
;N

A
;C

lostridiales bacterium
)

[2x] W
P

_095544709.1;W
P

_038470324.1 (B
acteria;Tenericutes;N

A
;N

A
;N

A
;C

andidatus Izim
aplasm

a;C
andidatus Izim

aplasm
a sp. Z

iA
1 [1x],B

acteria;Tenericutes;N
A

;N
A

;N
A

;C
andidatus Izim

aplasm
a;C

andidatus Izim
aplasm

a sp. H
R

1 [1x])

K
F

Z
27657.1 (B

acteria;Tenericutes;N
A

;N
A

;N
A

;C
andidatus Izim

aplasm
a;C

andidatus Izim
aplasm

a
sp. H

R
2)

T
V

P
94233.1 (B

acteria;Tenericutes;M
ollicutes;A

choleplasm
atales;N

A
;N

A
;A

choleplasm
atales bacterium

)

W
P

_195161134.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 sp. 'deep sea')

W
P

_129488504.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiales F
am

ily X
II. Incertae S

edis;F
usibacter;F

usibacter sp. A
1)

[2x] W
P

_041310006.1;A
C

Z
09542.1 (B

acteria;F
usobacteria;F

usobacteriia;F
usobacteriales;Leptotrichiaceae;S

ebaldella;S
ebaldella term

itidis [2x])

[3x] W
P

_025435161.1;A
H

M
56134.1;M

Z
Q

75488.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;P

eptostreptococcaceae;P
eptoclostridium

;P
eptoclostridium

 acidam
inophilum

 [2x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;P

eptostreptococcaceae;P
eptoclostridium

;P
eptoclostridium

 sp. [1x])

N
C

C
81232.1 (B

acteria;F
irm

icutes;C
lostridia;N

A
;N

A
;N

A
;C

lostridia bacterium
)

W
P

_163468859.1 (B
acteria;F

usobacteria;F
usobacteriia;F

usobacteriales;F
usobacteriaceae;F

usobacterium
;F

usobacterium
 sp. IO

R
10)

[18x] W
P

_187422936.1;W
P

_101473462.1;W
P

_005884038.1;W
P

_005981773.1;W
P

_170186801.1;W
P

_096403552.1;W
P

_154499307.1;W
P

_008695865.1;W
P

_027129356.1;W
P

_118005418.1;W
P

_117709244.1;W
P

_070579000.1;H
B

J79171.1;W
P

_130889735.1;W
P

_005951039.1;W
P

_115270676.1;W
P

_118186918.1;W
P

_118234491.1 (B
acteria;F

usobacteria;F
usobacteriia;F

usobacteriales;F
usobacteriaceae;F

usobacterium
;F

usobacterium
 ulcerans [4x],B

acteria;F
usobacteria;F

usobacteriia;F
usobacteriales;F

usobacteriaceae;F
usobacterium

;F
usobacterium

 varium
 [3x],B

acteria;F
usobacteria;F

usobacteriia;F
usobacteriales;F

usobacteriaceae;F
usobacterium

;F
usobacterium

 m
ortiferum

 [3x],B
acteria;F

usobacteria;F
usobacteriia;F

usobacteriales;F
usobacteriaceae;F

usobacterium
;F

usobacterium
 sp. [2x],B

acteria;F
usobacteria;F

usobacteriia;F
usobacteriales;F

usobacteriaceae;F
usobacterium

;F
usobacterium

 necrogenes [1x],B
acteria;F

usobacteria;F
usobacteriia;F

usobacteriales;F
usobacteriaceae;F

usobacterium
;F

usobacterium
 sp. F

S
A

-380-W
T-3A

 [1x],B
acteria;F

usobacteria;F
usobacteriia;F

usobacteriales;F
usobacteriaceae;F

usobacterium
;F

usobacterium
 perfoetens [1x],B

acteria;F
usobacteria;F

usobacteriia;F
usobacteriales;F

usobacteriaceae;F
usobacterium

;F
usobacterium

 sp. F
S

A
-380-W

T-2B
 [1x],B

acteria;F
usobacteria;F

usobacteriia;F
usobacteriales;F

usobacteriaceae;F
usobacterium

;F
usobacterium

 sp. N
S

J-57 [1x],B
acteria;F

usobacteria;F
usobacteriia;F

usobacteriales;F
usobacteriaceae;F

usobacterium
;N

A
 [1x])

[3x] W
P

_057977771.1;W
P

_008908535.1;W
P

_103895696.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
aloram

ator;C
aloram

ator fervidus [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
aloram

ator;C
aloram

ator m
itchellensis [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

aloram
ator;C

aloram
ator australicus [1x])

N
LF

80269.1 (B
acteria;F

irm
icutes;C

lostridia;N
A

;N
A

;N
A

;C
lostridia bacterium

)

[2x] N
LA

87502.1;N
LT

13896.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;N

A
;N

A
;C

lostridiales bacterium
 [2x])

[6x] M
B

E
6905895.1;W

P
_077611343.1;H

A
Z

20662.1;H
B

T
63497.1;H

B
E

13240.1;W
P

_101909772.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;R

um
inococcaceae;N

A
;R

um
inococcaceae bacterium

 [2x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;N

A
;N

A
;C

lostridiales bacterium
 [2x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 sp. M

arseille-P
2415 [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;R
um

inococcaceae;M
arasm

itruncus;M
arasm

itruncus m
assiliensis [1x])

[2x] H
H

V
50445.1;N

LM
80473.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;C
lostridiales bacterium

 [2x])

O
Q

B
24287.1 (B

acteria;F
irm

icutes;N
A

;N
A

;N
A

;N
A

;F
irm

icutes bacterium
 A

D
urb.B

in182)

[2x] H
B

R
02818.1;N

LO
93122.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;H
ungateiclostridiaceae;R

um
iniclostridium

;R
um

iniclostridium
 sp. [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;N

A
;C

lostridiaceae bacterium
 [1x])

[4x] N
LU

51381.1;N
LM

76073.1;N
LM

72477.1;N
M

A
65177.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;N

A
;C

lostridiaceae bacterium
 [4x])

[14x] N
LO

96466.1;N
LL52976.1;W

P
_068883239.1;W

P
_015045340.1;W

P
_019226821.1;A

F
V

02861.1;N
LM

22438.1;N
B

J15130.1;N
LI92690.1;W

P
_119774991.1;N

LP
44584.1;H

H
V

65617.1;W
P

_025205214.1;K
U

O
61345.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;P
eptococcaceae;N

A
;P

eptococcaceae bacterium
[6x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;P
eptococcaceae;D

ehalobacter;N
A

 [2x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;P

eptococcaceae;D
ehalobacter;D

ehalobacter restrictus [2x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;P

eptococcaceae;D
ehalobacter;D

ehalobacter sp. TeC
B

1 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;P

eptococcaceae;D
ehalobacter;D

ehalobacter sp. 4C
P

 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;G

racilibacteraceae;G
racilibacter;G

racilibacter sp. B
R

H
_c7a [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;P
eptococcaceae;D

ehalobacter;D
ehalobacter sp. D

C
A

 [1x])

W
P

_013623676.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;P

eptococcaceae;S
yntrophobotulus;S

yntrophobotulus glycolicus)

[2x] W
P

_080806480.1;S
LM

29487.1 (B
acteria;P

roteobacteria;D
eltaproteobacteria;D

esulfobacterales;D
esulfobacteraceae;D

esulfam
plus;D

esulfam
plus m

agnetovallim
ortis [2x])

[3x] M
B

D
5647128.1;W

P
_165076111.1;M

B
D

5416125.1 (B
acteria;P

roteobacteria;D
eltaproteobacteria;D

esulfovibrionales;D
esulfovibrionaceae;D

esulfovibrio;D
esulfovibrio sp. [2x],B

acteria;P
roteobacteria;D

eltaproteobacteria;D
esulfovibrionales;D

esulfovibrionaceae;D
esulfovibrio;N

A
 [1x])

[4x] W
P

_154509660.1;W
P

_008681855.1;W
P

_104935690.1;W
P

_062253233.1 (B
acteria;P

roteobacteria;D
eltaproteobacteria;D

esulfovibrionales;D
esulfovibrionaceae;D

esulfovibrio;D
esulfovibrio sp. P

G
-178-W

T-4 [1x],B
acteria;P

roteobacteria;D
eltaproteobacteria;D

esulfovibrionales;D
esulfovibrionaceae;D

esulfovibrio;N
A

 [1x],B
acteria;P

roteobacteria;D
eltaproteobacteria;D

esulfovibrionales;D
esulfovibrionaceae;D

esulfovibrio;D
esulfovibrio fairfieldensis [1x],B

acteria;P
roteobacteria;D

eltaproteobacteria;D
esulfobacterales;D

esulfobulbaceae;D
esulfobulbus;D

esulfobulbus oralis [1x])

N
LC

24029.1 (B
acteria;P

roteobacteria;B
etaproteobacteria;B

urkholderiales;O
xalobacteraceae;O

xalobacter;O
xalobacter sp.)

G
F

H
62494.1 (B

acteria;P
roteobacteria;D

eltaproteobacteria;D
esulfovibrionales;D

esulfovibrionaceae;D
esulfovibrio;C

andidatus D
esulfovibrio kirbyi)

S
B

W
10309.1 (B

acteria;P
roteobacteria;D

eltaproteobacteria;N
A

;N
A

;N
A

;uncultured delta proteobacterium
)

C
C

Z
21479.1 (B

acteria;P
roteobacteria;A

lphaproteobacteria;R
hodospirillales;A

cetobacteraceae;A
cetobacter;A

cetobacter sp. C
A

G
:977)

M
B

D
5608349.1 (B

acteria;P
roteobacteria;D

eltaproteobacteria;D
esulfovibrionales;D

esulfovibrionaceae;D
esulfovibrio;D

esulfovibrio sp.)

W
P

_077072583.1 (B
acteria;P

roteobacteria;D
eltaproteobacteria;D

esulfovibrionales;D
esulfovibrionaceae;M

ailhella;M
ailhella m

assiliensis)

P
W

L60068.1 (B
acteria;P

roteobacteria;D
eltaproteobacteria;D

esulfovibrionales;D
esulfovibrionaceae;N

A
;D

esulfovibrionaceae bacterium
)

[19x] W
P

_165646998.1;E
F

W
00668.1;W

P
_165650341.1;W

P
_016474617.1;W
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LP
30175.1;P

K
M

85807.1;N
LY

71099.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;N

A
;N

A
;C

lostridiales bacterium
 [3x],B

acteria;F
irm

icutes;N
A

;N
A

;N
A

;N
A

;F
irm

icutes bacterium
 H

G
W

-F
irm

icutes-11 [1x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;C

lostridiales F
am

ily X
III. Incertae S

edis;N
A

;C
lostridiales F

am
ily X

III bacterium
 [1x])

[2x] M
B

E
5040592.1;W

P
_191390512.1 (B

acteria;F
irm

icutes;C
lostridia;N

A
;N

A
;C

andidatus A
langreenw

oodia;C
andidatus A

langreenw
oodia gallinarii [1x],B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;O
scillospiraceae;N

A
;O

scillospiraceae bacterium
 D

S
M

 107454 [1x])

M
B

E
6525062.1 (A

rchaea;E
uryarchaeota;T

herm
oplasm

ata;N
A

;N
A

;N
A

;T
herm

oplasm
ata archaeon)

M
B

E
6021519.1 (B

acteria;F
irm

icutes;C
lostridia;C

lostridiales;N
A

;N
A

;C
lostridiales bacterium

)

[5x] A
C

L19756.1;W
P

_041272062.1;H
H

Y
60626.1;N

LO
97334.1;H

H
Y

59277.1 (B
acteria;F

irm
icutes;C

lostridia;N
A

;N
A

;N
A

;C
lostridia bacterium

 [2x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;P

eptococcaceae;D
esulfitobacterium

;D
esulfitobacterium

 hafniense [2x],B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;P

eptococcaceae;N
A

;P
eptococcaceae bacterium

 [1x])

N
LK

72752.1 (B
acteria;F

irm
icutes;C

lostridia;C
lostridiales;N

A
;N

A
;C

lostridiales bacterium
)

[9x] W
P

_136137284.1;W
P

_167799033.1;W
P

_167806900.1;W
P

_126794134.1;W
P

_086952057.1;O
T

P
34288.1;W

P
_114289344.1;W

P
_166033291.1;W

P
_125983136.1 (B

acteria;F
irm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;Vagococcus;Vagococcus fluvialis [3x],B
acteria;F

irm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;Vagococcus;Vagococcus sp. S

S
1995 [1x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;Vagococcus;Vagococcus carniphilus [1x],B
acteria;F

irm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;Vagococcus;N

A
 [1x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;Vagococcus;Vagococcus sp. H
D

W
17B

 [1x],B
acteria;F

irm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus sp. 6C

8_D
IV

0013 [1x],B
acteria;F

irm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;Vagococcus;Vagococcus silagei [1x])

W
P

_138421142.1 (no taxonom
y m

apping)

[339x] W
P

_002294376.1;W
P

_086616166.1;W
P

_019321455.1;K
A

A
8703564.1;W

P
_086582925.1;W

P
_153496387.1;W

P
_002300415.1;W

P
_165379838.1;P

PA
66061.1;W

P
_014678190.1;W

P
_019805040.1;W

P
_195212884.1;W

P
_002265662.1;W

P
_019805338.1;W

P
_019313089.1;W

P
_002265270.1;W

P
_114693485.1;W

P
_168746387.1;W

P
_019319907.1;W

P
_070788018.1;Q

E
A

61561.1;W
P

_181022899.1;W
P

_097024743.1;W
P

_023164712.1;W
P

_021038020.1;W
P

_065868315.1;G
A

X
47439.1;W

P
_019313851.1;O

S
P

86625.1;W
P

_002273642.1;W
P

_195936238.1;W
P

_002268679.1;W
P

_101961364.1;W
P

_042218403.1;K
S

T
84235.1;W

P
_103055194.1;W

P
_180350384.1;P

F
G

75726.1;W
P

_024782964.1;C
D

I48007.1;A
IS

04770.1;W
P

_003137132.1;W
P

_081214601.1;W
P

_002312934.1;W
P

_042230805.1;W
P

_164683728.1;W
P

_019318720.1;W
P

_058211222.1;W
P

_185852445.1;W
P

_143457631.1;E
K

F
50479.1;W

P
_115270988.1;W

P
_070791074.1;W

P
_168743544.1;W

P
_024784473.1;W

P
_011836137.1;W

P
_151416190.1;R

H
J25845.1;W

P
_024782066.1;W

P
_191673046.1;K

LK
95302.1;W

P
_080619336.1;W

P
_002307686.1;W

P
_012997910.1;W

P
_015082978.1;W

P
_014834858.1;W

P
_002308799.1;W

P
_002278537.1;W

P
_156647496.1;W

P
_081041366.1;W

P
_021214613.1;W

P
_019317239.1;W

P
_165842633.1;W

P
_179884699.1;PA

K
66539.1;W

P
_081166549.1;W

P
_002276593.1;E

Q
C

94425.1;W
P

_019803701.1;P
Q

E
81517.1;W

P
_058204293.1;K

S
T

90700.1;W
P

_002296137.1;W
P

_011677279.1;S
P

S
12772.1;W

P
_172507104.1;W

P
_052230942.1;W

P
_075526015.1;W

P
_081213778.1;W

P
_002285382.1;N

LS
48268.1;W

P
_120772736.1;W

P
_081213908.1;N

LH
35775.1;W

P
_002288626.1;P

F
G

87612.1;W
P

_109991347.1;W
P

_002351662.1;W
P

_195914881.1;W
P

_168750715.1;W
P

_002275971.1;W
P

_002273150.1;W
P

_002267787.1;W
P

_003132031.1;W
P

_002283488.1;W
P

_101944604.1;O
A

Z
16388.1;W

P
_058218142.1;W

P
_081040730.1;E

O
K

08222.1;N
E

X
52446.1;W

P
_002262076.1;W

P
_081043285.1;Q

F
G

44149.1;W
P

_197909312.1;R
X

S
50616.1;W

P
_162838748.1;W

P
_167593651.1;W

P
_002296987.1;W

P
_088742112.1;W

P
_021164814.1;W

P
_167373233.1;W

P
_012898713.1;O

E
U

38761.1;W
P

_195928136.1;W
P

_043991234.1;W
P

_165711497.1;W
P

_058225687.1;W
P

_168751476.1;W
P

_082231686.1;W
P

_196244817.1;W
P

_002283160.1;W
P

_019292400.1;W
P

_168751946.1;W
P

_078806542.1;W
P

_080683465.1;W
P

_153925127.1;B
A

Q
24932.1;W

P
_024786239.1;W

P
_002280040.1;S

U
N

72638.1;W
P

_040087566.1;W
P

_163646434.1;A
A

K
06336.1;W

P
_023349153.1;W

P
_019323087.1;W

P
_141425392.1;W

P
_081200192.1;W

P
_195362977.1;W

P
_081041894.1;W

P
_174231379.1;W

P
_014573432.1;W

P
_130124106.1;W

P
_138491801.1;W

P
_002286156.1;H

A
I26768.1;W

P
_075070648.1;W

P
_168753007.1;W

P
_002282843.1;W

P
_057720780.1;W

P
_058213328.1;W

P
_019317824.1;W

P
_019323508.1;W

P
_002305413.1;W

P
_081037487.1;W

P
_004256322.1;W

P
_195917201.1;W

P
_032941852.1;W

P
_172354850.1;O

V
F

00501.1;W
P

_002304309.1;W
P

_165714752.1;W
P

_002270622.1;W
P

_081040745.1;N
E

X
58457.1;A

JA
58077.1;W

P
_063331056.1;W

P
_046401006.1;W

P
_019293831.1;W

P
_117517323.1;W

P
_024785862.1;W

P
_002298654.1;W

P
_019316213.1;B

A
L52202.1;W

P
_061412886.1;W

P
_017369157.1;W

P
_151416606.1;W

P
_002302297.1;W

P
_162838864.1;W

P
_019318090.1;W

P
_002280828.1;W

P
_081042789.1;W

P
_163687859.1;W

P
_024784686.1;W

P
_043994861.1;G

F
O

80220.1;W
P

_081043251.1;W
P

_168777323.1;W
P

_021723203.1;W
P

_180259918.1;W
P

_185961060.1;W
P

_109834493.1;W
P

_047915460.1;N
E

X
49857.1;W

P
_002955218.1;W

P
_019315676.1;W

P
_171052485.1;W

P
_019322039.1;O

A
J97712.1;W

P
_165719796.1;W

P
_165713841.1;W

P
_168784962.1;W

P
_002271114.1;W

P
_109245607.1;W

P
_024785289.1;W

P
_081106861.1;E

Q
C

82824.1;W
P

_198493836.1;W
P

_019316754.1;W
P

_068162388.1;Q
B

C
37423.1;O

JH
46303.1;W

P
_002277956.1;W

P
_096814647.1;W

P
_192072081.1;W

P
_171031471.1;W

P
_019803908.1;W

P
_185280427.1;W

P
_081042671.1;P

F
G

84428.1;K
S

U
22640.1;W

P
_168745533.1;W

P
_002282144.1;W

P
_189241375.1;W

P
_163656686.1;W

P
_080941979.1;W

P
_167840393.1;W

P
_195229293.1;W

P
_002351922.1;W

P
_167842533.1;W

P
_081041223.1;W

P
_198494459.1;W

P
_019804662.1;W

P
_019802931.1;W

P
_179884455.1;W

P
_088723957.1;W

P
_147779860.1;W

P
_164976591.1;W

P
_153241259.1;W

P
_032947839.1;W

P
_002275388.1;H

A
P

5804490.1;W
P

_002278851.1;P
F

G
79901.1;W

P
_081214088.1;W

P
_096040332.1;W

P
_019315092.1;W

P
_002269711.1;W

P
_050580594.1;W

P
_050558568.1;W

P
_019319616.1;W

P
_081041258.1;W

P
_168749135.1;W

P
_024786543.1;W

P
_172210914.1;W

P
_014024994.1;W

P
_014570982.1;W

P
_096368110.1;W

P
_168741803.1;W

P
_134047495.1;W

P
_052053879.1;W

P
_179884657.1;W

P
_138405917.1;W

P
_081043356.1;W

P
_031365469.1;W

P
_188348035.1;W

P
_050749811.1;W

P
_002352208.1;W

P
_165706062.1;W

P
_002272524.1;W

P
_195426331.1;W

P
_019299424.1;W

P
_019804384.1;W

P
_167841656.1;W

P
_050580900.1;W

P
_019314560.1;T

K
D

79890.1;P
C

S
10660.1;W

P
_050573493.1;W

P
_168749929.1;P

C
S

17200.1;W
P

_183539354.1;W
P

_173817187.1;AY
O

48207.1;W
P

_081042525.1;W
P

_002287296.1;W
P

_168750106.1;W
P

_074750172.1;W
P

_019322879.1;W
P

_170959127.1;W
P

_019321906.1;W
P

_019317623.1;W
P

_168750335.1;W
P

_002267013.1;W
P

_017865253.1;W
P

_002280989.1;W
P

_061774833.1;P
C

S
03331.1;K

S
T

76274.1;W
P

_179107978.1;W
P

_019803179.1;W
P

_082999684.1;W
P

_182407505.1;W
P

_081041440.1;W
P

_002271796.1;W
P

_024784194.1;W
P

_096818287.1;W
P

_179884521.1;W
P

_079506012.1;W
P

_002284857.1;W
P

_167839218.1;W
P

_176490720.1;K
G

F
77515.1;W

P
_019320206.1;W

P
_050484038.1;W

P
_080715439.1;W

P
_180747195.1;R

K
V

92468.1;W
P

_019335493.1;W
P

_186758720.1;W
P

_019319060.1;T
R

W
72638.1;W

P
_019322485.1;W

P
_172207608.1;W

P
_168746079.1;W

P
_081196907.1;W

P
_050573396.1;W

P
_019313518.1;W

P
_168739220.1 (B

acteria;F
irm

icutes;B
acilli;Lactobacillales;S

treptococcaceae;Lactococcus;Lactococcus lactis [142x],B
acteria;F

irm
icutes;B

acilli;Lactobacillales;S
treptococcaceae;S

treptococcus;S
treptococcus m

utans [120x],B
acteria;F

irm
icutes;B

acilli;Lactobacillales;S
treptococcaceae;Lactococcus;Lactococcus garvieae [21x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;S

treptococcaceae;Lactococcus;Lactococcus raffinolactis [9x],B
acteria;F

irm
icutes;B

acilli;Lactobacillales;S
treptococcaceae;Lactococcus;N

A
 [9x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;S

treptococcaceae;Lactococcus;Lactococcus petauri [6x],B
acteria;F

irm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus faecalis [4x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;S

treptococcaceae;Lactococcus;Lactococcus piscium
 [4x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;S

treptococcaceae;S
treptococcus;S

treptococcus hyointestinalis [2x],B
acteria;F

irm
icutes;B

acilli;Lactobacillales;S
treptococcaceae;Lactococcus;Lactococcus chungangensis [2x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;S

treptococcaceae;Lactococcus;Lactococcus reticuliterm
itis [2x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;S

treptococcaceae;Lactococcus;Lactococcus sp. 1JS
P

R
-7 [1x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;S

treptococcaceae;Lactococcus;Lactococcus laudensis [1x],B
acteria;F

irm
icutes;B

acilli;Lactobacillales;S
treptococcaceae;Lactococcus;Lactococcus hircilactis [1x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;S

treptococcaceae;F
loricoccus;F

loricoccus tropicus [1x],B
acteria;F

irm
icutes;B

acilli;N
A

;N
A

;N
A

;N
A

 [1x],B
acteria;F

irm
icutes;B

acilli;Lactobacillales;S
treptococcaceae;Lactococcus;Lactococcus insecticola [1x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;S

treptococcaceae;Lactococcus;Lactococcus fujiensis [1x],B
acteria;F

irm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;N
A

 [1x],B
acteria;F

irm
icutes;B

acilli;Lactobacillales;S
treptococcaceae;F

loricoccus;F
loricoccus penangensis [1x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;S

treptococcaceae;S
treptococcus;S

treptococcus troglodytae [1x],B
acteria;F

irm
icutes;B

acilli;Lactobacillales;S
treptococcaceae;Lactococcus;Lactococcus sp. D

D
01 [1x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;S

treptococcaceae;Lactococcus;Lactococcus sp. T
M

W
21615 [1x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;S

treptococcaceae;Lactococcus;Lactococcus hodoterm
opsidis [1x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;S

treptococcaceae;Lactovum
;Lactovum

 m
iscens [1x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;S

treptococcaceae;Lactococcus;Lactococcus sp. S
-13 [1x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;P
ilibacter;P

ilibacter term
itis [1x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;S

treptococcaceae;Lactococcus;Lactococcus term
iticola [1x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;S

treptococcaceae;S
treptococcus;S

treptococcus sp. [1x])

[23x] W
P

_016252266.1;W
P

_087401856.1;W
P

_191465251.1;W
P

_113842569.1;W
P

_113826742.1;W
P

_016182815.1;W
P

_171301118.1;W
P

_171333350.1;W
P

_171379383.1;W
P

_113784092.1;W
P

_168930078.1;W
P

_047341640.1;W
P

_047335038.1;W
P

_060470458.1;N
LL32260.1;W

P
_171300331.1;W

P
_171315019.1;W

P
_171309810.1;W

P
_171336320.1;W

P
_087663006.1;W

P
_047342573.1;W

P
_047241847.1;W

P
_171378544.1 (B

acteria;F
irm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;E
nterococcus;E

nterococcus cecorum
 [22x],B

acteria;F
irm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;E
nterococcus;E

nterococcus colum
bae [1x])

B
A

O
07532.1 (B

acteria;F
irm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;E
nterococcus;E

nterococcus m
undtii)

[3x] G
B

D
82926.1;W

P
_007208258.1;O

JG
57352.1 (B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus italicus [2x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;Tetragenococcus;Tetragenococcus halophilus [1x])

[87x] W
P

_108145325.1;W
P

_118340571.1;M
B

E
6172138.1;W

P
_086337983.1;W

P
_071456642.1;W

P
_196044303.1;W

P
_103100516.1;W

P
_104871734.1;W

P
_126347242.1;W

P
_087664396.1;E

P
H

92871.1;W
P

_080719098.1;W
P

_142437486.1;W
P

_080580439.1;W
P

_195265993.1;W
P

_061839931.1;W
P

_086293115.1;W
P

_161998690.1;W
P

_122645311.1;W
P

_069698971.1;W
P

_010760762.1;W
P

_071131104.1;W
P

_086348217.1;W
P

_144772058.1;W
P

_096742350.1;W
P

_195274229.1;W
P

_142424792.1;W
P

_146621867.1;W
P

_034563339.1;W
P

_014125096.1;W
P

_155224269.1;W
P

_066025294.1;W
P

_005237308.1;E
E

V
30460.1;W

P
_159160844.1;W

P
_008377313.1;W

P
_086275337.1;W

P
_054115451.1;E

P
H

59280.1;W
P

_111247345.1;W
P

_194193303.1;W
P

_118215354.1;W
P

_074933445.1;W
P

_144330706.1;O
JG

10863.1;W
P

_103893095.1;W
P

_140965688.1;W
P

_010764416.1;W
P

_010754095.1;W
P

_080964884.1;O
TO

94219.1;W
P

_081118398.1;W
P

_077453546.1;N
W

O
00435.1;W

P
_086316957.1;W

P
_061053855.1;W

P
_167821529.1;W

P
_142965832.1;W

P
_103097339.1;W

P
_121260832.1;W

P
_103099937.1;W

P
_069633800.1;W

P
_192380619.1;W

P
_194195567.1;W

P
_069655574.1;W

P
_086372685.1;W

P
_103103561.1;M

B
E

6169813.1;W
P

_161899449.1;W
P

_079345136.1;W
P

_192415768.1;W
P

_142962750.1;K
M

T40682.1;V
FA

72816.1;W
P

_108143653.1;H
A

B
96803.1;W

P
_142964646.1;W

P
_010749786.1;W

P
_103083746.1;W

P
_015510177.1;W

P
_086312258.1;W

P
_118251115.1;E

A
C

9345503.1;W
P

_195339229.1;W
P

_194199598.1;W
P

_069029029.1;W
P

_094243450.1 (B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;E
nterococcus;E

nterococcus casseliflavus [24x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;Tetragenococcus;Tetragenococcus halophilus [12x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;E
nterococcus;E

nterococcus m
undtii [6x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;M

elissococcus;M
elissococcus plutonius [5x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus asini [4x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus faecalis [3x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;N
A

 [3x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;E
nterococcus;E

nterococcus faecium
 [3x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus plantarum

 [2x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;Vagococcus;N
A

 [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;C

arnobacteriaceae;C
arnobacterium

;C
arnobacterium

 gallinarum
 [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus sp. FD

A
A

R
G

O
S

_375 [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;E
nterococcus;E

nterococcus sp. 5B
3_D

IV
0040 [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus haem

operoxidus [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;E
nterococcus;E

nterococcus sp. 4E
1_D

IV
0656 [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus sp. R

IT-P
I-f [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus sp. O

L5 [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;E
nterococcus;E

nterococcus florum
 [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus sp. 7F3_D

IV
0205 [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus sp. [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus sp. 8G

7_M
S

G
3316 [1x],B

acteria;Firm
icutes;B

acilli;B
acillales;Listeriaceae;Listeria;Listeria m

onocytogenes [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;E
nterococcus;E

nterococcus sp. C
U

9D
 [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus sp. C

1 [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;E
nterococcus;E

nterococcus tim
onensis [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus sp. 9E

7_D
IV

0242 [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;Vagococcus;Vagococcus m
artis [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus quebecensis [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus sp. 3C

7_D
IV

0644 [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;Vagococcus;Vagococcus teuberi [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;E
nterococcus;E

nterococcus m
oraviensis [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus rivorum

 [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;E
nterococcus;E

nterococcus sp. 8E
11_M

S
G

4843 [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;E
nterococcus;E

nterococcus m
editerraneensis [1x])

[48x] W
P

_146989168.1;W
P

_063285477.1;W
P

_010012512.1;W
P

_125708282.1;W
P

_003715370.1;W
P

_075530284.1;Q
FG

47641.1;E
E

W
54681.1;W

P
_125584141.1;W

P
_057757629.1;W

P
_068225634.1;W

P
_082615677.1;K

R
K

97733.1;W
P

_083215434.1;W
P

_125704231.1;S
F

Z88699.1;W
P

_056997221.1;W
P

_068281192.1;E
FQ

53577.1;W
P

_039929920.1;K
R

M
09301.1;W

P
_056947537.1;W

P
_100070812.1;W

P
_125982039.1;W

P
_057890104.1;K

R
K

60701.1;W
P

_083224289.1;W
P

_083220010.1;W
P

_003677446.1;W
P

_173647520.1;W
P

_125551370.1;W
P

_040459060.1;W
P

_010012084.1;W
P

_164506873.1;W
P

_056989929.1;W
P

_125754343.1;W
P

_047769541.1;W
P

_057874167.1;W
P

_125549681.1;K
R

M
14236.1;W

P
_057905803.1;W

P
_179394538.1;W

P
_137638325.1;W

P
_137602352.1;W

P
_125578290.1;W

P
_100220225.1;W

P
_056962360.1;W

P
_150203179.1 (B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;Lim
osilactobacillus;Lim

osilactobacillus oris [4x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;Lactobacillaceae;S

ecundilactobacillus;Lactobacillus paracollinoides [4x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;Lactobacillaceae;Loigolactobacillus;Lactobacillus backii [3x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;Lim
osilactobacillus;Lactobacillus antri [3x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;Loigolactobacillus;Lactobacillus coryniform
is [3x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;P
aucilactobacillus;Lactobacillus nenjiangensis [2x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;S
ecundilactobacillus;Lactobacillus collinoides [2x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;Ligilactobacillus;Ligilactobacillus rum
inis [2x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;S
ecundilactobacillus;Lactobacillus odoratitofui [2x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;Lactobacillus;Lactobacillus dextrinicus [2x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;Lactobacillaceae;Loigolactobacillus;Lactobacillus rennini [2x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;Lactobacillus;Lactobacillus bayanensis [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;Lactobacillaceae;Lactobacillus;Lactobacillus sp. Y

H
-lac23 [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;P
aucilactobacillus;Lactobacillus oligoferm

entans [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;Lactobacillaceae;Lactobacillus;Lactobacillus baoqingensis [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;Loigolactobacillus;Lactobacillus zhaoyuanensis [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;Lactobacillaceae;Loigolactobacillus;Lactobacillus biferm

entans [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;Lactobacillaceae;Loigolactobacillus;Lactobacillus binensis [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;Lacticaseibacillus;Lactobacillus m
anihotivorans [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;Liquorilactobacillus;Liquorilactobacillus vini [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;Lactobacillaceae;Levilactobacillus;Lactobacillus cerevisiae [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;Loigolactobacillus;Loigolactobacillus iw
atensis [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;Lapidilactobacillus;Lactobacillus m
ulanensis [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;Lacticaseibacillus;Lactobacillus porcinae [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;Lactobacillaceae;N

A
;N

A
 [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;Lacticaseibacillus;Lactobacillus daqingensis [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;Lactobacillaceae;Loigolactobacillus;Lactobacillus jiayinensis [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;Lim
osilactobacillus;Lactobacillus panis [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;P
aucilactobacillus;Lactobacillus suebicus [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;Lacticaseibacillus;Lacticaseibacillus cam
elliae [1x])

[2x] W
P

_148126207.1;W
P

_057886640.1 (B
acteria;Firm

icutes;B
acilli;Lactobacillales;Lactobacillaceae;Liquorilactobacillus;Liquorilactobacillus nagelii [2x])

[546x] W
P

_148406641.1;H
A

P
5843189.1;W

P
_128701601.1;W

P
_089136735.1;W

P
_156236631.1;E

G
O

8154495.1;W
P

_002403203.1;H
A

P
3647413.1;W

P
_010710032.1;W

P
_126263746.1;N

S
O

08935.1;E
G

O
8908358.1;W

P
_010823633.1;W

P
_010717584.1;W

P
_141416793.1;H

A
P

5787653.1;H
A

P
3322630.1;W

P
_057876944.1;H

A
R

2393651.1;E
G

O
8640026.1;W

P
_002406841.1;E

G
O

6718122.1;W
P

_081116368.1;W
P

_010828745.1;W
P

_127688595.1;W
P

_104854594.1;W
P

_060792869.1;N
S

V
75668.1;E

G
O

8253272.1;E
E

U
72406.1;H

A
P

2787392.1;W
P

_148894996.1;G
E

B
01706.1;H

A
P

4574363.1;W
P

_141407934.1;E
G

O
8836615.1;W

P
_154778851.1;W

P
_128704789.1;E

A
C

9287228.1;W
P

_192429055.1;W
P

_003127607.1;W
P

_010825196.1;W
P

_034869156.1;H
A

P
3483766.1;O

S
H

12185.1;E
G

O
2714603.1;W

P
_192177293.1;W

P
_010709381.1;O

S
H

38372.1;H
A

P
4911926.1;W

P
_195640186.1;H

A
P

4477959.1;W
P

_117642891.1;R
B

S
01779.1;E

G
O

2594649.1;N
S

T29229.1;W
P

_010822757.1;G
E

J72692.1;W
P

_033624940.1;W
P

_096397708.1;W
P

_146895544.1;W
P

_103300938.1;W
P

_081778251.1;E
G

O
2800890.1;E

G
O

9399378.1;H
A

P
3824157.1;W

P
_137608657.1;W

P
_113792500.1;W

P
_135172145.1;N

S
O

23155.1;W
P

_048941673.1;E
G

O
5828612.1;E

G
O

9146327.1;E
G

O
5029631.1;W

P
_002395107.1;W

P
_002390158.1;E

G
O

2574684.1;E
G

O
7721721.1;W

P
_086346907.1;W

P
_129236256.1;E

O
I03417.1;W

P
_169062945.1;W

P
_016177406.1;W

P
_137599551.1;H

C
N

86487.1;W
P

_104659225.1;W
P

_070415883.1;W
P

_127979581.1;E
G

O
9149736.1;E

G
O

6635284.1;W
P

_010771588.1;W
P

_077932645.1;W
P

_115232637.1;W
P

_049220746.1;W
P

_098826270.1;W
P

_126263156.1;W
P

_024797021.1;W
P

_142959324.1;E
G

O
2809699.1;W

P
_172765698.1;W

P
_104845616.1;W

P
_104879664.1;W

P
_010759981.1;W

P
_104866605.1;W

P
_172761686.1;W

P
_005471859.1;W

P
_067622967.1;W

P
_125758896.1;N

S
M

72909.1;E
G

O
2723687.1;E

G
O

7717012.1;W
P

_137604074.1;W
P

_002382252.1;O
S

H
37685.1;E

G
O

9130351.1;W
P

_126254705.1;W
P

_142956953.1;W
P

_142968551.1;W
P

_033625772.1;W
P

_104671041.1;H
A

R
2154811.1;E

G
O

9141734.1;E
G

O
8962715.1;W

P
_104859775.1;W

P
_010826022.1;W

P
_095725344.1;W

P
_172760907.1;W

P
_113846075.1;W

P
_161284200.1;W

P
_047648867.1;W

P
_172494113.1;W

P
_010715134.1;W

P
_192444760.1;E

G
O

2851248.1;E
G

O
7682535.1;E

G
O

8441133.1;W
P

_154240941.1;H
A

P
2897632.1;E

G
O

9058994.1;W
P

_025869210.1;W
P

_048736908.1;R
X

F10019.1;W
P

_033593241.1;G
E

B
67859.1;W

P
_137619257.1;W

P
_142428433.1;W

P
_131639403.1;W

P
_192189208.1;E

G
O

5849821.1;W
P

_010708670.1;W
P

_010712364.1;W
P

_010743295.1;E
G

O
5074308.1;H

A
P

5353801.1;W
P

_010777589.1;E
E

U
87736.1;W

P
_135558515.1;W

P
_142964066.1;E

Q
C

81149.1;W
P

_192455954.1;N
S

Q
63094.1;N

S
M

82971.1;W
P

_033781375.1;W
P

_057738581.1;W
P

_033597906.1;W
P

_057871965.1;E
G

O
9796101.1;W

P
_142430035.1;W

P
_014074135.1;E

G
O

2598651.1;E
G

O
2750657.1;W

P
_016630310.1;W

P
_033601339.1;W

P
_104855941.1;E

E
U

85063.1;W
P

_003692127.1;E
G

O
6609159.1;W

P
_126268556.1;W

P
_095803458.1;W

P
_002413324.1;W

P
_155432304.1;H

A
P

3819118.1;C
A

C
9793676.1;N

S
M

31920.1;W
P

_129195089.1;W
P

_129193669.1;E
G

O
8526545.1;E

G
O

8250023.1;W
P

_003694983.1;W
P

_113850104.1;H
A

P
3039658.1;W

P
_176674774.1;O

S
H

30506.1;W
P

_016626455.1;N
S

P
59985.1;N

S
Q

43760.1;W
P

_115353889.1;W
P

_176333172.1;W
P

_104874918.1;E
G

O
5026332.1;W

P
_069638764.1;E

E
I58708.1;H

A
R

2463979.1;H
A

R
2443441.1;R

B
R

76124.1;W
P

_142428880.1;W
P

_002401519.1;W
P

_048955706.1;W
P

_137613342.1;O
S

H
47536.1;W

P
_071863648.1;H

A
P

4781366.1;E
E

U
65940.1;W

P
_195960879.1;W

P
_115234537.1;W

P
_002400322.1;W

P
_137605040.1;E

G
O

8197385.1;W
P

_172759167.1;W
P

_088931779.1;W
P

_137199385.1;W
P

_010746732.1;E
G

O
5241766.1;W

P
_016615765.1;W

P
_016627146.1;W

P
_167823180.1;W

P
_141441994.1;W

P
_002391626.1;K

R
L34407.1;W

P
_002410724.1;W

P
_172759894.1;W

P
_193802359.1;W

P
_154064347.1;W

P
_113851154.1;N

S
O

95458.1;N
S

S
09474.1;W

P
_128487834.1;W

P
_033918064.1;E

G
O
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 olivapovliticus [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;C

arnobacteriaceae;A
lkalibacterium

;A
lkalibacterium

 sp. [1x])

W
P

_017471088.1 (B
acteria;Firm

icutes;B
acilli;B

acillales;B
acillaceae;A

m
phibacillus;A

m
phibacillus jilinensis)

[3x] W
P

_083546380.1;C
ZQ

86543.1;W
P

_087031468.1 (B
acteria;Firm

icutes;B
acilli;Lactobacillales;C

arnobacteriaceae;Trichococcus;N
A [2x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;C
arnobacteriaceae;Trichococcus;Trichococcus palustris [1x])

[47x] W
P

_015077214.1;W
P

_087115155.1;W
P

_195513484.1;W
P

_125942249.1;W
P

_126807703.1;W
P

_109841291.1;W
P

_119907614.1;C
A

D
5900897.1;W

P
_086334964.1;W

P
_096081641.1;W

P
_126813787.1;W

P
_152877637.1;W

P
_135022444.1;W

P
_187959237.1;W

P
_119906711.1;K

R
N

66391.1;W
P

_057001339.1;W
P

_062804903.1;W
P

_074799559.1;W
P

_071866751.1;TFI76477.1;W
P

_010734904.1;W
P

_104776154.1;W
P

_115358045.1;W
P

_187957824.1;W
P

_135056358.1;C
A

D
5900270.1;K

R
N

72028.1;W
P

_153830243.1;W
P

_157455790.1;W
P

_135017615.1;W
P

_077151113.1;W
P

_056999308.1;W
P

_010051538.1;W
P

_065096303.1;W
P

_035065553.1;W
P

_125958141.1;W
P

_135019907.1;W
P

_169058160.1;W
P

_074401355.1;W
P

_193553801.1;W
P

_034687429.1;E
Y

T96663.1;W
P

_034571465.1;K
R

N
85970.1;W

P
_137072620.1;W

P
_135014759.1 (B

acteria;Firm
icutes;B

acilli;Lactobacillales;C
arnobacteriaceae;C

arnobacterium
;C

arnobacterium
 m

altarom
aticum

 [16x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;E
nterococcus;E

nterococcus m
undtii [13x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;C
arnobacteriaceae;C

arnobacterium
;C

arnobacterium
 divergens [11x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;E

nterococcus;E
nterococcus sp. 1001283B

150225_161107_E
12 [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;Vagococcus;Vagococcus hum

atus [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;N

A
;N

A
;N

A [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;E
nterococcus;E

nterococcus pernyi [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;Vagococcus;Vagococcus sp. S
S

1994 [1x],B
acteria;Firm

icutes;B
acilli;Lactobacillales;E

nterococcaceae;Vagococcus;Vagococcus acidiferm
entans [1x],B

acteria;Firm
icutes;B

acilli;Lactobacillales;E
nterococcaceae;Vagococcus;Vagococcus elongatus [1x])

[2x] W
P

_077361257.1;W
P

_015391515.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 saccharoperbutylacetonicum

 [2x])

W
P

_167168194.1 (B
acteria;A

ctinobacteria;A
ctinobacteria;P

ropionibacteriales;P
ropionibacteriaceae;B

rooklaw
nia;B

rooklaw
nia cerclae)

[2x] A
D

L51700.1;W
P

_049785858.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 cellulovorans [2x])

[102x] W
P

_061320596.1;W
P

_085293182.1;N
FE

32899.1;W
P

_061296706.1;N
FD

78616.1;W
P

_076041058.1;W
P

_061316020.1;W
P

_058008262.1;W
P

_015957792.1;W
P

_061312040.1;W
P

_061295972.1;W
P

_011986209.1;W
P

_061292365.1;W
P

_045539394.1;W
P

_163224802.1;N
FI07193.1;W

P
_138209491.1;W

P
_042439350.1;W

P
_003356220.1;W

P
_191590973.1;W

P
_076044956.1;W

P
_014520323.1;W

P
_011988020.1;W

P
_021107524.1;W

P
_003361093.1;W

P
_053337946.1;E

G
T3617264.1;W

P
_191597323.1;W

P
_098927189.1;W

P
_163190645.1;W

P
_033059028.1;M

B
E

6058410.1;W
P

_053818807.1;W
P

_011948786.1;N
FB

57796.1;W
P

_030034273.1;W
P

_075144671.1;N
E

Z77233.1;W
P

_061324335.1;W
P

_075142184.1;W
P

_033065242.1;N
FT11634.1;W

P
_163203135.1;W

P
_075143088.1;W

P
_061309728.1;W

P
_045520546.1;W

P
_163257349.1;W

P
_085321465.1;W

P
_061328084.1;W

P
_061334445.1;W

P
_161588330.1;W

P
_078991237.1;N

FC
74722.1;W

P
_076174907.1;W

P
_012343619.1;N

FM
80723.1;W

P
_012704544.1;W

P
_163221991.1;W

P
_040109495.1;W

P
_079007173.1;W

P
_003490230.1;W

P
_099837332.1;W

P
_101527711.1;N

FK
77204.1;N

FD
31738.1;W

P
_163212753.1;W

P
_003487234.1;W

P
_053468205.1;W

P
_085320537.1;W

P
_076236646.1;S

U
Y

64016.1;W
P

_159035562.1;W
P

_159036247.1;W
P

_085280309.1;N
FH

37885.1;W
P

_106574300.1;W
P

_163257017.1;W
P

_191739969.1;W
P

_075143716.1;N
FD

03510.1;W
P

_192583743.1;W
P

_163186349.1;W
P

_035151269.1;W
P

_163237753.1;W
P

_076231282.1;W
P

_076234745.1;N
FG

94533.1;W
P

_096044332.1;N
FQ

54741.1;W
P

_039634546.1;W
P

_076177755.1;W
P

_173680121.1;N
E

Z95097.1;W
P

_127350479.1;N
FL57314.1;N

FR
59730.1;W

P
_076171379.1;W

P
_061319358.1;W

P
_079005928.1;W

P
_041348066.1;N

FL98523.1;W
P

_072584801.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 botulinum

 [71x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 sporogenes [14x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;N
A [7x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 tetanom
orphum

 [2x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;H

athew
aya;H

athew
aya histolytica [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 sp. L74 [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 com

besii [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 sp. N

37 [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 argentinense [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 sp. [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 perfringens [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;C
lostridium

;C
lostridium

 am
azonitim

onense [1x])

[5x] W
P

_118365402.1;W
P

_161940479.1;P
W

L68819.1;E
D

P
10511.1;W

P
_040463648.1 (B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;A
m

edibacillus;A
m

edibacillus dolichus [4x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;Traorella;Traorella m

assiliensis [1x])

W
P

_019892701.1 (B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;A

llobaculum
;A

llobaculum
 stercoricanis)

[110x] W
P

_173655582.1;K
M

V
78039.1;W

P
_074688015.1;W

P
_027089213.1;R

G
I23612.1;W

P
_147573530.1;W

P
_033163667.1;M

B
D

9189898.1;W
P

_118748792.1;W
P

_117480554.1;W
P

_195947544.1;W
P

_187012502.1;W
P

_117809906.1;W
P

_066449693.1;W
P

_117561922.1;W
P

_129737571.1;W
P

_173428381.1;M
ZK

54495.1;W
P

_074686306.1;W
P

_087301581.1;W
P

_195644038.1;R
H

R
19446.1;W

P
_087245132.1;R

G
E

97431.1;S
C

H
25818.1;H

C
Y

53761.1;W
P

_118721750.1;R
H

Q
87001.1;H

A
N

58284.1;C
C

Z35492.1;W
P

_173553429.1;W
P

_195600395.1;W
P

_087256488.1;W
P

_087296979.1;W
P

_087304447.1;W
P

_173432165.1;R
H

P
17592.1;W

P
_009008899.1;C

D
E

28053.1;W
P

_087936145.1;M
B

E
5706519.1;H

B
G

67409.1;H
A

D
23001.1;W

P
_154516768.1;W

P
_055234092.1;W

P
_004801157.1;R

G
I04897.1;H

C
G

98122.1;R
G

G
97097.1;W

P
_107029253.1;W

P
_029072659.1;R

H
N

86735.1;R
H

R
91665.1;W

P
_118263790.1;W

P
_118245689.1;W

P
_008788965.1;W

P
_092355312.1;W

P
_074732244.1;R

G
F60491.1;M

B
E

5706382.1;R
G

G
08300.1;W

P
_009300337.1;W

P
_003539496.1;R

G
I02955.1;W

P
_129981603.1;W

P
_195920371.1;W

P
_191340941.1;W

P
_168081552.1;W

P
_173669400.1;B

C
L56313.1;W

P
_106987448.1;W

P
_164121515.1;W

P
_195932965.1;W

P
_117864075.1;W

P
_006504466.1;W

P
_164131238.1;R

G
H

53864.1;H
AV

19367.1;W
P

_008792674.1;W
P

_139938396.1;W
P

_196004572.1;W
P

_125118227.1;W
P

_086432972.1;H
A

J15115.1;W
P

_117581412.1;H
A

H
74684.1;W

P
_118661655.1;W

P
_004610948.1;W

P
_118306802.1;W

P
_173327200.1;W

P
_117459504.1;W

P
_087374386.1;R

G
F86572.1;O

K
Z99577.1;R

G
G

84260.1;W
P

_026623941.1;W
P

_087357824.1;W
P

_117604691.1;W
P

_172472257.1;W
P

_118432958.1;W
P

_074782085.1;W
P

_118470421.1;W
P

_195993375.1;W
P

_029071603.1;R
G

G
32443.1;W

P
_050636878.1;H

B
Z89180.1;W

P
_191492947.1;W

P
_118462872.1;W

P
_173434667.1 (B

acteria;Firm
icutes;B

acilli;Lactobacillales;Lactobacillaceae;S
harpea;S

harpea azabuensis [13x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;K

andleria;K
andleria vitulina [8x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;C
oprobacillus;N

A [8x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;N

A
;E

rysipelotrichaceae bacterium
 [7x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;E
rysipelatoclostridium

;E
rysipelatoclostridium

 ram
osum

 [6x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;N

A
;N

A [5x],B
acteria;Firm

icutes;N
A

;N
A

;N
A

;N
A

;N
A [4x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;E
ggerthia;E

ggerthia catenaform
is [3x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;Faecalibacillus;Faecalibacillus intestinalis [3x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;E

rysipelatoclostridium
;[C

lostridium
] spiroform

e [3x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;C

atenibacterium
;C

atenibacterium
 m

itsuokai [3x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;M

assilim
icrobiota;M

assilim
icrobiota sp. A

n134 [3x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;C

atenibacterium
;N

A [2x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;E

rysipelatoclostridium
;[C

lostridium
] cocleatum

 [2x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;M

assilim
icrobiota;M

assilim
icrobiota tim

onensis [2x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;M

assilim
icrobiota;M

assilim
icrobiota sp. A

n105 [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;uncultured C

lostridium
 sp. [1x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;C
oprobacillus;C

oprobacillus sp. A
M

26-5A
C

 [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;Intestinibaculum

;Intestinibaculum
 porci [1x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;C
oprobacillus;C

oprobacillus sp. A
M

18-4LB
-d2 [1x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;C
oprobacillus;C

oprobacillus sp. 8_2_54B
FA

A [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;C

oprobacillus;C
oprobacillus sp. C

A
G

:183 [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;Longibaculum

;Longibaculum
 m

uris [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;M

assilim
icrobiota;M

assilim
icrobiota sp. A

n80 [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;C

oprobacillus;C
oprobacillus sp. D

7 [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;C

andidatus S
toquefichus;C

andidatus S
toquefichus sp. S

B
1 [1x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;C
oprobacillus;C

oprobacillus sp. A
F16-47 [1x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;C
oprobacillus;C

oprobacillus sp. A
M

23-2 [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;C

atenibacterium
;C

atenibacterium
 sp. C

A
G

:290 [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;C

oprobacillus;C
oprobacillus sp. 8_1_38FA

A [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;M

assilim
icrobiota;M

assilim
icrobiota sp. A

n142 [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;C

oprobacillus;C
oprobacillus sp. A

F15-30 [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;C

andidatus S
toquefichus;C

andidatus S
toquefichus m

assiliensis [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;E

rysipelatoclostridium
;E

rysipelatoclostridium
 sp. A

n173 [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;M

assilim
icrobiota;M

assilim
icrobiota sp. S

W
1139 [1x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;C
oprobacillus;C

oprobacillus sp. A
M

32-11LB
 [1x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;C
oprobacillus;C

oprobacillus sp. A
F21-8LB

 [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;C

atenibacterium
;C

atenibacterium
 sp. N

S
J-22 [1x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;C
oprobacillus;C

oprobacillus sp. A
F34-1B

H
 [1x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;C
oprobacillus;C

oprobacillus sp. A
F27-24B

H
 [1x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;C
oprobacillus;C

oprobacillus sp. A
M

23-9LB
 [1x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;E
rysipelatoclostridium

;E
rysipelatoclostridium

 sp. A
n15 [1x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;C
oprobacillus;C

oprobacillus sp. A
F31-1B

H
 [1x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;C
oprobacillus;C

oprobacillus sp. A
F36-10B

H
 [1x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;C
oprobacillus;C

oprobacillus sp. A
F24-1LB

 [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;E

rysipelatoclostridium
;[C

lostridium
] saccharogum

ia [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;C

oprobacillus;C
oprobacillus sp. A

F35-8 [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;C

oprobacillus;C
oprobacillus sp. TM

10-10 [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;Longibaculum

;Longibaculum
 sp. K

G
M

B
06250 [1x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;C
oprobacillus;C

oprobacillus sp. A
M

17-34 [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;Faecalibacillus;Faecalibacillus faecis [1x],B

acteria;Firm
icutes;E

rysipelotrichia;E
rysipelotrichales;E

rysipelotrichaceae;C
oprobacillus;C

oprobacillus sp. O
M

08-19 [1x],B
acteria;Firm

icutes;E
rysipelotrichia;E

rysipelotrichales;E
rysipelotrichaceae;C

oprobacillus;C
oprobacillus sp. B

IO
M

L-A
1 [1x])

W
P

_041140342.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;B

eduini;B
eduini m

assiliensis)

W
P

_191478307.1 (B
acteria;Firm

icutes;C
lostridia;N

A
;N

A
;C

andidatus C
ryptoclostridium

;C
andidatus C

ryptoclostridium
 obscurum

)

N
LT16404.1 (B

acteria;Firm
icutes;C

lostridia;C
lostridiales;N

A
;N

A
;C

lostridiales bacterium
)

[11x] W
P

_115457963.1;W
P

_111739125.1;W
P

_029094920.1;W
P

_140919815.1;W
P

_138358299.1;K
FC

98445.1;W
P

_159565978.1;V
FS

45222.1;W
P

_142501804.1;W
P

_130590366.1;W
P

_161624124.1 (B
acteria;P

roteobacteria;G
am

m
aproteobacteria;E

nterobacterales;B
udviciaceae;Lem

inorella;Lem
inorella grim

ontii [2x],B
acteria;P

roteobacteria;G
am

m
aproteobacteria;E

nterobacterales;B
udviciaceae;B

udvicia;B
udvicia aquatica [2x],B

acteria;P
roteobacteria;G

am
m

aproteobacteria;E
nterobacterales;E

nterobacteriaceae;K
lebsiella;K

lebsiella indica [1x],B
acteria;P

roteobacteria;G
am

m
aproteobacteria;E

nterobacterales;B
udviciaceae;P

ragia;P
ragia sp. C

F-509 [1x],B
acteria;P

roteobacteria;G
am

m
aproteobacteria;E

nterobacterales;B
udviciaceae;P

ragia;N
A [1x],B

acteria;P
roteobacteria;G

am
m

aproteobacteria;E
nterobacterales;E

nterobacteriaceae;K
lebsiella;K

lebsiella sp. 2680 [1x],B
acteria;P

roteobacteria;G
am

m
aproteobacteria;E

nterobacterales;H
afniaceae;E

nterobacillus;E
nterobacillus tribolii [1x],B

acteria;P
roteobacteria;G

am
m

aproteobacteria;E
nterobacterales;B

udviciaceae;Lem
inorella;Lem

inorella richardii [1x],B
acteria;P

roteobacteria;G
am

m
aproteobacteria;E

nterobacterales;B
udviciaceae;B

udvicia;B
udvicia diplopodorum

 [1x])

[3x] M
B

E
6021709.1;W

P
_127066913.1;W

P
_013657478.1 (B

acteria;Firm
icutes;C

lostridia;C
lostridiales;Lachnospiraceae;C

ellulosilyticum
;C

ellulosilyticum
 lentocellum

 [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;Lachnospiraceae;C
ellulosilyticum

;C
ellulosilyticum

 sp. W
C

F-2 [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;Lachnospiraceae;C
ellulosilyticum

;C
ellulosilyticum

 sp. [1x])

P
H

V
71721.1 (B

acteria;Firm
icutes;C

lostridia;C
lostridiales;Lachnospiraceae;N

A
;Lachnospiraceae bacterium

)

W
P

_069997430.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;Lachnospiraceae;C
ellulosilyticum

;C
ellulosilyticum

 sp. I15G
10I2)

W
P

_044036593.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;C

lostridium
;C

lostridium
 bornim

ense)

[16x] M
Q

M
73106.1;W

P
_038351683.1;M

S
S

19556.1;W
P

_090244077.1;W
P

_133965786.1;W
P

_090304857.1;W
P

_006598170.1;W
P

_148603591.1;W
P

_096919896.1;W
P

_195539935.1;W
P

_013380448.1;W
P

_148567682.1;W
P

_118517908.1;W
P

_074616888.1;W
P

_195267703.1;W
P

_058694643.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;E
ubacteriaceae;E

ubacterium
;E

ubacterium
 lim

osum
 [3x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;E
ubacterium

;E
ubacterium

 m
altosivorans [3x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;A
cetobacterium

;A
cetobacterium

 tundrae [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;E
ubacteriaceae;E

ubacterium
;E

ubacterium
 barkeri [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;N

A
;N

A
;N

A [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;E
ubacteriaceae;E

ubacterium
;E

ubacterium
 aggregans [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;N
A

;E
ubacteriaceae bacterium

 R
F-744-FAT-4 [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;E
ubacterium

;E
ubacterium

 sp. 1001713B
170207_170306_E

7 [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;E
ubacteriaceae;P

seudoram
ibacter;P

seudoram
ibacter alactolyticus [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;E
ubacterium

;N
A [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;A
cetobacterium

;A
cetobacterium

 paludosum
 [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;N
A

;N
A [1x])

[11x] W
P

_014356781.1;W
P

_070370181.1;O
X

S
27423.1;W

P
_111887572.1;W

P
_148637548.1;W

P
_026394823.1;M

B
I4855664.1;W

P
_186843039.1;W

P
_186894958.1;W

P
_050741053.1;P

K
M

59580.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;E
ubacteriaceae;A

cetobacterium
;A

cetobacterium
 w

ieringae [2x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;E
ubacteriaceae;A

cetobacterium
;A

cetobacterium
 w

oodii [2x],B
acteria;Firm

icutes;N
A

;N
A

;N
A

;N
A

;Firm
icutes bacterium

 H
G

W
-Firm

icutes-4 [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;E
ubacteriaceae;A

cetobacterium
;A

cetobacterium
 fim

etarium
 [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;A
cetobacterium

;A
cetobacterium

 dehalogenans [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;E
ubacteriaceae;A

cetobacterium
;A

cetobacterium
 m

alicum
 [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;A
cetobacterium

;A
cetobacterium

 bakii [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;E
ubacteriaceae;A

cetobacterium
;A

cetobacterium
 sp. M

E
S

1 [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;E
ubacteriaceae;A

cetobacterium
;A

cetobacterium
 sp. K

B
-1 [1x])

N
LN

98613.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;E
ubacteriaceae;N

A
;E

ubacteriaceae bacterium
)

[3x] H
A

E
61377.1;H

C
X

64289.1;W
P

_073269732.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;E
ubacteriaceae;N

A
;E

ubacteriaceae bacterium
 [2x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;A
lkalibacter;A

lkalibacter saccharoferm
entans [1x])

[2x] W
P

_195683119.1;N
TW

72056.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;E
ubacteriaceae;A

lkalibacter;A
lkalibacter sp. M

17D
M

B
 [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;N
A

;E
ubacteriaceae bacterium

 [1x])

[3x] R
B

P
65390.1;W

P
_152802288.1;W

P
_113920536.1 (B

acteria;Firm
icutes;C

lostridia;C
lostridiales;E

ubacteriaceae;A
lkalibaculum

;A
lkalibaculum

 bacchi [2x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;E
ubacteriaceae;A

lkalibaculum
;A

lkalibaculum
 sp. M

08D
M

B
 [1x])

[3x] P
K

M
54938.1;P

K
M

67115.1;W
P

_125138020.1 (B
acteria;Firm

icutes;N
A

;N
A

;N
A

;N
A

;Firm
icutes bacterium

 H
G

W
-Firm

icutes-5 [1x],B
acteria;Firm

icutes;N
A

;N
A

;N
A

;N
A

;Firm
icutes bacterium

 H
G

W
-Firm

icutes-2 [1x],B
acteria;Firm

icutes;C
lostridia;C

lostridiales;Vallitaleaceae;P
etrocella;P

etrocella atlantisensis [1x])

[6x] M
B

C
7958223.1;N

D
L67977.1;P

K
M

95477.1;W
P

_113675111.1;P
K

M
52380.1;M

B
C

7960316.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;Vallitaleaceae;N
A

;Vallitaleaceae bacterium
 [2x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;N

A
;N

A
;C

lostridiales bacterium
 F-3ap [1x],B

acteria;Firm
icutes;N

A
;N

A
;N

A
;N

A
;Firm

icutes bacterium
 H

G
W

-Firm
icutes-1 [1x],B

acteria;Firm
icutes;N

A
;N

A
;N

A
;N

A
;Firm

icutes bacterium
 H

G
W

-Firm
icutes-7 [1x],B

acteria;Firm
icutes;C

lostridia;C
lostridiales;Vallitaleaceae;Vallitalea;Vallitalea guaym

asensis [1x])

W
P

_105614420.1 (B
acteria;Firm

icutes;C
lostridia;C

lostridiales;Vallitaleaceae;Vallitalea;Vallitalea okinaw
ensis)

M
B

C
8544461.1 (B

acteria;Firm
icutes;C

lostridia;C
lostridiales;N

A
;N

A
;C

lostridiales bacterium
 N

S
J-32)

[2x] N
LT97243.1;H

G
I09188.1 (B

acteria;Firm
icutes;C

lostridia;C
lostridiales;C

hristensenellaceae;N
A

;C
hristensenellaceae bacterium

 [1x],B
acteria;Firm

icutes;C
lostridia;N

A
;N

A
;N

A
;C

lostridia bacterium
 [1x])

W
P

_048601797.1 (B
acteria;Firm

icutes;B
acilli;B

acillales;B
acillaceae;R

ubeoparvulum
;R

ubeoparvulum
 m

assiliense)

W
P

_103062421.1 (B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces qiguom

ingii)

[17x] W
P

_156916670.1;W
P

_147680507.1;W
P

_162679752.1;W
P

_111818865.1;W
P

_136192155.1;W
P

_083566036.1;M
B

E
6482014.1;W

P
_092607455.1;W

P
_050795233.1;W

P
_136314737.1;W

P
_108970012.1;S

H
E

26760.1;W
P

_092533955.1;S
D

M
31204.1;S

D
N

36653.1;M
B

E
6474537.1;E

G
Q

75804.1 (B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces rum

inicola [6x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces glycerinitolerans [2x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces sp. oral taxon 448 [2x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces sp. Z5 [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces sp. dk561 [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces succinicirum

inis [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces sp. dk752 [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces sp. 565 [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;N

A [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces dentalis [1x])

[4x] W
P

_157066028.1;W
P

_150118428.1;W
P

_194786198.1;W
P

_128773794.1 (B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces radicidentis [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces sp. oral taxon 414 [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces oricola [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces haliotis [1x])

[4x] P
ZU

28155.1;W
P

_100219466.1;E
JF46999.1;W

P
_154650278.1 (B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces m
assiliensis [3x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces sp. [1x])

W
P

_052375142.1 (B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces israelii)

[8x] E
R

H
22768.1;E

FW
25568.1;E

H
M

91224.1;V
E

I17171.1;E
R

H
21693.1;W

P
_108833903.1;E

JN
84927.1;W

P
_167145640.1 (B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces johnsonii [2x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces sp. ZJ308 [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces naeslundii [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces sp. oral taxon 171 [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces sp. M
arseille-P

3109 [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces viscosus [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces sp. oral taxon 849 [1x])

[22x] W
P

_075371110.1;W
P

_141424418.1;W
P

_076135453.1;W
P

_076221964.1;W
P

_076252292.1;W
P

_076077105.1;W
P

_075406382.1;W
P

_076066241.1;W
P

_076249279.1;W
P

_076142657.1;W
P

_076256504.1;W
P

_075550484.1;W
P

_128831326.1;W
P

_076070086.1;W
P

_075417518.1;W
P

_075401621.1;W
P

_101560051.1;W
P

_075416803.1;W
P

_075410282.1;W
P

_076140202.1;W
P

_076131317.1;W
P

_075374025.1 (B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces naeslundii [16x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces oris [4x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;N

A [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces johnsonii [1x])

[3x] W
P

_138137741.1;W
P

_075376031.1;E
G

F50295.1 (B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces

oris [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces sp. oral taxon 171 [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces sp. oral taxon 170 [1x])

W
P

_051281157.1 (B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces slackii)

[31x] W
P

_024111127.1;W
P

_036943414.1;S
C

Q
59591.1;W

P
_048770034.1;W

P
_060761270.1;W

P
_060761849.1;E

P
D

33841.1;W
P

_044636417.1;W
P

_091969834.1;W
P

_016668451.1;W
P

_044658053.1;W
P

_076389215.1;W
P

_060763180.1;W
P

_051176657.1;W
P

_055346829.1;W
P

_097780493.1;N
LI84558.1;W

P
_081660569.1;W

P
_097807189.1;W

P
_129931265.1;W

P
_063493673.1;N

LA
28823.1;W

P
_055346426.1;W

P
_167169996.1;W

P
_119162093.1;W

P
_040693601.1;W

P
_119716235.1;W

P
_060762304.1;W

P
_013162006.1;W

P
_060761414.1;W

P
_055343910.1 (B

acteria;A
ctinobacteria;A

ctinobacteria;P
ropionibacteriales;P

ropionibacteriaceae;P
ropionibacterium

;P
ropionibacterium

 freudenreichii [17x],B
acteria;A

ctinobacteria;A
ctinobacteria;P

ropionibacteriales;P
ropionibacteriaceae;P

ropionim
icrobium

;P
ropionim

icrobium
 lym

phophilum
 [3x],B

acteria;A
ctinobacteria;A

ctinobacteria;P
ropionibacteriales;P

ropionibacteriaceae;P
ropionibacterium

;P
ropionibacterium

 sp. [2x],B
acteria;A

ctinobacteria;A
ctinobacteria;P

ropionibacteriales;P
ropionibacteriaceae;P

ropionim
icrobium

;P
ropionim

icrobium
 sp. M

arseille-P
3275 [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;P
ropionibacteriales;P

ropionibacteriaceae;P
ropionibacterium

;P
ropionibacterium

 sp. JV
5 [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;P
ropionibacteriales;P

ropionibacteriaceae;P
ropionim

icrobium
;P

ropionim
icrobium

 sp. B
V

2F7 [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;P

ropionibacteriales;P
ropionibacteriaceae;B

rooklaw
nia;B

rooklaw
nia cerclae [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;P
ropionibacteriales;P

ropionibacteriaceae;P
ropionibacterium

;N
A [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;P
ropionibacteriales;P

ropionibacteriaceae;P
ropionibacterium

;P
ropionibacterium

 australiense [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;P

ropionibacteriales;P
ropionibacteriaceae;P

ropionibacterium
;P

ropionibacterium
 acidifaciens [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;P
ropionibacteriales;P

ropionibacteriaceae;P
ropionibacterium

;P
ropionibacterium

 sp. oral taxon 192 [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;P

ropionibacteriales;P
ropionibacteriaceae;P

ropionibacterium
;P

ropionibacterium
 cyclohexanicum

 [1x])

[4x] W
P

_185933694.1;W
P

_083330026.1;W
P

_083078817.1;W
P

_082159965.1 (B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinobaculum
;A

ctinobaculum
 suis [4x])

[2x] W
P

_021797014.1;N
LH

70249.1 (B
acteria;A

ctinobacteria;A
ctinobacteria;P

ropionibacteriales;P
ropionibacteriaceae;P

ropionibacterium
;P

ropionibacterium
 acidifaciens [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;P
ropionibacteriales;P

ropionibacteriaceae;B
rooklaw

nia;B
rooklaw

nia sp. [1x])

[9x] N
LE

96477.1;H
H

U
39277.1;W

P
_052462523.1;N

LE
18763.1;N

LI50164.1;W
P

_188334703.1;W
P

_166231940.1;W
P

_182817940.1;W
P

_129458038.1 (B
acteria;A

ctinobacteria;A
ctinobacteria;P

ropionibacteriales;P
ropionibacteriaceae;P

ropionibacterium
;P

ropionibacterium
 sp. [3x],B

acteria;A
ctinobacteria;A

ctinobacteria;P
ropionibacteriales;P

ropionibacteriaceae;P
ropioniciclava;P

ropioniciclava sp. [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;P

ropionibacteriales;P
ropionibacteriaceae;P

ropioniciclava;P
ropioniciclava sp. H

D
W

11 [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;P

ropionibacteriales;P
ropionibacteriaceae;P

ropioniciclava;P
ropioniciclava sp. M

C
1595 [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;P
ropionibacteriales;P

ropionibacteriaceae;P
ropioniciclava;P

ropioniciclava sp. M
C

1683 [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;P

ropionibacteriales;P
ropionibacteriaceae;B

revilactibacter;B
revilactibacter flavus [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;P
ropionibacteriales;P

ropionibacteriaceae;N
igerium

;N
igerium

 m
assiliense [1x])

[5x] M
B

I4899060.1;W
P

_073191482.1;H
B

X
82162.1;Q

LQ
16069.1;P

K
Q

22990.1 (B
acteria;A

ctinobacteria;A
ctinobacteria;N

A
;N

A
;N

A
;A

ctinobacteria bacterium
 [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;P
ropionibacteriales;P

ropionibacteriaceae;N
A

;P
ropionibacteriaceae bacterium

 [1x],B
acteria;A

ctinobacteria;N
A

;N
A

;N
A

;N
A

;A
ctinobacteria bacterium

 H
G

W
-A

ctinobacteria-5 [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;P

ropionibacteriales;P
ropionibacteriaceae;Tessaracoccus;Tessaracoccus bendigoensis [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;P
ropionibacteriales;N

ocardioidaceae;M
icropruina;M

icropruina sp. [1x])

[3x] M
B

A
3021230.1;W

P
_098460154.1;H

A
M

43982.1 (B
acteria;A

ctinobacteria;A
ctinobacteria;P

ropionibacteriales;N
ocardioidaceae;P

ropionicim
onas;P

ropionicim
onas paludicola [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;P
ropionibacteriales;P

ropionibacteriaceae;N
A

;P
ropionibacteriaceae bacterium

 [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;P

ropionibacteriales;N
ocardioidaceae;P

ropionicim
onas;P

ropionicim
onas sp. [1x])

[30x] W
P

_016460864.1;W
P

_048727748.1;W
P

_050695370.1;W
P

_111824430.1;W
P

_009058944.1;W
P

_034463492.1;W
P

_009649169.1;O
FQ

23370.1;W
P

_048673073.1;M
B

F1252213.1;W
P

_005871493.1;W
P

_003797231.1;W
P

_081697895.1;S
IA

58540.1;W
P

_007589340.1;M
B

F1232601.1;W
P

_009744270.1;W
P

_048676217.1;W
P

_048740982.1;M
B

F0938109.1;W
P

_021611723.1;W
P

_074633019.1;W
P

_048776027.1;M
B

F0968074.1;W
P

_003791846.1;W
P

_060566219.1;W
P

_070835273.1;W
P

_048771709.1;W
P

_101602389.1;W
P

_009212607.1 (B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;S

chaalia;S
chaalia odontolytica [5x],B

acteria;A
ctinobacteria;A

ctinobacteria;M
icrococcales;P

rom
icrom

onosporaceae;Isoptericola;Isoptericola variabilis [3x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;S

chaalia;S
chaalia m

eyeri [2x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;S

chaalia;S
chaalia georgiae [2x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces sp. [2x],B
acteria;A

ctinobacteria;A
ctinobacteria;M

icrococcales;D
erm

acoccaceae;K
ytococcus;K

ytococcus sedentarius [2x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces sp. H

PA
0247 [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces sp. oral taxon 180 [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces sp. IC

M
47 [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces sp. H
M

S
C

035G
02 [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces sp. oral taxon 172 [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;M

icrococcales;C
ellulom

onadaceae;C
ellulom

onas;C
ellulom

onas flavigena [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;M

icrococcales;S
anguibacteraceae;S

anguibacter;S
anguibacter keddieii [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces sp. IC
M

58
[1x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;A
ctinom

yces;A
ctinom

yces sp. IC
M

39 [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces sp. H

M
S

C
062G

12 [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;A

ctinom
ycetales;A

ctinom
ycetaceae;A

ctinom
yces;A

ctinom
yces sp. IC

M
54 [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;M
icrococcales;P

rom
icrom

onosporaceae;X
ylanim

onas;X
ylanim

onas cellulosilytica [1x],B
acteria;A

ctinobacteria;A
ctinobacteria;C

orynebacteriales;M
ycobacteriaceae;M

ycobacteroides;M
ycobacteroides abscessus [1x],B

acteria;A
ctinobacteria;A

ctinobacteria;A
ctinom

ycetales;A
ctinom

ycetaceae;N
A

;N
A [1x])

ER
H

26371.1 (B
acteria;A

ctinobacteria;Actinobacteria;A
ctinom

ycetales;Actinom
ycetaceae;Actinom

yces;Actinom
yces sp. oral taxon 877)

[24x] M
BF0955038.1;W

P_048712824.1;M
B

B6333835.1;M
B

F0963562.1;EN
O

18222.1;W
P_115728490.1;W

P_034500501.1;W
P_184454341.1;W

P_198775673.1;W
P_072456916.1;W

P_019126794.1;W
P_076466351.1;SN

U
01495.1;W

P_009408392.1;M
BF0966788.1;W

P_182140953.1;M
B

F0943444.1;M
BF1730478.1;M

BF0973523.1;M
BF0949031.1;M

B
F1087571.1;W

P_131247232.1;W
P_154476789.1;M

BF1158756.1 (Bacteria;Actinobacteria;A
ctinobacteria;Actinom

ycetales;Actinom
ycetaceae;Actinom

yces;Actinom
yces sp. [5x],Bacteria;Actinobacteria;Actinobacteria;Actinom

ycetales;A
ctinom

ycetaceae;Schaalia;Schaalia cardiffensis [3x],Bacteria;Actinobacteria;Actinobacteria;Actinom
ycetales;Actinom

ycetaceae;S
chaalia;Schaalia hyovaginalis [3x],Bacteria;Actinobacteria;Actinobacteria;Actinom

ycetales;Actinom
ycetaceae;Trueperella;Trueperella pyogenes [2x],Bacteria;Actinobacteria;A

ctinobacteria;Actinom
ycetales;Actinom

ycetaceae;Actinom
yces;Actinom

yces sp. ph3 [1x],Bacteria;A
ctinobacteria;Actinobacteria;M

icrococcales;R
uaniaceae;N

A;R
uaniaceae bacterium

 KH
17 [1x],Bacteria;Actinobacteria;Actinobacteria;Actinom

ycetales;A
ctinom

ycetaceae;Schaalia;N
A [1x],Bacteria;Actinobacteria;Actinobacteria;Streptosporangiales;N

ocardiopsaceae;Therm
obifida;Therm

obifida sp. [1x],Bacteria;Actinobacteria;Actinobacteria;A
ctinom

ycetales;Actinom
ycetaceae;Actinom

yces;Actinom
yces bouchesdurhonensis [1x],Bacteria;Actinobacteria;Actinobacteria;Actinom

ycetales;A
ctinom

ycetaceae;Actinom
yces;Actinom

yces sp. oral taxon 181 [1x],Bacteria;A
ctinobacteria;Actinobacteria;Actinom

ycetales;Actinom
ycetaceae;Actinom

yces;Actinom
yces culturom

ici [1x],Bacteria;Actinobacteria;A
ctinobacteria;Actinom

ycetales;Actinom
ycetaceae;Schaalia;Schaalia sp. [1x],Bacteria;A

ctinobacteria;Actinobacteria;A
ctinom

ycetales;Actinom
ycetaceae;Actinom

yces;Actinom
yces sp. S6-Spd3 [1x],Bacteria;Actinobacteria;Actinobacteria;Actinom

ycetales;Actinom
ycetaceae;Actinom

yces;N
A [1x],Bacteria;Actinobacteria;Actinobacteria;Actinom

ycetales;A
ctinom

ycetaceae;Actinom
yces;Actinom

yces m
editerranea [1x])

[8x] W
P_082713963.1;ETI82800.1;W

P_109093924.1;W
P_122820267.1;KXB81906.1;W

P_022864987.1;W
P_101929154.1;W

P_083378447.1 (Bacteria;Actinobacteria;Actinobacteria;Actinom
ycetales;Actinom

ycetaceae;Varibaculum
;Varibaculum

 cam
briense [5x],Bacteria;Actinobacteria;Actinobacteria;Actinom

ycetales;Actinom
ycetaceae;Varibaculum

;Varibaculum
vaginae [1x],Bacteria;Actinobacteria;Actinobacteria;Actinom

ycetales;Actinom
ycetaceae;Ancrocorticia;Ancrocorticia populi [1x],Bacteria;Actinobacteria;Actinobacteria;Actinom

ycetales;Actinom
ycetaceae;Varibaculum

;Varibaculum
 m

assiliense [1x])

[12x] W
P_169761872.1;W

P_169755845.1;W
P_004011533.1;W

P_154544647.1;W
P_169759544.1;W

P_169761196.1;W
P_169767926.1;W

P_169770593.1;W
P_013188788.1;W

P_169768633.1;W
P_004008020.1;W

P_004008505.1 (Bacteria;Actinobacteria;Actinobacteria;Actinom
ycetales;Actinom

ycetaceae;M
obiluncus;M

obiluncus curtisii [10x],Bacteria;Actinobacteria;Actinobacteria;Actinom
ycetales;Actinom

ycetaceae;M
obiluncus;M

obiluncus holm
esii [2x])

[4x] W
P_101485589.1;W

P_024331146.1;W
P_102217163.1;W

P_004805603.1 (Bacteria;Actinobacteria;Actinobacteria;Actinom
ycetales;Actinom

ycetaceae;N
A;N

A [2x],Bacteria;Actinobacteria;Actinobacteria;Actinom
ycetales;Actinom

ycetaceae;G
leim

ia;G
leim

ia hom
inis [1x],Bacteria;Actinobacteria;Actinobacteria;Actinom

ycetales;Actinom
ycetaceae;Actinom

yces;Actinom
yces sp. U

M
B0138 [1x])

[4x] M
BE6484925.1;W

P_108715291.1;W
P_070740378.1;W

P_126145363.1 (Bacteria;Actinobacteria;Actinobacteria;Actinom
ycetales;Actinom

ycetaceae;Actinobaculum
;Actinobaculum

 sp. 352 [1x],Bacteria;Actinobacteria;Actinobacteria;Actinom
ycetales;Actinom

ycetaceae;Actinobaculum
;Actinobaculum

 sp. 313 [1x],Bacteria;Actinobacteria;Actinobacteria;Actinom
ycetales;Actinom

ycetaceae;N
A;Actinom

ycetaceae bacterium
 [1x],Bacteria;Actinobacteria;Actinobacteria;C

orynebacteriales;C
orynebacteriaceae;C

orynebacterium
;C

orynebacterium
 sp. H

M
SC

073D
01 [1x])

[2x] W
P_101677736.1;W

P_016458939.1 (Bacteria;Actinobacteria;Actinobacteria;C
orynebacteriales;C

orynebacteriaceae;C
orynebacterium

;C
orynebacterium

 pyruviciproducens [2x])

W
P_126039802.1 (Bacteria;Actinobacteria;Actinobacteria;Actinom

ycetales;Actinom
ycetaceae;Flaviflexus;Flaviflexus salsibiostraticola)

[9x] W
P_094729305.1;W

P_043165138.1;W
P_033495946.1;W

P_150394537.1;W
P_043260032.1;W

P_140444924.1;W
P_107044244.1;W

P_107040773.1;W
P_152973499.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 callitrichos [5x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 aesculapii [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 hapali [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;N
A [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 biavatii [1x])

W
P_150382959.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 rousetti)

[7x] TPF80751.1;KFI84539.1;W
P_152598609.1;W

P_140464682.1;TPF78755.1;W
P_150335960.1;W

P_140462719.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;N

A [4x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 reuteri [3x])

[3x] W
P_125979703.1;KFI53034.1;W

P_152580792.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 goeldii [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 tibiigranuli [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 biavatii [1x])

[3x] W
P_163200048.1;W

P_109137813.1;W
P_100509862.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 prim

atium
 [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 catulorum

 [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;N

A [1x])

[120x] W
P_129896045.1;W

P_120359371.1;W
P_081664147.1;R

YQ
16672.1;R

YN
12274.1;R

YQ
23583.1;KO

A44864.1;W
P_117675326.1;KFI77683.1;R

YQ
41095.1;W

P_052177358.1;W
P_129852997.1;W

P_129972106.1;W
P_130077689.1;W

P_129898883.1;W
P_129905848.1;W

P_129918006.1;R
YP95574.1;W

P_101392973.1;W
P_118239417.1;W

P_101397867.1;W
P_129866605.1;W

P_129867845.1;R
YP99515.1;W

P_129868538.1;W
P_136511190.1;W

P_089194268.1;AIZ16701.1;R
YQ

65673.1;W
P_039700922.1;AFJ17029.1;W

P_095508359.1;PKU
94057.1;W

P_129860091.1;W
P_101442063.1;W

P_129904269.1;R
YQ

72121.1;PKV04147.1;W
P_101454538.1;R

YQ
41334.1;W

P_101398986.1;W
P_130013531.1;W

P_129900815.1;W
P_129870043.1;W

P_129871970.1;R
YQ

67447.1;R
YP94377.1;W

P_129908684.1;W
P_101456213.1;R

YQ
54606.1;PKU

88485.1;W
P_129904736.1;PKU

95472.1;R
YP99598.1;W

P_101671214.1;W
P_033489435.1;R

YQ
17766.1;W

P_129990226.1;AC
S46660.1;W

P_129861409.1;W
P_129864629.1;R

YQ
48730.1;R

YQ
38095.1;PKU

99308.1;N
LW

57505.1;W
P_052832265.1;R

YQ
29048.1;W

P_129869377.1;W
P_051920798.1;W

P_129854811.1;W
P_129871211.1;W

P_129887590.1;KFI63877.1;W
P_129902785.1;W

P_101428925.1;W
P_130015365.1;W

P_129903359.1;R
YQ

32016.1;R
YQ

03772.1;R
YQ

67341.1;R
YQ

44112.1;R
YP99314.1;W

P_129898030.1;AC
L28815.1;W

P_129913555.1;R
YQ

58298.1;W
P_004218225.1;W

P_129914490.1;W
P_052825265.1;W

P_026646734.1;W
P_084079648.1;R

YP95168.1;W
P_034882701.1;PLS27342.1;R

YQ
04941.1;R

YQ
53054.1;R

YQ
06119.1;W

P_129851855.1;AEK30780.1;W
P_014698104.1;W

P_130095584.1;W
P_148291951.1;W

P_052826440.1;ASL78117.1;R
YQ

35799.1;W
P_129967045.1;ASW

24923.1;AJD
34423.1;R

YQ
08847.1;W

P_130079837.1;R
YQ

24046.1;R
YQ

33220.1;W
P_129854032.1;PKU

98676.1;W
P_101430382.1;W

P_033502336.1;W
P_129855605.1;AG

W
85487.1;W

P_129966595.1;W
P_129882110.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 pseudolongum

 [91x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 anim
alis [22x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 anseris [2x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 cuniculi [2x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 rum

inantium
 [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 sp. AG

R
2158 [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 pseudocatenulatum

 [1x])

[86x] EFA23016.1;W
P_034984694.1;W

P_195347673.1;KAB5914371.1;W
P_130082333.1;W

P_198051587.1;KFI56375.1;W
P_195262201.1;KAB5906718.1;BAF39995.1;KAB5743928.1;W

P_085346819.1;W
P_118092086.1;ATU

21095.1;KAB5931225.1;W
P_195526878.1;KFI57673.1;H

C
F97159.1;KAB5737943.1;W

P_085382081.1;W
P_118278403.1;W

P_195482090.1;W
P_046999774.1;W

P_117805870.1;W
P_033499893.1;W

P_080863650.1;W
P_195524885.1;W

P_024541077.1;W
P_195613016.1;W

P_117760008.1;W
P_085408538.1;W

P_035011560.1;W
P_138296783.1;W

P_041777373.1;W
P_039775585.1;W

P_095615664.1;W
P_195546058.1;W

P_085381071.1;W
P_099720744.1;W

P_085382653.1;W
P_095612991.1;KAB5836331.1;R

SX47137.1;W
P_085393387.1;W

P_055309348.1;KAB5844189.1;W
P_148401562.1;C

C
Y20389.1;W

P_195525479.1;W
P_195561308.1;PAU

66837.1;KAB5636833.1;W
P_070122859.1;W

P_038445206.1;W
P_195229713.1;KAB5742881.1;W

P_188015941.1;W
P_107646410.1;W

P_085380477.1;W
P_195393899.1;W

P_085407829.1;W
P_195400250.1;KAB5910521.1;W

P_117837086.1;W
P_195228419.1;W

P_195411668.1;W
P_195248161.1;KAB5919210.1;KAB5968089.1;W

P_124917310.1;PAU
69687.1;KIM

01823.1;W
P_117801123.1;W

P_118331978.1;KAB5856344.1;W
P_126032431.1;ED

N
82262.1;W

P_117779731.1;W
P_117838855.1;W

P_117320161.1;KAB5750875.1;W
P_055055069.1;W

P_195537366.1;W
P_195569774.1;W

P_195422725.1;KAB5830319.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 adolescentis [70x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 choerinum
 [4x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 gallicum

 [3x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 castoris [2x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 italicum
 [2x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 criceti [2x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 adolescentis C

AG
:119 [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;N
A [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 sp. [1x])

[40x] H
AK71957.1;W

P_117762583.1;W
P_003827059.1;W

P_173552412.1;W
P_196329504.1;W

P_080822500.1;H
C

A74786.1;W
P_180753402.1;W

P_003841189.1;W
P_195524113.1;W

P_186277675.1;R
SX55600.1;W

P_137657164.1;W
P_196335237.1;KFJ08112.1;W

P_044259215.1;W
P_169080517.1;W

P_125963346.1;W
P_034522427.1;W

P_196327292.1;W
P_163193698.1;W

P_137657848.1;W
P_195452099.1;W

P_187324932.1;W
P_137653051.1;W

P_065440017.1;W
P_154568631.1;W

P_039199112.1;W
P_196337025.1;W

P_162008504.1;W
P_137654768.1;W

P_045920476.1;W
P_003839170.1;W

P_196339568.1;KXS24588.1;W
P_196340244.1;W

P_163191368.1;W
P_034534455.1;W

P_033522221.1;W
P_034874588.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 dentium

 [13x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 m
oukalabense [5x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 tsurum

iense [4x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 catenulatum
 [3x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 pseudocatenulatum

 [3x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 angulatum
 [2x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 dolichotidis [2x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 sp. [2x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 m

erycicum
 [2x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 sp. D

SM
 109960 [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;N
A [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 adolescentis [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 sp. N

4G
05 [1x])

[4x] N
M

A53130.1;KFI61898.1;KFI89122.1;W
P_051912126.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 pullorum

 [3x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 sp. [1x])

W
P_091846979.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 com

m
une)

W
P_081867211.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 bom

bi)

[3x] W
P_024463666.1;W

P_033521761.1;M
U

H
59800.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 bohem

icum
 [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 subtile [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 sp. G

SD
1FS [1x])

[76x] EEB22193.1;W
P_033512534.1;W

P_029576610.1;W
P_065441235.1;W

P_182427492.1;W
P_181971698.1;W

P_171842710.1;W
P_195220230.1;W

P_065438126.1;W
P_193759564.1;W

P_174767743.1;W
P_182310960.1;W

P_065435249.1;W
P_015450020.1;W

P_181973114.1;W
P_182424977.1;W

P_181974837.1;M
ZL54635.1;W

P_182279681.1;W
P_101454949.1;W

P_181981991.1;W
P_181973882.1;EEG

71184.1;W
P_181971517.1;W

P_168973171.1;W
P_194150249.1;W

P_182279636.1;W
P_186291091.1;C

D
C

16730.1;W
P_144053478.1;W

P_193345786.1;W
P_181972131.1;KFJ06870.1;W

P_022859891.1;W
P_099571424.1;W

P_168984122.1;W
P_181971931.1;M

ZM
22871.1;KFI69486.1;W

P_101451893.1;KXS24413.1;G
EA40055.1;W

P_182427400.1;W
P_195943059.1;W

P_181991364.1;W
P_182279300.1;W

P_181972488.1;W
P_195506522.1;W

P_152356016.1;W
P_095279459.1;W

P_195938714.1;W
P_176694165.1;W

P_033500417.1;W
P_182338091.1;W

P_138266730.1;O
KY90423.1;W

P_182424915.1;KFJ00250.1;W
P_163228022.1;W

P_182425366.1;KEF27988.1;W
P_181993883.1;W

P_192917025.1;W
P_195346984.1;W

P_181973571.1;W
P_051616690.1;BAQ

29644.1;W
P_141671229.1;W

P_055063577.1;W
P_033505027.1;W

P_195224124.1;W
P_180376903.1;W

P_033493288.1;BAR
02281.1;W

P_182432296.1;W
P_182281496.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 pseudocatenulatum

 [48x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 catenulatum
 [9x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 therm

ophilum
 [7x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 porcinum

 [2x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 boum
 [2x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 m

agnum
 [2x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;N

A;N
A;Bifidobacteriales bacterium

 56_10 [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 pseudocatenulatum
 C

AG
:263 [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 apri [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 sp. N

5G
01 [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 choloepi [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 therm

acidophilum
 [1x])

[3x] W
P_026647584.1;W

P_188354960.1;KFI71359.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 m
inim

um
 [2x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;G

alliscardovia;G
alliscardovia ingluviei [1x])

[2x] O
ZG

52606.1;W
P_143516300.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Pseudoscardovia;Pseudoscardovia radai [2x])

[2x] W
P_169713367.1;O

ZG
53426.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Pseudoscardovia;Pseudoscardovia suis [2x])

[3x] W
P_040591344.1;W

P_006289858.1;W
P_006292103.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Parascardovia;Parascardovia denticolens [2x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Scardovia;Scardovia inopinata [1x])

[2x] N
LT79224.1;W

P_034253050.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 crudilactis [2x])

[2x] W
P_051921926.1;PKA93902.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 psychraerophilum

 [2x])

[3x] W
P_113853726.1;W

P_081924807.1;KFI39707.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium
;Bifidobacterium

 actinocoloniiform
e [2x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 xylocopae [1x])

[3x] W
P_150354788.1;W

P_169275320.1;W
P_152349631.1 (Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 avesanii [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 sp. D

SM
 109958 [1x],Bacteria;Actinobacteria;Actinobacteria;Bifidobacteriales;Bifidobacteriaceae;Bifidobacterium

;Bifidobacterium
 vespertilionis [1x])

[88x] W
P_002530434.1;O

FP49911.1;KPG
66022.1;W

P_002543829.1;W
P_002524250.1;W

P_002534786.1;W
P_002526823.1;W

P_002545258.1;W
P_028702532.1;W

P_122787787.1;W
P_002529970.1;W

P_123958038.1;W
P_156190457.1;W

P_002524027.1;ER
S36972.1;W

P_063811210.1;W
P_002517818.1;W

P_097827921.1;W
P_002537991.1;ER

S32896.1;W
P_115884603.1;W

P_097798865.1;W
P_064662016.1;ER

F65462.1;W
P_051281825.1;W

P_060801396.1;W
P_138680658.1;ER

S21675.1;W
P_116023234.1;O

IO
55339.1;W

P_062818916.1;W
P_117022784.1;W

P_098704631.1;VEI02139.1;W
P_002526319.1;W

P_064661377.1;EPH
01974.1;W

P_154562683.1;EG
L40549.1;W

P_036975982.1;ER
S33321.1;W

P_098817122.1;G
AE67351.1;W

P_065672754.1;W
P_002542076.1;G

AE74653.1;W
P_069101375.1;W

P_002513541.1;ER
S24356.1;W

P_002541576.1;AFV89595.1;SIJ96144.1;W
P_081583372.1;W

P_002525411.1;W
P_098704511.1;W

P_002543003.1;W
P_002548511.1;W

P_004811327.1;W
P_015582691.1;W

P_098691041.1;W
P_115930364.1;ER

F58084.1;W
P_070689216.1;W

P_002520531.1;W
P_002521598.1;W

P_007433858.1;KFC
16758.1;PZQ

76311.1;W
P_013069451.1;W

P_069971890.1;SN
V36262.1;O

FR
51935.1;W

P_002544970.1;W
P_002547232.1;W

P_002518941.1;W
P_036901830.1;W

P_130865487.1;W
P_115938156.1;W

P_114044737.1;W
P_002544534.1;W

P_116056312.1;W
P_071346138.1;W

P_002551097.1;W
P_011183812.1;EFD

06876.1;ER
S20277.1;M

BE3061323.1;W
P_117189057.1 (Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;C

utibacterium
;C

utibacterium
 acnes [39x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;N

A;N
A [10x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;C

utibacterium
;C

utibacterium
 avidum

 [9x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;Acidipropionibacterium
;Acidipropionibacterium

 jensenii [5x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;Acidipropionibacterium
;Acidipropionibacterium

 acidipropionici [4x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;C
utibacterium

;[Propionibacterium
] nam

netense [3x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;C
utibacterium

;C
utibacterium

 granulosum
 [3x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;Propionibacterium

;N
A [3x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;Propionibacterium

;Propionibacterium
 sp. C

G
1_02_60_36 [1x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;C

utibacterium
;C

utibacterium
 sp. W

C
A-380-W

T-3A [1x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;Propionibacterium
;Propionibacterium

 sp. 434-H
C

2 [1x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;Propionibacterium
;Propionibacterium

 sp. KPL1844 [1x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;Propionibacterium
;Propionibacterium

 sp. H
M

SC
078F10 [1x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;Acidipropionibacterium

;Acidipropionibacterium
 tim

onense [1x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;Acidipropionibacterium
;Acidipropionibacterium

 virtanenii [1x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;Propionibacterium
;Propionibacterium

 sp. H
M

SC
067A01 [1x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;C

utibacterium
;[Propionibacterium

] hum
erusii [1x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;Propionibacterium

;Propionibacterium
 sp. H

G
H

0353 [1x],Bacteria;Actinobacteria;Actinobacteria;Propionibacteriales;Propionibacteriaceae;Propionibacterium
;Propionibacterium

 sp. KPL2008 [1x],Bacteria;Actinobacteria;Actinobacteria;C
orynebacteriales;M

ycobacteriaceae;M
ycobacteroides;M

ycobacteroides abscessus [1x])

H
H

U
11767.1 (Bacteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;N

A;C
lostridiaceae bacterium

)
[2x] N

C
C

76373.1;N
C

A98790.1 (Bacteria;Firm
icutes;C

lostridia;N
A;N

A;N
A;C

lostridia bacterium
 [2x])

N
LN

45486.1 (Bacteria;Firm
icutes;C

lostridia;C
lostridiales;C

lostridiaceae;N
A;C

lostridiaceae bacterium
)

N
C

C
47529.1 (Bacteria;Firm

icutes;C
lostridia;N

A;N
A;N

A;C
lostridia bacterium

)

[5x] N
LO

62173.1;N
LT12081.1;H

AU
51495.1;H

H
T77326.1;N

LW
89589.1 (Bacteria;Firm

icutes;C
lostridia;C

lostridiales;C
lostridiaceae;N

A;C
lostridiaceae bacterium

 [4x],Bacteria;Firm
icutes;C

lostridia;C
lostridiales;N

A;N
A;C

lostridiales bacterium
 [1x])

[8x] W
P_034442689.1;NLX67903.1;SM

C34767.1;PW
J70702.1;SCW

40787.1;SDX88522.1;M
BE7072085.1;SEV83489.1 (Bacteria;Firm

icutes;Clostridia;Clostridiales;Rum
inococcaceae;NA;Rum

inococcaceae bacterium
 [2x],Bacteria;Firm

icutes;Clostridia;Clostridiales;Rum
inococcaceae;NA;Rum

inococcaceae bacterium
 YRB3002 [1x],Bacteria;Firm

icutes;Clostridia;Clostridiales;Rum
inococcaceae;NA;Rum

inococcaceae bacterium
 YAD3003 [1x],Bacteria;Firm

icutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. AE2032 [1x],Bacteria;Firm
icutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium

 [1x],Bacteria;Firm
icutes;Clostridia;Clostridiales;Rum

inococcaceae;NA;Rum
inococcaceae bacterium

 KH2T8 [1x],Bacteria;Firm
icutes;Clostridia;Clostridiales;Rum

inococcaceae;NA;NA [1x])

HHT24570.1 (Bacteria;Firm
icutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium

)

[2x] NLM
18966.1;NLJ70301.1 (Bacteria;Firm

icutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium
 [2x])

[2x] HHU53699.1;NLN52059.1 (Bacteria;Firm
icutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium

 [2x])

HHX37682.1 (Bacteria;Firm
icutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium

)

NLL65902.1 (Bacteria;Firm
icutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium

)

NJP39571.1 (Bacteria;Firm
icutes;Clostridia;Clostridiales;O

scillospiraceae;NA;O
scillospiraceae bacterium

 HV4-5-C5C)

[2x] NCC82804.1;NLJ94335.1 (Bacteria;Firm
icutes;Clostridia;NA;NA;NA;Clostridia bacterium

 [1x],Bacteria;Firm
icutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium

 [1x])

NLZ71622.1 (Bacteria;Firm
icutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium

)

NLZ77485.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;NA;NA;Spirochaetales bacterium
)

NCU25889.1 (Bacteria;Candidatus Nom
urabacteria;NA;NA;NA;NA;Candidatus Nom

urabacteria bacterium
)

W
P_191502528.1 (Bacteria;Firm

icutes;Clostridia;NA;NA;Candidatus Tabaqchalia;Candidatus Tabaqchalia intestinavium
)

M
BE7045118.1 (Bacteria;Firm

icutes;Clostridia;Clostridiales;Rum
inococcaceae;NA;Rum

inococcaceae bacterium
)

[6x] SCH82567.1;NDO
18927.1;CDC00876.1;RHP11281.1;RG

F96914.1;HBZ13801.1 (Bacteria;Firm
icutes;NA;NA;NA;NA;Firm

icutes bacterium
 AF36-3BH [1x],Bacteria;Firm

icutes;NA;NA;NA;NA;Firm
icutes bacterium

 CAG
:41 [1x],Bacteria;Firm

icutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium
 [1x],Bacteria;Firm

icutes;NA;NA;NA;NA;Firm
icutes bacterium

 AM
55-24TS [1x],Bacteria;Firm

icutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium
 M

D329 [1x],Bacteria;Firm
icutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium

;uncultured Clostridium
 sp. [1x])

NLB81593.1 (Bacteria;Firm
icutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium

)

[6x] W
P_059109169.1;W

P_186856490.1;W
P_066518341.1;W

P_066683999.1;W
P_066648515.1;W

P_046443082.1 (Bacteria;Firm
icutes;Clostridia;Clostridiales;Catabacteriaceae;Catabacter;Catabacter hongkongensis [2x],Bacteria;Firm

icutes;Clostridia;Clostridiales;Christensenellaceae;Christensenella;Christensenella tim
onensis [1x],Bacteria;Firm

icutes;Clostridia;Clostridiales;Christensenellaceae;Christensenella;Christensenella sp. NSJ-35 [1x],Bacteria;Firm
icutes;Clostridia;Clostridiales;Christensenellaceae;Christensenella;Christensenella sp. AF73-05CM

02 [1x],Bacteria;Firm
icutes;Clostridia;Clostridiales;Christensenellaceae;Christensenella;Christensenella m

inuta [1x])

M
BD5560926.1 (Bacteria;Firm

icutes;Clostridia;NA;NA;NA;Clostridia bacterium
)

NLE67634.1 (Bacteria;Lentisphaerae;NA;NA;NA;NA;Lentisphaerae bacterium
)

[62x] W
P_039965231.1;W

P_105087151.1;M
BF1729751.1;W

P_187002396.1;M
BF1759775.1;W

P_005379579.1;W
P_105098099.1;M

BF1747801.1;KUH50324.1;M
BF1760998.1;W

P_004694980.1;W
P_105090738.1;W

P_105089777.1;W
P_005375576.1;M

BF1740744.1;W
P_038124048.1;EFG

24961.1;W
P_038117186.1;W

P_119562558.1;W
P_123138116.1;W

P_137660760.1;W
P_105092749.1;W

P_038125683.1;W
P_060807251.1;M

BF1750998.1;EFG
23153.1;W

P_155087060.1;W
P_060919057.1;W

P_195186405.1;W
P_118091258.1;W

P_012864836.1;KXA65195.1;RG
Z81095.1;W

P_009661545.1;M
BD9033872.1;W

P_178885587.1;W
P_059364835.1;W

P_105081646.1;W
P_118354107.1;W

P_101928495.1;W
P_021148571.1;M

BF1753694.1;W
P_155085930.1;W

P_009352394.1;W
P_137661821.1;W

P_105084991.1;W
P_129823413.1;W

P_060924414.1;W
P_095066498.1;M

BF1757782.1;M
BF1744886.1;W

P_077707658.1;W
P_105083630.1;W

P_016476438.1;W
P_004698314.1;W

P_156931702.1;W
P_105093594.1;M

BF1752727.1;W
P_038148948.1;W

P_119982333.1;EKY20321.1;W
P_005385309.1 (Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella parvula [11x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella atypica [10x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella sp. [10x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella dispar [5x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella tobetsuensis [4x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;NA [3x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella sp. 3_1_44 [2x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella rodentium

 [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella sp. S13054-11 [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella sp. ICM
51a [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella sp. ACP1 [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella sp. AF13-2 [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella sp. S13053-19 [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella sp. T14073-2 [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella sp. T11011-6 [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella infantium

 [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella sp. AS16 [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella sp. 6_1_27 [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella rogosae [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella sp. T34266-5 [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella denticariosi [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella sp. oral taxon 158 [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella nakazawae [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella sp. M
12 [1x])

[3x] HCK95461.1;NCB96253.1;M
BF1757416.1 (Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella dispar [1x],Bacteria;Firm
icutes;Negativicutes;NA;NA;NA;Negativicutes bacterium

 [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella tobetsuensis [1x])

[4x] M
BF1765487.1;W

P_038152960.1;M
BD9034009.1;W

P_028258190.1 (Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella m

ontpellierensis [2x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella atypica [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Veillonella;Veillonella sp. [1x])

[51x] ERT56472.1;W
P_020311522.1;W

P_044504739.1;M
BF1330129.1;M

UP59586.1;W
P_087476768.1;W

P_074786969.1;W
P_059076681.1;M

BF1353524.1;W
P_014015137.1;W

P_095629162.1;W
P_186502376.1;W

P_101912517.1;SCH77300.1;W
P_027894750.1;W

P_091650540.1;EFD94331.1;W
P_118021421.1;W

P_170101255.1;HAM
04236.1;M

BF1346638.1;M
BF1326623.1;W

P_169013615.1;M
BF1345979.1;W

P_072981837.1;EG
S36354.1;W

P_107196773.1;KXB92999.1;M
BF1321060.1;W

P_039891914.1;AXB81546.1;W
P_036243346.1;W

P_048513805.1;KXB92003.1;M
UP48967.1;M

BD9021967.1;W
P_168059570.1;W

P_054335880.1;W
P_036202295.1;M

BF1342218.1;W
P_170087268.1;CDF05779.1;M

BF1325583.1;M
BF1348727.1;W

P_006943015.1;M
BF1356742.1;W

P_102889581.1;W
P_075571859.1;W

P_062411424.1;M
BF1334335.1;M

BD8934862.1 (Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;M

egasphaera;M
egasphaera m

icronuciform
is [12x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;M
egasphaera;M

egasphaera elsdenii [9x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;M

egasphaera;NA [4x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;M

egasphaera;M
egasphaera sp. BV3C16-1 [2x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;M
egasphaera;M

egasphaera hexanoica [2x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;M

egasphaera;M
egasphaera genom

osp. type_2 [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;NA;Veillonellaceae bacterium

 M
2-4 [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;M
egasphaera;M

egasphaera hom
inis [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;M
egasphaera;M

egasphaera cerevisiae [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;NA;NA [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;M
egasphaera;M

egasphaera sp. AM
44-1BH [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;M
egasphaera;M

egasphaera sp. UPII 135-E [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;M

egasphaera;M
egasphaera elsdenii CAG

:570 [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;M

egasphaera;M
egasphaera sp. [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;M
egasphaera;M

egasphaera vaginalis [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;NA;Veillonellaceae bacterium

 DNF00751 [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;M

egasphaera;M
egasphaera stantonii [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;NA;Veillonellaceae bacterium
 KA00182 [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Anaeroglobus;Anaeroglobus sp. [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;M

egasphaera;M
egasphaera paucivorans [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;NA;Veillonellaceae bacterium
 M

2-8 [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;M

egasphaera;M
egasphaera sp. SW

808 [1x],Bacteria;Firm
icutes;NA;NA;NA;NA;NA [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;M
egasphaera;M

egasphaera sp. DJF_B143 [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;M

egasphaera;M
egasphaera sp. An286 [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;M
egasphaera;M

egasphaera sp. ASD88 [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Colibacter;Colibacter m

assiliensis [1x])

[17x] CDA46798.1;M
UU08389.1;M

BF1128125.1;CDD80654.1;M
BD8954003.1;HBM

37359.1;HBK27732.1;W
P_143332671.1;M

BD9031291.1;M
BF1122216.1;M

BF1129275.1;M
BD9230779.1;W

P_007070669.1;HAQ
45298.1;HAD77874.1;W

P_108850691.1;W
P_008860283.1 (Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Dialister;Dialister sp. [7x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Dialister;Dialister invisus [5x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Dialister;Dialister sp. CAG
:486 [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Dialister;Dialister hom
inis [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Dialister;Dialister sp. CAG
:357 [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Dialister;Dialister m
assiliensis [1x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Dialister;Dialister succinatiphilus [1x])

[2x] PW
L44545.1;W

P_091362641.1 (Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;NA;Veillonellaceae bacterium

 [1x],Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Allisonella;Allisonella histam

iniform
ans [1x])

[3x] M
UU08308.1;CCZ55363.1;M

BF1132829.1 (Bacteria;Firm
icutes;Negativicutes;Veillonellales;Veillonellaceae;Dialister;Dialister invisus [2x],Bacteria;Firm

icutes;Negativicutes;Veillonellales;Veillonellaceae;Dialister;Dialister invisus CAG
:218 [1x])

[7x] W
P_087194596.1;W

P_125139521.1;W
P_195302647.1;CVH75575.1;W

P_197533069.1;O
UO

96706.1;W
P_103262619.1 (Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;G

ordonibacter;G
ordonibacter sp. An230 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;G

ordonibacter;G
ordonibacter pam

elaeae [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;G
ordonibacter;G

ordonibacter sp. An232A [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Adlercreutzia;Adlercreutzia sp. M
arseille-P7992 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;NA;Coriobacteriaceae bacterium

 CHKCI002 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;NA;NA [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Eggerthella;Eggerthella lenta [1x])

W
P_158049348.1 (Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Ellagibacter;Ellagibacter isourolithinifaciens)

[23x] W
P_114569068.1;W

P_114566589.1;W
P_120361216.1;RKI93841.1;CDD67768.1;W

P_114549395.1;W
P_160709476.1;W

P_161471342.1;W
P_157012540.1;BAN76495.1;W

P_114539209.1;W
P_123192627.1;W

P_117284653.1;W
P_173113987.1;W

P_051353476.1;W
P_160324504.1;W

P_161127919.1;W
P_136433672.1;NBH47998.1;W

P_154249479.1;W
P_151430953.1;W

P_160346933.1;W
P_084636292.1 (Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Adlercreutzia;Adlercreutzia equolifaciens [7x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Paraeggerthella;Paraeggerthella hongkongensis [2x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Gordonibacter;Gordonibacter pam

elaeae [2x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Adlercreutzia;Adlercreutzia m
uris [2x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Enterorhabdus;Adlercreutzia m

ucosicola [2x],Bacteria;NA;NA;NA;NA;NA;NA [2x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Adlercreutzia;Adlercreutzia caecim
uris [2x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Eggerthella;Eggerthella sp. CAG:368 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Enterorhabdus;Enterorhabdus sp. P55 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Adlercreutzia;Adlercreutzia sp. 8CFCBH1 [1x],Bacteria;NA;NA;NA;NA;NA;bacterium

 D16-63 [1x])

[15x] W
P_042432712.1;W

P_009077035.1;W
P_114620173.1;W

P_123219985.1;W
P_118349896.1;W

P_180995328.1;W
P_012797886.1;HAM

16229.1;EEZ61462.1;W
P_123198261.1;W

P_139652162.1;W
P_114616095.1;W

P_129423269.1;W
P_102373666.1;W

P_115314276.1 (Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Slackia;Slackia isoflavoniconvertens [2x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Senegalim
assilia;Senegalim

assilia anaerobia [2x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Slackia;Slackia exigua [2x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Senegalim
assilia;Senegalim

assilia faecalis [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Raoultibacter;Raoultibacter tim
onensis [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;NA;Eggerthellaceae bacterium

 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Slackia;Slackia faecicanis [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Raoultibacter;Raoultibacter sp. M
arseille-P8396 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Eggerthella;Eggerthella sp. AM

16-19 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Slackia;Slackia heliotrinireducens [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Slackia;Slackia sp. CM
382 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Raoultibacter;Raoultibacter m

assiliensis [1x])

[41x] W
P_186938677.1;W

P_031325600.1;W
P_015761346.1;W

P_165247950.1;W
P_161171090.1;W

P_114551547.1;W
P_035585680.1;W

P_139912060.1;EOS50028.1;W
P_154332942.1;W

P_103264234.1;W
P_136846231.1;W

P_114558104.1;W
P_160941307.1;W

P_101723541.1;W
P_114519717.1;W

P_096228591.1;W
P_148508682.1;CDD60085.1;W

P_114533370.1;CDB33479.1;M
BE6471082.1;W

P_183621457.1;W
P_154270654.1;W

P_114544982.1;OKY81674.1;W
P_087192322.1;W

P_195347218.1;W
P_114513614.1;EJZ83727.1;W

P_195631285.1;W
P_196007671.1;W

P_123185959.1;W
P_114518143.1;W

P_114554832.1;W
P_114552322.1;W

P_009306774.1;W
P_114551099.1;W

P_165043880.1;W
P_195260042.1;W

P_114557205.1 (Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Eggerthella;Eggerthella lenta [17x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Gordonibacter;Gordonibacter urolithinfaciens [3x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Adlercreutzia;Adlercreutzia caecicola [3x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Eggerthella;NA [2x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Slackia;Slackia piriform
is [2x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Adlercreutzia;Adlercreutzia caecim

uris [2x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Adlercreutzia;Adlercreutzia sp. ZJ141 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Eggerthella;Eggerthella sp. HF-1101 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Enteroscipio;Enteroscipio
rubneri [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Eggerthella;Eggerthella sp. NSJ-70 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Eggerthella;Eggerthella sp. CAG:209 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;NA;Coriobacteriaceae bacterium

 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Eggerthella;Eggerthella sp. CAG:298 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Eggerthella;Eggerthella sp. HF-4214 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Eggerthella;Eggerthella sinensis [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Eggerthella;Eggerthella sp. 51_9 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Adlercreutzia;Adlercreutzia sp. ZJ138 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Eggerthella;Eggerthella tim
onensis [1x])

[6x] NPD32107.1;QKF07318.1;M
BE5710879.1;W

P_124061772.1;TGY68237.1;NPD30674.1 (Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Slackia;Slackia sp. [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Enterorhabdus;Enterorhabdus sp. NM
05_H27 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;NA;Eggerthellaceae bacterium

 zg-1084 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Gordonibacter;Gordonibacter sp. M
arseille-P4307 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;NA;Eggerthellaceae bacterium

 zg-997 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;NA;Eggerthellaceae bacterium
 zg-1050 [1x])

[12x] W
P_012802894.1;M

BE6473907.1;NHM
14105.1;NHM

16274.1;CDD76277.1;W
P_165317364.1;W

P_185904407.1;W
P_165224435.1;NGM

17871.1;W
P_114601418.1;NBH54085.1;CCY06710.1 (Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Slackia;Slackia sp. ZJ350 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;NA;Eggerthellaceae bacterium

 zg-893 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Gordonibacter;Gordonibacter sp. 28C [1x],Bacteria;Firm
icutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium

 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Cryptobacterium
;Cryptobacterium

 sp. CAG:338 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;NA;Coriobacteriaceae bacterium
 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Cryptobacterium

;Cryptobacterium
 curtum

[1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;NA;Eggerthellaceae bacterium
 zg-887 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;NA;Eggerthellaceae bacterium

 zg-886 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Eggerthella;Eggerthella sp. CAG:1427 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Slackia;Slackia sp. ZJ119 [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Gordonibacter;Gordonibacter m
assiliensis [1x])

[4x] W
P_016477488.1;W

P_003149498.1;W
P_070699299.1;M

BF4804848.1 (Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Lancefieldella;Lancefieldella rim
ae [2x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Atopobium

;Atopobium
 sp. oral taxon 199 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Atopobium

;Atopobium
 sp. HM

SC064B08 [1x])

[7x] W
P_028263414.1;M

BF0599370.1;TGY62722.1;W
P_077597537.1;W

P_002563241.1;TGY58547.1;W
P_168895901.1 (Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;NA;Coriobacteriaceae bacterium

 [2x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. KGM
B02461 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;NA;Atopobiaceae bacterium

 FL090493 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella urininfantis [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Atopobium
;NA [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Atopobium

;Atopobium
 fossor [1x])

[100x] RRF94214.1;M
BF0906518.1;W

P_075575973.1;M
BF0911036.1;M

BD9244598.1;W
P_126421057.1;M

BF0924679.1;W
P_090844876.1;W

P_087410603.1;W
P_070638443.1;W

P_117743988.1;W
P_117652092.1;W

P_062529880.1;W
P_009279600.1;W

P_058271008.1;W
P_170104249.1;ERL11456.1;W

P_152070557.1;W
P_154539469.1;W

P_120179658.1;W
P_072374509.1;W

P_087431278.1;M
BF4808273.1;RRF98170.1;RRF90623.1;AGW

28777.1;W
P_167929882.1;W

P_118272941.1;W
P_130810750.1;W

P_195919159.1;W
P_035435423.1;W

P_072355245.1;W
P_091004009.1;W

P_194371701.1;W
P_167531639.1;M

BF0894650.1;W
P_040220174.1;W

P_087227562.1;W
P_035428515.1;W

P_035432474.1;W
P_036574578.1;W

P_087322674.1;KRO13665.1;RVU97433.1;W
P_075843524.1;W

P_118111073.1;W
P_173456074.1;M

BF4808998.1;W
P_118100419.1;OUO19556.1;W

P_195448089.1;W
P_138377949.1;W

P_050797647.1;M
BF0899880.1;W

P_148334437.1;W
P_091008552.1;W

P_117743834.1;W
P_193528980.1;M

BF0974880.1;W
P_068539624.1;W

P_124107633.1;W
P_169277822.1;M

BF0920235.1;W
P_087201142.1;W

P_102372759.1;W
P_154052581.1;W

P_087204873.1;W
P_090861286.1;W

P_102337894.1;W
P_012808245.1;W

P_117205553.1;W
P_147588578.1;M

BF0922419.1;W
P_021726009.1;M

BE6480231.1;W
P_118271907.1;W

P_144744064.1;CDD86015.1;W
P_087352147.1;W

P_013251302.1;W
P_075279369.1;W

P_050341579.1;W
P_019127641.1;W

P_118078466.1;W
P_087314371.1;W

P_021625066.1;W
P_154028086.1;M

BD9103762.1;W
P_195419237.1;M

BF0908047.1;W
P_078687007.1;W

P_073295952.1;W
P_059055093.1;W

P_066828423.1;M
BF0913049.1;W

P_152063759.1;M
BF0896404.1;HBO61350.1;W

P_087221223.1;W
P_154433743.1 (Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Atopobium

;Atopobium
 sp. [11x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella um

bonata [6x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella uli [5x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;NA [4x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;NA;Coriobacteriaceae bacterium
 [4x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Lancefieldella;Lancefieldella parvula [3x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella aerofaciens [3x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella bouchesdurhonensis [3x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. OM

07-12 [2x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. [2x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella intestinalis [2x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Parolsenella;Parolsenella catena [2x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. An307 [2x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. An270 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;NA;NA;Coriobacteriales bacterium
 OH1046 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella stercoris [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella scatoligenes [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. M

arseille-P4518 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. HM
SC062G07 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Enorm

a;Enorm
a m

assiliensis [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. M
arseille-P4559 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. LZLJ-2 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. SIT9 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. KH3B4 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. An2 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Enorm

a;Enorm
a phocaeensis [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;NA [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella ihuae [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella tanakaei [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella tim

onensis [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Parolsenella;Parolsenella m
assiliensis [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AK_207A [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. An293 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella provencensis [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;NA;Coriobacteriaceae bacterium

 BV3Ac1 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. KGM
B02528 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. An268 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. An188 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. oral taxon 809 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. DSM

 105246 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. CAG:289 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella m
editerranea [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. BA40 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. An290 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. kh2p3 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Lancefieldella;Lancefieldella rim

ae [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. AM
30-3LB [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. KCTC 15699 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella profusa [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Enorm

a;Enorm
a burkinafasonensis [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. An285 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Atopobium

;Atopobium
 sp. ICM

42b [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. GAM
18 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Olegusella;Olegusella m

assiliensis [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Atopobium
;Atopobium

 sp. oral taxon 810 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Atopobium
;Atopobium

 sp. BS2 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. oral taxon 807 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. D33t1_170424_A12 [1x],Bacteria;NA;NA;NA;NA;NA;uncultured bacterium
 EB3 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella provencensis [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. SW

781 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. DSM
 107455 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. An271 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Atopobiaceae;Olsenella;Olsenella sp. DNF00959 [1x])

[117x] W
P_172633505.1;W

P_161156159.1;W
P_161144634.1;SCH43128.1;W

P_195535526.1;W
P_195245878.1;W

P_117794065.1;W
P_152068552.1;W

P_117584130.1;W
P_019239840.1;W

P_195403860.1;W
P_117746445.1;AEB06393.1;W

P_195568581.1;W
P_154514841.1;W

P_117778604.1;W
P_117679632.1;W

P_138113205.1;EGX70415.1;W
P_117758393.1;W

P_195234777.1;W
P_117563828.1;W

P_006723931.1;M
BE6468738.1;W

P_161194086.1;W
P_118328225.1;W

P_118449225.1;W
P_161159415.1;W

P_117763480.1;W
P_118267052.1;W

P_055309456.1;W
P_152077193.1;W

P_117800700.1;W
P_117774057.1;W

P_117798498.1;W
P_035137599.1;W

P_118237067.1;W
P_117646020.1;W

P_117716945.1;W
P_195644232.1;W

P_117862670.1;EEA91405.1;W
P_087355272.1;W

P_118206282.1;W
P_195503725.1;W

P_118270624.1;W
P_195363753.1;W

P_196032057.1;W
P_117736138.1;W

P_094335765.1;W
P_118384955.1;W

P_161161599.1;W
P_085830575.1;PW

M
15890.1;W

P_118099282.1;W
P_195445329.1;W

P_118405150.1;W
P_148315870.1;W

P_117802887.1;W
P_117855563.1;W

P_172622455.1;ATP54902.1;W
P_195192062.1;W

P_118227090.1;W
P_117734258.1;W

P_117840248.1;W
P_118094720.1;W

P_161115092.1;W
P_087186527.1;W

P_118104451.1;W
P_117640250.1;CDA35695.1;W

P_118377110.1;W
P_117765198.1;W

P_118345180.1;W
P_117770092.1;W

P_118387222.1;W
P_117816930.1;W

P_118334139.1;W
P_117821072.1;W

P_118258898.1;W
P_117798275.1;W

P_117637648.1;W
P_118272947.1;EBA39821.1;W

P_195544005.1;W
P_161176778.1;W

P_117635716.1;W
P_117756875.1;RGX79739.1;W

P_195240794.1;W
P_152073360.1;W

P_195362250.1;W
P_089572291.1;W

P_138374879.1;OUN47878.1;W
P_118654360.1;W

P_117785894.1;W
P_117843141.1;W

P_117806986.1;W
P_138339555.1;W

P_118081086.1;W
P_196022447.1;W

P_156063232.1;W
P_117655947.1;W

P_117790164.1;W
P_117775906.1;W

P_055286805.1;W
P_195620839.1;W

P_117847985.1;W
P_196025737.1;W

P_154033499.1;W
P_144687258.1;W

P_152077723.1;W
P_195520668.1;W

P_115596263.1;W
P_195624954.1 (Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella aerofaciens [41x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;NA [19x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella tanakaei [3x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella intestinalis [2x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Enorm

a;NA [2x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. An7 [2x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Coriobacterium
;Coriobacterium

 glom
erans [2x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AM

18-10 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. TF07-1 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. TF11-5AC [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella stercoris [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Enorm
a;Enorm

a m
assiliensis [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AF11-11 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AF37-9 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella vaginalis [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AM

41-2BH [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AM
13-34 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. TM

06-3 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AM
20-15AC [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. OM

08-14AT [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. CAG:166 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. OF02-10 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AM
17-1 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AM

28-11LB [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. OF03-4AA [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AM
15-2 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. 4_8_47FAA [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AF08-23 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. TM

05-38 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AM
09-41 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AM

23-17 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;NA;Coriobacteriaceae bacterium
 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AF38-3AC [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AM

42-18AC [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. TM
05-37 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AM

36-4AA [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AF31-11 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. TF09-1AT [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AM
34-10 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AF16-8 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AF33-16 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AM

43-1 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. TF05-9AC [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AF29-7AC [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. OM
06-18AC [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AF20-14LB [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AF25-2LB [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Enorm

a;[Collinsella] m
assiliensis [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AF15-51 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. TM

10-22 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AF14-35 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;Collinsella sp. AM
44-11 [1x],Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;Collinsella;uncultured Collinsella sp. [1x])

PW
L78533.1 (Bacteria;Actinobacteria;Coriobacteriia;NA;NA;NA;Coriobacteriia bacterium

)

NLG10743.1 (Bacteria;Actinobacteria;Coriobacteriia;Coriobacteriales;Coriobacteriaceae;NA;Coriobacteriaceae bacterium
)

NTU88757.1 (Bacteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium
)

[2x] NLT36326.1;NLE74750.1 (Bacteria;Actinobacteria;Actinobacteria;NA;NA;NA;Actinobacteria bacterium
 [1x],Bacteria;Actinobacteria;Rubrobacteria;Gaiellales;NA;NA;Gaiellales bacterium

 [1x])

M
BE6464164.1 (Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;NA;Eggerthellaceae bacterium

)

[2x] W
P_158048859.1;PW

M
42199.1 (Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Ellagibacter;Ellagibacter isourolithinifaciens [1x],Bacteria;Actinobacteria;Coriobacteriia;NA;NA;NA;Coriobacteriia bacterium

 [1x])

HAM
16288.1 (Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;NA;Eggerthellaceae bacterium

)

NTW
29389.1 (Bacteria;Actinobacteria;Coriobacteriia;NA;NA;NA;Coriobacteriia bacterium

)

[8x] RDB64360.1;W
P_161959430.1;W

P_087190722.1;W
P_158539636.1;W

P_185903965.1;ROT91969.1;W
P_157005782.1;W

P_154247947.1 (Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Gordonibacter;Gordonibacter urolithinfaciens [4x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Gordonibacter;Gordonibacter sp. 28C [2x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Gordonibacter;Gordonibacter pam
elaeae [1x],Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Gordonibacter;Gordonibacter m

assiliensis [1x])

W
P_158050385.1 (Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Ellagibacter;Ellagibacter isourolithinifaciens)

W
P_102375612.1 (Bacteria;Actinobacteria;Coriobacteriia;Eggerthellales;Eggerthellaceae;Raoultibacter;Raoultibacter m

assiliensis)

[2x] NLG89375.1;NLM
28322.1 (Bacteria;Firm

icutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium
 [2x])

[6x] MBD5081181.1;MBD5103759.1;MBD5117420.1;HBI51715.1;HBH94215.1;MBD5115444.1 (Bacteria;Firm
icutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [6x])

[23x] CCY74724.1;CDC44140.1;MBE6890368.1;EDS00831.1;MBD5128932.1;MBE6900988.1;HCS32376.1;MBE6880410.1;MBD5111092.1;HBW
63851.1;HCS03117.1;CUQ90681.1;CBL33519.1;CBK95494.1;CCY16830.1;NLJ15666.1;HCD69476.1;OLA09063.1;MBE5715201.1;MBD5384564.1;MBD9060507.1;MBE5719866.1;HBM30438.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [11x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;[Eubacterium] siraeum [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Ruminiclostridium;Ruminiclostridium sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. CAG:786 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. 45_250 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. CAG:115 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium siraeum CAG:80 [1x])

W
P_191358833.1 (Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Neoruminococcus;Candidatus Neoruminococcus faecicola)

[2x] W
P_191412414.1;W

P_191409326.1 (Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Protoclostridium;Candidatus Protoclostridium gallicola [1x],Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Protoclostridium;Candidatus Protoclostridium intestinavium [1x])

MBD5132041.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium)

[2x] NLC16315.1;HHW
89316.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [2x])

[8x] HHT93149.1;PW
M21084.1;HBV52406.1;MBE7056588.1;NLN05977.1;MBE7066063.1;MBE7065282.1;MBE7057496.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [2x])

[6x] MBD5442095.1;HAO30718.1;MBD5409004.1;W
P_078933621.1;HBB42774.1;MBD5403588.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema sp. [5x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema porcinum [1x])

[4x] W
P_022931136.1;MBE6359851.1;W

P_074933425.1;W
P_187382660.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema bryantii [3x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema sp. Marseille-Q3903 [1x])

[45x] MBE6354035.1;W
P_198442163.1;MBD5434377.1;W

P_027729297.1;MBE6344060.1;W
P_184652906.1;W

P_147616046.1;EPF25422.1;W
P_013700755.1;W

P_147613650.1;W
P_147634845.1;HAZ97411.1;W

P_162504676.1;MBD5448272.1;W
P_078930554.1;W

P_162502462.1;W
P_074642606.1;MBD5428612.1;NLK59491.1;W

P_184656303.1;W
P_180485396.1;MBD5437322.1;W

P_156827972.1;MBD5441152.1;HBG66523.1;W
P_040841986.1;W

P_009102905.1;HAH62126.1;HAC31244.1;HBD67762.1;EIC02968.1;W
P_021686272.1;MBE6349260.1;MBD5428669.1;MBD5427561.1;W

P_191014760.1;MBE6347433.1;W
P_187420246.1;W

P_013759077.1;W
P_021329826.1;W

P_021495464.1;NLM00294.1;MBD5436802.1;EPF32046.1;W
P_187383633.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema sp. [16x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema socranskii [4x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;NA;Spirochaetaceae bacterium [3x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema pectinovorum [3x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema saccharophilum [2x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema maltophilum [2x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema endosymbiont of Eucomonympha sp. [2x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema berlinense [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema brennaborense [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema rectale [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema zioleckii [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema sp. RCC2812 [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema sp. Marseille-Q4130 [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema bryantii [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema ruminis [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema lecithinolyticum [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema succinifaciens [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema sp. Marseille-Q4132 [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema sp. JC4 [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema sp. C6A8 [1x])

MBD5447839.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema sp.)

[2x] HBB15169.1;NLK45161.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema sp. [2x])

HHU37321.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema sp.)

[4x] W
P_149162599.1;OQA62979.1;OQB04246.1;W

P_002696157.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema phagedenis [2x],Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium ADurb.Bin215 [1x],Bacteria;Spirochaetes;NA;NA;NA;NA;Spirochaetes bacterium ADurb.Bin269 [1x])

[2x] OHT01512.1;OHT04974.1 (Eukaryota;Parabasalia;NA;Tritrichomonadida;Tritrichomonadidae;Tritrichomonas;Tritrichomonas foetus [2x])

[4x] W
P_024752817.1;W

P_044634659.1;W
P_148884209.1;W

P_148879490.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema phagedenis [4x])

[8x] EPF47963.1;W
P_155997533.1;W

P_144389641.1;W
P_100067770.1;W

P_040859249.1;EPF27758.1;AIW
88609.1;EEV19672.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema vincentii [4x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema sp. OMZ 838 [2x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema medium [2x])

[19x] W
P_147624693.1;W

P_010699558.1;W
P_024465197.1;W

P_002678464.1;W
P_044962998.1;W

P_002670962.1;W
P_010690562.1;W

P_010697449.1;EGC77438.1;W
P_024468560.1;W

P_002683123.1;W
P_002689170.1;W

P_020966006.1;W
P_029409663.1;W

P_044979244.1;W
P_002679398.1;W

P_024466464.1;W
P_194075639.1;W

P_002690146.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema denticola [11x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema pedis [6x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;NA [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema putidum [1x])

PIE98694.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Treponema;Treponema sp.)

[2x] W
P_100081779.1;SCM76894.1 (Bacteria;Proteobacteria;Alphaproteobacteria;Rhizobiales;Methylocystaceae;Pleomorphomonas;Pleomorphomonas carboxyditropha [1x],Bacteria;Proteobacteria;Alphaproteobacteria;Rhizobiales;Methylocystaceae;Pleomorphomonas;uncultured Pleomorphomonas sp. [1x])

W
P_126979767.1 (Bacteria;Proteobacteria;Betaproteobacteria;Burkholderiales;NA;Saezia;Saezia sanguinis)

[7x] HBT19663.1;W
P_031576045.1;NLB19836.1;W

P_074909363.1;W
P_023384458.1;HBW

14424.1;NCC79244.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Proteiniclasticum;Proteiniclasticum ruminis [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Proteiniclasticum;Proteiniclasticum sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. [1x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Youngiibacter;Youngiibacter fragilis [1x])

[2x] PKK39352.1;NLB21849.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium JG1575 [1x])

[2x] MBE6994467.1;HBF86549.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [1x])

HCH68768.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium)

[6x] W
P_033120064.1;MBD9252965.1;W

P_102266185.1;HCG66260.1;OLA25807.1;RHU69250.1 (Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;Massilicoli;Massilicoli timonensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Oscillospiraceae;Oscillibacter;Oscillibacter sp. ER4 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Oscillospiraceae;Oscillibacter;Oscillibacter sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium TF06-43 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium CAG:129_59_24 [1x],Bacteria;NA;NA;NA;NA;NA;bacterium [1x])

[28x] MBC8537399.1;MBD9009683.1;MBD9115767.1;CCZ46493.1;HBK25147.1;MBE6951127.1;MBD8991180.1;MBE6997622.1;MBE6918509.1;W
P_191494938.1;MBE6673454.1;HCR51859.1;MBE6685411.1;HCQ50770.1;MBE6967690.1;HCS34097.1;MBE6931130.1;W

P_191459542.1;MBE6665960.1;CDB27358.1;MBE5733302.1;PW
L97686.1;CCX91773.1;MBE6696677.1;MBE6649769.1;HBD31330.1;MBE6925083.1;MBD9221102.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [11x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [7x],Bacteria;Firmicutes;Clostridia;Clostridiales;Oscillospiraceae;Oscillibacter;Oscillibacter sp. [3x],Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Neochristensenella;Candidatus Neochristensenella gallicola [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium CAG:129 [1x],Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Geddesella;Candidatus Geddesella stercoravicola [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Oscillospiraceae;Oscillibacter;Oscillibacter sp. CAG:241 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;NA;NA;Selenomonadales bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Christensenellaceae;NA;Christensenellaceae bacterium NSJ-63 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium CAG:110 [1x])

MBE6783440.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium)

MBE7011376.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium)

MBE6911531.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium)

[8x] HCE15801.1;MBD9172247.1;CDE51617.1;OLA20970.1;MBE5797819.1;HCI49336.1;MBD9280571.1;MBD9285033.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;Faecalibacterium sp. CAG:74 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Faecalibacterium;Faecalibacterium sp. CAG:74_58_120 [1x])

W
P_191339070.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. UBA1409)

[2x] MBE6673560.1;MBE6663849.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium [2x])

MBE6108068.1 (Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;NA;Erysipelotrichaceae bacterium)

MBE6517216.1 (Archaea;Euryarchaeota;Thermoplasmata;NA;NA;NA;Thermoplasmata archaeon)

MBE6938799.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium)

MBE6794050.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium)

[2x] WP_191392112.1;WP_191462405.1 (Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Avimicrobium;Candidatus Avimicrobium caecorum [1x],Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Avimicrobium;Candidatus Avimicrobium faecavium [1x])

MBE5969492.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium)

MBE6018296.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium)

[3x] WP_117532604.1;WP_138268800.1;WP_007049945.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Anaerofustis;Anaerofustis stercorihominis [3x])

[27x] HAT02766.1;MBE6005175.1;WP_091205579.1;WP_036599008.1;MBF1284021.1;WP_009536552.1;WP_183684123.1;NLD29198.1;WP_040648615.1;MBF0983351.1;WP_009428980.1;WP_051019841.1;WP_031549773.1;HCS67549.1;WP_029199960.1;WP_179010641.1;WP_078036336.1;ERL22869.1;WP_009534109.1;WP_090814850.1;MBF1304906.1;WP_040653283.1;ETP72380.1;EEJ51708.1;MBF1269457.1;EFE92695.1;WP_051671556.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Oribacterium;Oribacterium parvum [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Oribacterium;Oribacterium sp. oral taxon 078 [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Oribacterium;Oribacterium sinus [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Oribacterium;Oribacterium sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Oribacterium;Oribacterium sp. FC2011 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Oribacterium;Oribacterium sp. oral taxon 108 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium JC7 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Oribacterium;Oribacterium sp. P6A1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Oribacterium;Oribacterium asaccharolyticum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Oribacterium;Oribacterium sp. WCC10 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Oribacterium;Oribacterium sp. oral taxon 102 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Oribacterium;Oribacterium sp. NK2B42 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Oribacterium;Oribacterium sp. C9 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Oribacterium;Oribacterium sp. KHPX15 [1x])

[249x] NLL01020.1;WP_118740525.1;WP_034214068.1;WP_144365566.1;WP_065550306.1;WP_009663354.1;WP_077612194.1;WP_009532658.1;EGG86549.1;WP_089775264.1;WP_066545256.1;WP_117567178.1;MBE5922562.1;HCS14150.1;WP_186840268.1;WP_195627247.1;WP_055649869.1;KAB0578675.1;NLK27198.1;BCN30450.1;WP_173876765.1;NLJ95958.1;WP_125143974.1;HCK45067.1;CUH93222.1;CCY44686.1;WP_118530264.1;WP_120055507.1;MSS63283.1;MBB5264986.1;RGE13112.1;WP_117415596.1;NBH71085.1;WP_118543600.1;SCH44265.1;WP_195415647.1;WP_118732770.1;WP_027640852.1;CUX41288.1;MBF1256517.1;WP_101877204.1;HHT57925.1;WP_003524351.1;WP_002589639.1;WP_194610518.1;CUO06452.1;MBE5968496.1;WP_055659670.1;WP_026892889.1;WP_195633085.1;NBJ81952.1;BBF42039.1;MBE5994906.1;WP_002577713.1;SEF40590.1;SHI35080.1;WP_186873951.1;WP_003498979.1;WP_118008179.1;WP_107000333.1;WP_154471613.1;WP_094757242.1;WP_186423903.1;WP_118300561.1;RKW37324.1;WP_060932050.1;WP_165640797.1;PNH19043.1;CDD34360.1;SCI16260.1;WP_110325524.1;WP_118588498.1;WP_118718126.1;WP_117626054.1;WP_074662119.1;WP_007863288.1;HCW27419.1;WP_118636947.1;WP_150834733.1;HHT88899.1;NBH17203.1;WP_197659917.1;MTK07976.1;WP_002571739.1;SCI70837.1;WP_118628630.1;WP_048929523.1;WP_117556053.1;RKW47855.1;WP_074649050.1;WP_120196123.1;HBE85569.1;MBB2183691.1;WP_191537581.1;WP_055175137.1;CBL40041.1;WP_111525090.1;HHV10355.1;NLP34761.1;WP_002567948.1;MBC8561532.1;WP_118605530.1;WP_118705521.1;MBC8598080.1;WP_187024231.1;NLK03346.1;WP_118024236.1;CDC40018.1;WP_058352256.1;SCH97171.1;NLP15903.1;EEC56986.1;WP_125476593.1;WP_066720744.1;WP_118322291.1;NLL92736.1;WP_084123988.1;MBE5957675.1;OKZ82432.1;NCB99292.1;WP_148510452.1;WP_183774525.1;NLC19336.1;WP_118742676.1;WP_035317683.1;HBD40264.1;WP_185256006.1;WP_170822390.1;WP_007595225.1;WP_118651250.1;WP_118523671.1;WP_170065350.1;WP_118756954.1;WP_058258486.1;WP_195629191.1;WP_118752102.1;WP_087222460.1;WP_118749500.1;WP_029467427.1;WP_103227371.1;WP_008752601.1;WP_130434936.1;WP_024345607.1;EHF07476.1;WP_092563802.1;EEQ58252.1;WP_118293593.1;KIR01916.1;WP_031474646.1;WP_176255447.1;WP_083425174.1;WP_024737513.1;HCD42762.1;WP_008398977.1;WP_008753632.1;WP_024293508.1;WP_118672616.1;HBM47224.1;NLY47982.1;WP_117634247.1;MBE5979048.1;CCY68351.1;WP_100307217.1;CDE47327.1;OKZ62053.1;HHU70647.1;MBE5962019.1;SCH79852.1;WP_117552370.1;MBE5929562.1;WP_124950407.1;RJW87421.1;WP_118298304.1;WP_118706757.1;WP_078766750.1;WP_118736619.1;WP_006770797.1;WP_118570071.1;SDM74856.1;MBF1249194.1;WP_117622893.1;WP_195597504.1;RHQ16807.1;WP_191533892.1;WP_154525553.1;WP_195611667.1;MBF1014886.1;SEU20734.1;CBK76253.1;WP_118507503.1;WP_138309624.1;WP_025229924.1;WP_097004846.1;RKJ04112.1;WP_118534431.1;WP_161839348.1;CDE69892.1;SCI41103.1;WP_022202647.1;WP_124066844.1;CDC44922.1;WP_117470846.1;WP_118597266.1;WP_092371775.1;WP_013271390.1;WP_092453275.1;WP_142411997.1;WP_045091784.1;WP_081848719.1;WP_002601435.1;MBE5974478.1;NLO08371.1;WP_118655137.1;EHO49938.1;WP_103201903.1;WP_006783000.1;TAH75112.1;WP_104438870.1;WP_117504264.1;MBD9273817.1;WP_118515693.1;EEG56599.1;WP_132093927.1;WP_091687554.1;WP_128674940.1;WP_138312795.1;HAR91800.1;WP_002593237.1;WP_117796361.1;WP_173893655.1;WP_038277760.1;WP_022032623.1;WP_118020924.1;HAH18029.1;MBD5156421.1;WP_118467895.1;WP_191552821.1;WP_100042930.1;WP_118033382.1;WP_143322218.1;WP_118690037.1;WP_117778073.1;WP_002586111.1;WP_092243054.1;NBI69616.1;NBH35270.1;WP_005539357.1;NLL73433.1;NBH48635.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [14x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [12x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;NA [11x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Hungatella;Hungatella hathewayi [9x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;NA [8x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;[Clostridium] symbiosum [7x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Enterocloster;Enterocloster bolteae [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;uncultured Clostridium sp. [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Enterocloster;Enterocloster clostridioformis [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;Lachnoclostridium sp. [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Enterocloster;Enterocloster citroniae [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;NA [4x],Bacteria;NA;NA;NA;NA;NA;NA [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Herbinix;Herbinix luporum [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lacrimispora;Lacrimispora celerecrescens [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Enterocloster;Enterocloster asparagiformis [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;NA [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoanaerobaculum;Lachnoanaerobaculum saburreum [3x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;NA;Paenibacillaceae bacterium [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Parasporobacterium;Parasporobacterium paucivorans [2x],Bacteria;Fusobacteria;Fusobacteriia;Fusobacteriales;Fusobacteriaceae;Fusobacterium;Fusobacterium naviforme [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Herbinix;Herbinix hemicellulosilytica [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;[Clostridium] aminophilum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Enterocloster;Enterocloster lavalensis [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lacrimispora;Lacrimispora sphenoides [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Catenibacillus;Catenibacillus scindens [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Stomatobaculum;Stomatobaculum longum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Enterocloster;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lacrimispora;Lacrimispora amygdalina [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium AF36-10 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium KM106-2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;[Clostridium] populeti [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium NSJ-37 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Hungatella;Hungatella sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoanaerobaculum;Lachnoanaerobaculum orale [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AM18-55 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;[Clostridium] fimetarium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. YH-T4B42 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;Lachnoclostridium edouardi [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. 12(A) [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;Desulfotomaculum sp. OF05-3 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium TF01-6 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. WCA-389-WT-23D1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;[Clostridium] methoxybenzovorans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. CAG:161 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium uniforme [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. OM05-5BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AM28-20LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium transplantifaecale [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. WB02_MRS01 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. HBUAS56010 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:7 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AF20-17LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. KNHs205 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoanaerobaculum;Lachnoanaerobaculum umeaense [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerocolumna;Anaerocolumna sp. CTTW [1x],Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Paralachnospira;Candidatus Paralachnospira avium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:411 [1x],Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Paralachnospira;Candidatus Paralachnospira sangeri [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium WCA-693-APC-MOT-I [1x],Bacteria;Chloroflexi;Anaerolineae;Anaerolineales;Anaerolineaceae;NA;Anaerolineaceae bacterium [1x],Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Pseudolachnospira;Candidatus Pseudolachnospira avium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Cuneatibacter;Cuneatibacter caecimuris [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AF21-20LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Johnsonella;Johnsonella ignava [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;Lachnoclostridium sp. An14 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:277 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. TF11-13AC [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoanaerobaculum;Lachnoanaerobaculum sp. OBRC5-5 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. ASBs410 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoanaerobaculum;Lachnoanaerobaculum sp. ICM7 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Acetivibrio;Acetivibrio ethanolgignens [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AF20-7 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. Marseille-P7770 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium indicum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium oral taxon 082 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AM32-2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerocolumna;Anaerocolumna sp. CBA3638 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AM22-11AC [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:58 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium MD1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. CAG:318 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AM33-3 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AM25-23AC [1x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Frisingicoccus;Frisingicoccus caecimuris [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Hungatella;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;butyrate-producing bacterium SS3/4 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. 1xD21-23 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AT4 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Mobilitalea;Mobilitalea sibirica [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AM34-11AC [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoanaerobaculum;Lachnoanaerobaculum gingivalis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium AM48-27BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium TB5 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium fessum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium TWA4 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AM27-28 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AF32-12BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoanaerobaculum;Lachnoanaerobaculum sp. MSX33 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. Marseille-P2415 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AM22-16AC [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AM49-4BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lacrimispora;Lacrimispora algidixylanolytica [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. Marseille-P299 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium 1_7_47FAA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lacrimispora;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. 1001283B150225_161107_B6 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. OF03-18AA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AM30-24 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium oral taxon 500 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. BX4 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Enterocloster;Enterocloster aldensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AM16-23 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. E02 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnospira;Lachnospira multipara [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. chh4-2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Hungatella;Hungatella effluvii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AF37-5AT [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. TM06-18 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerocolumna;Anaerocolumna jejuensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lacrimispora;Lacrimispora saccharolytica [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. 44_14 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. C5-48 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Hungatella;Hungatella sp. L12 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;[Bacteroides] pectinophilus [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lacrimispora;Lacrimispora aerotolerans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. 42_12 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. OM02-18AC [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Hungatella;Hungatella xylanolytica [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. C105KSO15 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AF27-2AA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium BX10 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. CAG:309 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnospira;Lachnospira pectinoschiza [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerocolumna;Anaerocolumna aminovalerica [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AM29-11AC [1x])

NLC74258.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium)

[7x] HBA10713.1;MBD8940752.1;MBD5458657.1;HAS21502.1;MBD9008286.1;WP_130838610.1;MBF1029898.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;Lachnoclostridium sp. Marseille-P6806 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. [1x])

SDZ98497.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium NK3A20)

[927x] WP_195230345.1;MBD5508306.1;WP_118000415.1;WP_191437561.1;RGC72844.1;WP_118409270.1;WP_191397225.1;MBE5964629.1;WP_117831222.1;WP_016440592.1;WP_022388823.1;WP_055265421.1;SCI00945.1;WP_191466157.1;MBE5822708.1;WP_195367538.1;WP_090528359.1;HCS84177.1;WP_026526564.1;WP_106492573.1;WP_118391522.1;WP_008372260.1;HAR70153.1;WP_173770525.1;WP_101694241.1;WP_173758383.1;WP_028244054.1;OKZ46122.1;WP_044297119.1;RHQ26350.1;HAJ73781.1;RKJ42776.1;WP_104805733.1;WP_072853134.1;WP_072917644.1;CDB65764.1;MBE5849470.1;WP_118106243.1;HAX55538.1;RHP00432.1;NLZ81859.1;WP_055306680.1;WP_154322583.1;WP_022763880.1;WP_016438588.1;WP_044938014.1;WP_195250014.1;WP_173739281.1;RGU29173.1;MBE5940544.1;HAJ40140.1;WP_118346605.1;WP_055058072.1;CDF09817.1;WP_090163290.1;WP_026660328.1;WP_118109557.1;MBE5897026.1;WP_118096611.1;WP_196019765.1;HAK17832.1;WP_028086148.1;WP_103241471.1;WP_055215083.1;WP_138344943.1;MBE5891453.1;WP_092246895.1;HBZ24254.1;WP_026487813.1;WP_118608319.1;WP_090419215.1;MBE5856839.1;HCI18924.1;WP_106788104.1;HBA46403.1;WP_087155980.1;WP_101882177.1;PVX58684.1;WP_074883688.1;WP_015527156.1;WP_118626173.1;WP_118749947.1;MBD9007729.1;WP_123608898.1;EMZ36485.1;WP_173756004.1;WP_117824977.1;WP_073386970.1;WP_117556688.1;MBE5913147.1;WP_173723241.1;NLL80288.1;WP_117823900.1;WP_021651376.1;WP_173899570.1;MBD9069472.1;WP_033124589.1;WP_101871193.1;WP_118571078.1;WP_173767317.1;WP_117612754.1;WP_118050986.1;WP_087168056.1;WP_173691837.1;HCI25383.1;WP_117648920.1;WP_174095830.1;NBI87096.1;WP_195278012.1;WP_173866856.1;WP_187558117.1;HBS89678.1;WP_144166739.1;WP_173703506.1;NCB93242.1;WP_074461237.1;WP_118370396.1;RHV47665.1;WP_138271391.1;WP_117787206.1;WP_119225042.1;WP_173771343.1;CCZ04600.1;CCX82150.1;HBA06828.1;WP_055201234.1;WP_118752984.1;SCH49935.1;WP_117524559.1;WP_129795578.1;WP_196027657.1;EOS44793.1;MBD5550970.1;WP_118668332.1;HCH82177.1;WP_117834546.1;WP_132275263.1;WP_118062146.1;MBF1008534.1;MBD8931160.1;WP_161143733.1;SCG93728.1;WP_117844210.1;MSC54318.1;WP_195396598.1;WP_099392220.1;WP_066575889.1;WP_016214609.1;AEN96355.1;WP_173701947.1;WP_105308740.1;RGI70721.1;WP_005610232.1;WP_005336559.1;MBE5703352.1;WP_103731377.1;OLA55996.1;CDD45957.1;RGH41615.1;RGK44513.1;MBD5516376.1;CDA69804.1;WP_195991082.1;WP_092336039.1;WP_008703494.1;WP_118309676.1;CUN28129.1;NLG04182.1;MBD5466041.1;WP_151143629.1;WP_027437590.1;WP_187566166.1;WP_055262161.1;CDF07898.1;NBH84456.1;WP_055156612.1;WP_111919338.1;WP_087159429.1;WP_021739003.1;MBE5919641.1;WP_055163526.1;HCM91738.1;CDF42708.1;WP_101878897.1;CDD78486.1;WP_026515440.1;WP_138276408.1;WP_055227465.1;PWJ31748.1;WP_130096531.1;WP_082223837.1;WP_094380047.1;WP_195254967.1;MBE5845906.1;SHF23289.1;WP_066732077.1;WP_047777806.1;WP_173679353.1;WP_195967857.1;WP_055181020.1;CDC54340.1;WP_173787201.1;RGM52849.1;WP_055055144.1;MBE5827121.1;WP_195409833.1;RKJ22058.1;WP_195567038.1;WP_138003456.1;WP_035767052.1;WP_055219334.1;WP_195548750.1;HAR01493.1;WP_118147928.1;WP_187007788.1;RHP92421.1;MBF1001027.1;WP_173771769.1;WP_090489249.1;WP_195983304.1;MBE5860978.1;NSI70359.1;WP_073284826.1;MBD8948374.1;SKB63057.1;WP_186994475.1;EGN40695.1;CRL35959.1;WP_012739370.1;WP_144124184.1;WP_022214564.1;WP_153917554.1;WP_119218309.1;WP_173737496.1;WP_009243804.1;RGT13276.1;WP_118630722.1;WP_117814386.1;WP_130182270.1;WP_120091203.1;WP_040468567.1;SCH34790.1;WP_071176108.1;MBE5837378.1;WP_055151289.1;WP_173746048.1;WP_117860848.1;EGN33078.1;WP_118364584.1;CDA25656.1;EET61007.1;WP_173818580.1;HAX65740.1;NSI34220.1;SCH57000.1;CCY97164.1;CDC73651.1;HAL01923.1;WP_118315986.1;GFI30926.1;WP_118586455.1;WP_092068328.1;WP_044024626.1;SCH10046.1;RGD93248.1;EGG82616.1;SFE68556.1;NDO50373.1;MBE5867541.1;MXP75919.1;WP_186866422.1;WP_173785735.1;WP_034487331.1;WP_055156214.1;WP_195502540.1;MBD9163643.1;NSC76983.1;WP_196002707.1;CUM82049.1;WP_186874310.1;WP_091868461.1;MBF1025834.1;WP_195990377.1;WP_173692226.1;WP_006426698.1;MSC59705.1;MBD5539700.1;MBE5854117.1;WP_022773963.1;WP_118043886.1;WP_173829826.1;RHL08291.1;WP_099413547.1;OLA13407.1;HAI67503.1;WP_186864922.1;EEG50325.1;WP_055144631.1;WP_087252056.1;MBD5498247.1;WP_004078285.1;WP_117568110.1;SCH06372.1;WP_090481621.1;WP_059069267.1;WP_118640251.1;WP_023922200.1;WP_118774989.1;WP_118008898.1;WP_081777966.1;WP_173705664.1;WP_195601532.1;WP_138263530.1;MBD9338185.1;WP_095172520.1;MBE5887807.1;CCY22921.1;WP_118287856.1;WP_026509440.1;WP_117771229.1;EGG88172.1;HCS05426.1;WP_034452247.1;WP_118600478.1;MBE5880752.1;WP_004846399.1;WP_072525445.1;WP_161158762.1;WP_026494523.1;WP_195588190.1;SCJ60085.1;WP_117908062.1;WP_195421705.1;WP_027294786.1;WP_173683727.1;WP_022747722.1;MBD9304386.1;WP_022752827.1;WP_173775713.1;SCY41639.1;SCI89613.1;RHF06647.1;WP_174087943.1;CDB12741.1;WP_167954706.1;CCY33576.1;WP_195490534.1;WP_117996648.1;MBE5874014.1;MBD5492179.1;WP_195656895.1;MBD5450689.1;WP_195389977.1;CCZ29453.1;WP_034465749.1;MBE5847074.1;MBE5840141.1;WP_055213624.1;RKI85121.1;RHU80515.1;WP_195478412.1;WP_118378405.1;WP_119209667.1;WP_031389626.1;WP_118282043.1;SCI27940.1;WP_173814284.1;WP_173684565.1;RHI25147.1;WP_144137096.1;WP_118051974.1;HAX53389.1;WP_195284538.1;EOS78635.1;CDB19524.1;WP_173721244.1;CUO94857.1;MBD8942442.1;WP_195610264.1;WP_118575923.1;OLA20100.1;SCH29145.1;GFI43844.1;WP_154779835.1;WP_024732388.1;MBF1012436.1;WP_074754710.1;WP_118199526.1;EDM86704.1;WP_118084678.1;MBE5907360.1;RHA16367.1;WP_173820712.1;WP_087164039.1;OLA63189.1;OKZ66467.1;WP_118594945.1;WP_120407166.1;MBD8991307.1;WP_118701953.1;WP_118410589.1;WP_181475965.1;WP_028528900.1;WP_076777281.1;HAX58307.1;WP_059085947.1;WP_173859678.1;RHP98388.1;WP_087178975.1;HBA62488.1;WP_055194119.1;WP_055068451.1;WP_118169268.1;MBD5518720.1;WP_117969659.1;WP_180214481.1;WP_062807766.1;MBD8933016.1;WP_115480235.1;TLC99253.1;WP_055053867.1;RHT85680.1;MBD9227598.1;MBD9055806.1;WP_087416355.1;CUQ45983.1;WP_173744607.1;WP_033154433.1;WP_118584186.1;CUQ75769.1;WP_182478894.1;MST66473.1;WP_029730435.1;WP_173754140.1;WP_191432653.1;WP_195592404.1;WP_173770361.1;CDA14115.1;SCH99372.1;WP_118521617.1;WP_072521356.1;WP_148410419.1;NSC27201.1;MBD5136954.1;RKJ50962.1;CDD01612.1;WP_129257465.1;WP_117941955.1;WP_087152056.1;WP_118537213.1;WP_155799539.1;WP_118263068.1;MBE5834189.1;WP_118050577.1;WP_195287003.1;MBD8919269.1;MBD5504715.1;EEA81148.1;WP_109214681.1;RHP47419.1;WP_118340471.1;MBE5883086.1;WP_173695453.1;NSK88173.1;MBD9037856.1;WP_009005324.1;WP_003020847.1;WP_026665988.1;WP_173741392.1;WP_117598560.1;ODM09510.1;WP_036939147.1;WP_195455360.1;MBD5444499.1;GFI03005.1;WP_150311302.1;SFT38890.1;WP_173719448.1;HBH70201.1;RKI92835.1;WP_118331129.1;WP_073109154.1;EGC75954.1;HCE77566.1;TGY98129.1;WP_028234804.1;WP_029232180.1;WP_191493671.1;WP_087173227.1;WP_114002141.1;WP_118049546.1;WP_173720648.1;EOS32346.1;MBD5481106.1;RHU96038.1;OAD87221.1;WP_026490812.1;MBD9335870.1;WP_173906560.1;HCI26817.1;RGD02222.1;CDE36132.1;RKI86553.1;WP_116442276.1;WP_091229809.1;WP_118235398.1;WP_018596447.1;WP_195557412.1;WP_168933064.1;RHS82330.1;WP_026504286.1;WP_026515836.1;WP_173794382.1;SCW99664.1;WP_022756549.1;HCO51087.1;WP_016217223.1;WP_022037493.1;NBH15157.1;WP_118669807.1;WP_195392006.1;WP_035797721.1;CUM96140.1;WP_118514317.1;WP_119247317.1;HBV45815.1;WP_069158616.1;WP_162205816.1;SCI56455.1;WP_118231729.1;MBE5948220.1;WP_119196060.1;MBE5852710.1;WP_092042710.1;RGR64260.1;WP_072705032.1;WP_195699140.1;WP_097076452.1;NBJ97048.1;WP_118592814.1;WP_118555081.1;RGT77518.1;WP_090394763.1;WP_026654798.1;WP_071144265.1;WP_118614170.1;SCH37534.1;SCI40574.1;WP_129900357.1;MBD9124255.1;SDA51870.1;NBK94123.1;CDD56706.1;WP_117753175.1;WP_138377267.1;WP_195965391.1;WP_044912650.1;WP_191409709.1;CDB68450.1;WP_195243193.1;EOS41306.1;MBD5468928.1;WP_125127380.1;SCJ31360.1;WP_055260508.1;HCG85057.1;MBE6014043.1;WP_117602309.1;WP_072448984.1;MBD9150846.1;WP_118358194.1;MBD5460931.1;WP_161284568.1;WP_026661592.1;KLU70720.1;WP_053769073.1;WP_191384026.1;WP_034500523.1;MBC5743693.1;HAS06620.1;CDD65671.1;WP_091819523.1;WP_055059473.1;CDF44353.1;WP_090173241.1;RGF20344.1;NBJ91523.1;MBD5534348.1;WP_119987177.1;WP_118144705.1;SCG95404.1;WP_025577084.1;WP_117497483.1;WP_103952059.1;WP_195464456.1;WP_055170637.1;WP_144092904.1;WP_173825094.1;WP_173763121.1;WP_099385347.1;WP_171285893.1;MBE5863825.1;WP_173789409.1;RGT73150.1;WP_118633249.1;WP_195275272.1;WP_118040605.1;MBE5875903.1;WP_026520701.1;ACR75344.1;WP_021637469.1;WP_118565423.1;EGN32141.1;WP_054703561.1;MBE5904961.1;WP_090154999.1;WP_026497420.1;WP_026518910.1;RJW47051.1;WP_120738023.1;WP_118187710.1;RGZ19961.1;WP_117852165.1;MBE5062173.1;WP_117768082.1;WP_092063944.1;WP_173743785.1;WP_115622973.1;WP_118610845.1;GFH89017.1;HBI73128.1;SFG13097.1;HCD24482.1;WP_035792470.1;WP_070089299.1;OLA74404.1;HBD77198.1;RHV50436.1;WP_026648857.1;HCQ07336.1;WP_173863768.1;WP_118369015.1;WP_118617234.1;WP_103867911.1;MBE5865513.1;WP_139009579.1;CBL26318.1;HBM33402.1;RHU31193.1;WP_117909553.1;WP_119299317.1;WP_055285699.1;WP_138373071.1;WP_144367372.1;GFI70438.1;WP_005332551.1;SCJ28953.1;WP_024852455.1;SCH07937.1;WP_005361807.1;WP_118508757.1;HBO03423.1;MBD5480724.1;WP_117804394.1;WP_186981339.1;CBK75621.1;MST57204.1;WP_118265804.1;WP_191393149.1;MBD5547251.1;WP_144101477.1;WP_051227096.1;WP_050642529.1;WP_118142414.1;WP_118519387.1;WP_117658616.1;WP_118503313.1;MBD9155479.1;HBZ32128.1;WP_173896709.1;EGG84801.1;WP_186836960.1;WP_173761275.1;WP_173747429.1;MBE5911805.1;WP_073962258.1;WP_118227392.1;MBD5494486.1;WP_148461837.1;MBC8573829.1;MBD9082758.1;WP_117606114.1;MBD9088168.1;WP_173901895.1;TYL60039.1;GFI17091.1;VEJ94560.1;WP_087273957.1;WP_120656644.1;WP_118659569.1;WP_090298349.1;WP_055155183.1;WP_024864806.1;MBE5832535.1;WP_117440660.1;MSR94833.1;SCI58756.1;WP_154463710.1;WP_173717456.1;CUO54542.1;WP_034483673.1;QNM09093.1;SCH57978.1;RHA91617.1;HAE44740.1;WP_117677042.1;WP_117888352.1;MBE5902025.1;WP_173736499.1;WP_089984232.1;NLK75182.1;WP_055248300.1;WP_022097531.1;WP_173897028.1;HBA10152.1;WP_087223639.1;MBE5985594.1;QNM06246.1;WP_121055178.1;WP_118044698.1;WP_117509199.1;WP_191427226.1;RHS59350.1;RGC77919.1;SFK63936.1;WP_029321620.1;WP_173733144.1;WP_118659807.1;WP_193734676.1;EOS69193.1;OLA18521.1;NBJ00011.1;WP_118700377.1;WP_118634735.1;WP_040783082.1;WP_013280861.1;NLL76410.1;WP_118590271.1;WP_118071053.1;WP_119233252.1;WP_191374843.1;RGM74960.1;HBA48639.1;WP_117999065.1;WP_120685231.1;WP_083383466.1;MBD5471801.1;WP_087201448.1;HHU73752.1;WP_022045076.1;SCJ16953.1;PWM30648.1;CUP40497.1;GFH93855.1;MBD5484926.1;WP_173688107.1;WP_191428759.1;MBD8921509.1;WP_138304604.1;CVI66564.1;ODM06642.1;CCX60377.1;WP_118006247.1;WP_147598164.1;MBC8565044.1;WP_087155437.1;WP_090544945.1;WP_004606203.1;NBI56657.1;TGX96739.1;WP_195274142.1;WP_118379583.1;EOS35965.1;WP_055288973.1;WP_191430880.1;WP_117494241.1;WP_173727734.1;MBD9340442.1;WP_119244831.1;WP_055168409.1;WP_154259566.1;WP_074791365.1;MBF1040598.1;HBW04333.1;MBE5926569.1;MBD5396154.1;WP_069409509.1;WP_173698753.1;WP_143452981.1;HAF25922.1;WP_049728079.1;NBH24545.1;WP_118447428.1;WP_065541232.1;CDD99202.1;WP_118451964.1;WP_110103203.1;MBE5828642.1;RJW42780.1;SEI43165.1;RHA07182.1;WP_117638625.1;WP_173698096.1;WP_083354445.1;WP_173903933.1;WP_006444153.1;PWJ51888.1;WP_034491429.1;WP_195567053.1;WP_069153432.1;WP_119198051.1;MBE5916589.1;WP_117500521.1;WP_118208355.1;WP_195368136.1;WP_022416087.1;WP_195480697.1;RGW89170.1;WP_118698322.1;WP_173335659.1;WP_118352086.1;WP_195941435.1;NBI91302.1;OLA61518.1;QNM01234.1;MBD5488720.1;MBD5453602.1;WP_055284457.1;CDC46481.1;RGR57218.1;RGH07098.1;WP_120484740.1;RGZ89960.1;MBD5509655.1;MBE5895281.1;WP_138343413.1;SCY32945.1;WP_195591170.1;HBN23561.1;WP_004840707.1;MBE5869814.1;MBD5522543.1;WP_092321930.1;WP_117540145.1;HAJ50895.1;WP_034245409.1;WP_173791368.1;MBD5470344.1;WP_173725618.1;MBA4685976.1;WP_195549210.1;HCX06986.1;SCJ74077.1;MBD5545003.1;WP_173680875.1;PWE85141.1;WP_191447987.1;MBD5524731.1;WP_118224941.1;MBF0995188.1;WP_110291902.1;WP_161234265.1;SCJ97758.1;WP_022767195.1;WP_118397358.1;WP_161283212.1;WP_033141128.1;WP_186854618.1;HBV82729.1;HBH98152.1;MBD8927001.1;WP_117537171.1;WP_087307424.1;WP_195583139.1;SCH42417.1;SFQ07468.1;MBD5532099.1;WP_151621995.1;WP_129974641.1;WP_055175098.1;MBE5899377.1;WP_117656895.1;EOS45551.1;WP_195530764.1;OKZ94443.1;WP_195956160.1;WP_090169466.1;WP_055065499.1;RHQ79027.1;WP_022760116.1;WP_117801685.1;CDA28446.1;MBD5528075.1;SCG90056.1;MBF1021971.1;MBF0997660.1;WP_028247803.1;WP_091758368.1;WP_195997164.1;HAC03133.1;WP_118635608.1;HAP73052.1;SCG91037.1;RGN20755.1;WP_186901085.1;WP_144368652.1;SEQ10250.1;WP_118236586.1;PWL90162.1;WP_120105365.1;WP_022778537.1;WP_034489926.1;RHC39239.1;WP_132380296.1;WP_173690938.1;WP_195256685.1;WP_195303368.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [113x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;[Eubacterium] rectale [35x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;NA [32x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia wexlerae [28x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea longicatena [24x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia obeum [23x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea formicigenerans [23x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus comes [18x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. [14x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;NA [13x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Mediterraneibacter;[Ruminococcus] gnavus [13x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia massiliensis [12x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;NA [11x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;NA [11x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnospira;Lachnospira eligens [11x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio ruminis [10x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio fibrisolvens [9x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;uncultured Clostridium sp. [9x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. [9x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [8x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;uncultured Blautia sp. [7x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Eisenbergiella;Eisenbergiella tayi [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium ventriosum [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnobacterium;Lachnobacterium bovis [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia faecis [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Mediterraneibacter;[Ruminococcus] torques [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia producta [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Fusicatenibacter;Fusicatenibacter saccharivorans [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia faecis [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;uncultured Ruminococcus sp. [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Tyzzerella;Tyzzerella nexilis [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia luti [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;NA [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia hominis [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Mediterraneibacter;[Ruminococcus] lactaris [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Mediterraneibacter;Mediterraneibacter faecis [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;Lachnoclostridium sp. An76 [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio hungatei [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio proteoclasticus [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;Lachnoclostridium sp. An196 [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium ramulus [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Faecalicatena;Faecalicatena fissicatena [4x],Bacteria;NA;NA;NA;NA;NA;NA [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;[Clostridium] scindens [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Robinsoniella;Robinsoniella peoriensis [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio xylanivorans [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Schaedlerella;Schaedlerella arabinosiphila [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Faecalicatena;Faecalicatena contorta [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnospira;Lachnospira multipara [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnospira;Lachnospira pectinoschiza [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. ER2 [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;Lachnoclostridium sp. An138 [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia glucerasea [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. [2x],Bacteria;Firmicutes;NA;NA;NA;NA;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Mediterraneibacter;Mediterraneibacter glycyrrhizinilyticus [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia hydrogenotrophica [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Drancourtella;Drancourtella sp. An57 [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Eisenbergiella;Eisenbergiella sp. OF01-20 [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Marvinbryantia;Marvinbryantia formatexigens [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Sellimonas;Sellimonas intestinalis [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia schinkii [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Candidatus Galacturonibacter;Candidatus Galacturonibacter soehngenii [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;uncultured Eubacterium sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium MD335 [2x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium plexicaudatum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Lactonifactor;Lactonifactor longoviformis [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnospira;Lachnospira sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;Lachnoclostridium sp. An118 [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea phocaeensis [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lacrimispora;Lacrimispora celerecrescens [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Mediterraneibacter;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium MD308 [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Fusicatenibacter;Fusicatenibacter sp. 2789STDY5834925 [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;[Clostridium] hylemonae [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnotalea;Lachnotalea glycerini [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Bariatricus;Bariatricus massiliensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. AE2032 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium OM04-13BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium BSM-380-WT-5A [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium AM27-36LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. TB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;uncultured Roseburia sp. [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium CAG:24 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AF18-22 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. An46 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium H15 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. AC2005 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AF36-18BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. D40t1_170626_H2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia coccoides [1x],Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;Bacteroidaceae;Bacteroides;Bacteroides galacturonicus [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus sp. AF27-8 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium DSM 108991 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AM40-10AC [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. XBB1001 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. X503 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. CB08 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AF21-42 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. YE44 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. M55 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus gauvreauii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. OF02-6 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. MC2021 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea formicigenerans CAG:28 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. D5 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. WCD3002 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;Lachnoclostridium sp. An169 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium 9_1_43BFAA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Mediterraneibacter;Mediterraneibacter sp. NSJ-55 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. Marseille-P2538 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. XPD2002 [1x],Bacteria;Firmicutes;Bacilli;Lactobacillales;Lactobacillaceae;Lactobacillus;Lactobacillus rogosae [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AM46-18 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium 10-1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AF17-22AC [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium 6_1_37FAA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. CAG:60 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium NSJ-38 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. MSK.20.85 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. TF08-4 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium G11 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. OM08-9BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. 1001275B_160808_F8 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. MSK.20.9 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia marasmi [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus sp. AF18-48 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;Massilistercora;Massilistercora timonensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerosacchariphilus;Anaerosacchriphilus polymeriproducens [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. LZLJ-3 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AF41-9 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnospira;uncultured Lachnospira sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. BX17 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. 1XD42-69 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. 36_13 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerosporobacter;Anaerosporobacter sp. KCTC 15857 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium A4 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. CAG:86 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. AM29-29 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia caecimuris [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AM57-5 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. NSJ-9 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. CAG:52 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. LB2008 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;Lachnoclostridium sp. An181 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. OM07-7 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea sp. AF24-7LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. OM04-4AA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. D54t1_190329_F1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. NSJ-13 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium CAG:534 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus sp. AF21-14LB [1x],Bacteria;NA;NA;NA;NA;NA;bacterium 1XD21-13 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus sp. AM27-12LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium XPB1003 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. JW11 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. 41_20 [1x],Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;Bacteroidaceae;Bacteroides;Bacteroides pectinophilus CAG:437 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;uncultured Dorea sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. OM05-6 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium M18-1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. OR37 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium AM59-13 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea sp. D27 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Acetatifactor;Acetatifactor muris [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. C105KSO13 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. TF10-5 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. XPD2006 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. CAG76_36_125 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium TM09-10 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium OM04-12BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia stercoris [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerosporobacter;Anaerosporobacter mobilis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea sp. AGR2135 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium A2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AF34-10BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. CAG:197 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AF31-8BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. XB500-5 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. LC3010 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia faecicola [1x],Bacteria;NA;NA;NA;NA;NA;bacterium 0.1xD8-82 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. KLE 1732 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium 3_1_57FAA_CT1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Robinsoniella;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. INlla14 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. UC1225 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AF20-12LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. OF03-13 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AF14-5 [1x],Bacteria;NA;NA;NA;NA;NA;bacterium 1xD42-62 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. CAG:192 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. AF19-34 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. 1001713B170207_170306_F1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. OM05-10BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. AF17-7 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. Marseille-P3244 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. NC3005 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;Lachnoclostridium sp. An131 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Drancourtella;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. AM16-16B [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. D55t1_190419_H1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;Lachnoclostridium phocaeense [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Mobilisporobacter;Mobilisporobacter senegalensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus phoceensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. BCRC 81119 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea sp. Marseille-P4042 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. CAG:100 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. MC2013 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. CAG:248 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. BX19 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium XBB1006 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. CAG:38 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium 6_1_63FAA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium 5_1_57FAA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia hansenii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea sp. OM02-2LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. TF11-31AT [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AF14-10 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. CAG:603 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Extibacter;Extibacter muris [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium AF29-16BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. M29 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. AF22-5LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Mediterraneibacter;Mediterraneibacter butyricigenes [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. AD3002 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium 2_1_46FAA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. An81 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium CAG:65_45_313 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. AE3006 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. CAG:18_43_25 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium AF36-19BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium
1_4_56FAA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium NSJ-29 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Muricomes;Muricomes intestini [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea sp. AM10-31 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. C4 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus sp. HPP0048 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium KLE1615 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnotalea;Lachnotalea sp. AF33-28 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Pseudobacteroides;Pseudobacteroides cellulosolvens [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. VCB2006 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea sp. OM07-5 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. AM22-22LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Oscillospiraceae;Oscillibacter;Oscillibacter sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. CAG:156 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea sp. 5-2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. FCS014 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. MB2005 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AM42-11 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium CAG:424 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. INlla21 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium A10 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Kineothrix;Kineothrix alysoides [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AM16-34 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. SW178 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. VCD2006 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. 14-2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AF17-12 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. Su6 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. 49 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. ob235 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Faecalimonas;Faecalimonas umbilicata [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Merdimonas;Merdimonas faecis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. 1001713B170207_170306_F5 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AF45-4BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AM41-2AC [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. AF19-1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnospira;Lachnospira sp. NSJ-43 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. NC2002 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. CAG:10041_57 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. SG-772 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AM26-12LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. MD2005 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. INlla18 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. LB2011 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Hespellia;Hespellia stercorisuis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. OM07-19 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Agathobacter;Agathobacter ruminis [1x],Bacteria;NA;NA;NA;NA;NA;bacterium 1XD42-54 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;NA [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;NA;Paenibacillaceae bacterium [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium CAG:194 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AM07-21 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium NSJ-46 [1x],Bacteria;NA;NA;NA;NA;NA;bacterium 1XD8-76 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Murimonas;Murimonas intestini [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. 1001283B150304_161114_C9 [1x],Bacteria;NA;NA;NA;NA;NA;bacterium 0.1xD8-71 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerobium;Anaerobium acetethylicum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium XBD2001 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium AM10-47 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. OF03-15BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Drancourtella;Drancourtella sp. An12 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Faecalicatena;Faecalicatena orotica [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium AF16-15 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AF15-17LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. VCB2001 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. AR14 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. BX1005 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium AM25-17 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium 41_12_two_minus [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;Lachnoclostridium sp. An298 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium C7 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. YAB3001 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. 1001095IJ_161003_G2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AM22-14LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. OM05-7 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium sunii NSJ-8 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium CAG:95 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. Marseille-P3201T [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium RM5 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. An249 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium AM43-11BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. CAG:9 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:510 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. AF26-2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. AE2015 [1x],Bacteria;NA;NA;NA;NA;NA;bacterium 1xD42-87 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium CHKCI001 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. FCS006 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. CAG:37_48_57 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. TF11-2AC [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. CAG:252 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus sp. HPP0074 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. AF19-12LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium WCA3-601-WT-6H [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. WCD2001 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia argi [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. BX0805 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:91 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. INlla16 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia hydrogenotrophica CAG:147 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium AF22-6AC [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. NC2007 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium AF31-3BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. ACV-2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. Marseille-P3087 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium YSD2013 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. WCE2006 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. CAG:197_41_10 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. 1001713B170214_170313_A12 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. CAG:182 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AM41-10BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium KH1T2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Robinsoniella;Robinsoniella sp. RHS [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium CAG:882 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium OM08-11AC [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium rectale CAG:36 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. AE3004 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium oxidoreducens [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. 1001262B_160229_C12 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. AM58-7XD [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium 68-1-5 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. BIOML-A1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium XBB2008 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium OM08-6BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Lactonifactor;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. 1001136B_160425_D2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea sp. AF36-15AT [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. CAG:471 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. J1101004_170508_H5 [1x],Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Paralachnospira;Candidatus Paralachnospira caecorum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. MSK.21.1 [1x],Bacteria;NA;NA;NA;NA;NA;bacterium D16-50 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium WCA-9-b2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Dorea;Dorea sp. BIOML-A1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;Ruminococcus;Ruminococcus sp. OM08-7 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Hungatella;Hungatella hathewayi [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. AM47-4 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Blautia;Blautia sp. SC05B48 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. AE3009 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. FC2001 [1x])

[4x] HAC61643.1;HCE74213.1;MSS14189.1;HCG59914.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium Oil+RF-744-WCA-WT-11 [1x])

HCI73410.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium)

[4x] WP_034909512.1;MST81090.1;WP_004602490.1;MBE5996951.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;[Eubacterium] cellulosolvens [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium Oil+RF-744-WCA-WT-13 [1x])

[56x] WP_118209188.1;WP_118125139.1;GFI26985.1;WP_155219138.1;EOS24349.1;MBD9183639.1;MQN00860.1;WP_006905435.1;WP_118412657.1;WP_195441069.1;WP_118638617.1;WP_044960560.1;WP_173885062.1;CBL08445.1;WP_055301539.1;WP_075681568.1;WP_055193027.1;WP_154429830.1;SCW30972.1;WP_021923290.1;WP_186899109.1;WP_118542146.1;SDW32408.1;WP_117699294.1;CBL11253.1;WP_117840927.1;WP_117919606.1;WP_118109409.1;WP_118665751.1;WP_118772932.1;WP_055168881.1;WP_157349918.1;MBD9195059.1;WP_075720269.1;WP_007889445.1;HAT90088.1;MBD8916596.1;OLA57115.1;OLA86166.1;WP_195522566.1;HAX13477.1;NLK77621.1;OLA63167.1;WP_118091956.1;WP_118172679.1;WP_118592341.1;NCC44677.1;WP_118202085.1;WP_118056800.1;EEV01232.1;WP_118579809.1;WP_118597451.1;MBD9192756.1;HBE08314.1;WP_118488287.1;SCH35844.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia intestinalis [16x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia inulinivorans [11x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;NA [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. NSJ-69 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium C10 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Pseudobutyrivibrio;Pseudobutyrivibrio sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. 40_7 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Shuttleworthia;Shuttleworthia sp. MSX8B [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. AM23-20 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. OF03-24 [1x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. AF20-18LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. 499 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. AF12-17LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;uncultured Roseburia sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. AF15-21 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium 3-1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. MUC/MUC-530-WT-4D [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium KHCPX20 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. AF42-8 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Roseburia;Roseburia sp. 831b [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Shuttleworthia;Shuttleworthia satelles [1x])

[3x] WP_013978066.1;WP_092869832.1;MBE6009418.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. SY8519 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Acetitomaculum;Acetitomaculum ruminis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [1x])

[7x] MBD9030109.1;CCY77898.1;HAX07875.1;EFF68117.1;WP_052529860.1;HAI92515.1;OKZ38474.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio crossotus [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Butyrivibrio;Butyrivibrio crossotus CAG:259 [1x])

[56x] WP_119999669.1;WP_118236459.1;WP_147564469.1;WP_154581496.1;WP_044944994.1;HAB88313.1;WP_004851182.1;WP_118662757.1;CCY58706.1;WP_173788693.1;WP_055144581.1;WP_173795437.1;CCY53275.1;MBD5096311.1;WP_118329093.1;WP_161117423.1;WP_118017535.1;WP_118380733.1;HBZ02833.1;WP_118694616.1;WP_118649111.1;SCH18940.1;WP_118373350.1;WP_117822600.1;WP_161171813.1;WP_117874248.1;WP_120123071.1;HAQ91365.1;SCJ06433.1;WP_118485545.1;WP_118544929.1;WP_118484076.1;WP_055279986.1;OLA04875.1;WP_173783624.1;WP_055222556.1;WP_196019758.1;WP_117784790.1;WP_055182803.1;WP_117549023.1;WP_055273443.1;WP_118734181.1;WP_005346509.1;SCH45302.1;WP_096239729.1;HAX32702.1;EDO59228.1;OKZ93457.1;WP_021984454.1;CCZ92397.1;MBE5953000.1;WP_117781383.1;WP_118757787.1;MBE5946022.1;CCY61789.1;WP_117807503.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus eutactus [8x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerobutyricum;Anaerobutyricum hallii [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;NA [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;NA [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;NA [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus sp. [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;uncultured Eubacterium sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:264 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. 1001270H_150608_G6 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus sp. CAG:782 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus sp. AF38-1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. L2-50 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. BIOML-A1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. OM05-9 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AF15-6B [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;uncultured Coprococcus sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus sp. CAG:131_42_139 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AF15-31 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus eutactus CAG:665 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AM42-36 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus sp. AF19-8AC [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:632 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus sp. TF11-13 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. 38_16 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerobutyricum;Anaerobutyricum soehngenii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus sp. OM04-5BH [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus sp. MSK.21.13 [1x])

[6x] WP_173471724.1;WP_163428393.1;SEQ56005.1;SNU08688.1;WP_078786802.1;WP_103986632.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium ruminantium [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium NE2001 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [1x])

[13x] RGC82620.1;WP_147509975.1;CVI69142.1;WP_024727029.1;MBE5956079.1;WP_006565885.1;WP_129700765.1;GFO85600.1;WP_137329117.1;WP_087276328.1;SCI32575.1;WP_191531577.1;WP_087312990.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. An11 [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerostipes;Anaerostipes caccae [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerostipes;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerostipes;Anaerostipes rhamnosivorans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. An3 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerostipes;Anaerostipes butyraticus [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;uncultured Eubacterium sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Hungatella;Hungatella hathewayi [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;NA;Eubacteriaceae bacterium CHKCI004 [1x])

[3x] WP_117527937.1;WP_015514025.1;MBD8966501.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Coprococcus;Coprococcus catus [3x])

[4x] WP_198301357.1;WP_029504033.1;ABX43197.1;HCL03691.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;Lachnoclostridium phytofermentans [4x])

[53x] RGH24194.1;WP_009203023.1;WP_184095864.1;CDD73735.1;WP_055159695.1;WP_008391648.1;EFV16415.1;WP_117477677.1;WP_075759060.1;HCI65545.1;WP_118352730.1;WP_195465525.1;WP_055943804.1;RKI42912.1;MBE5932463.1;OLA03083.1;WP_092477446.1;WP_075670196.1;WP_055258675.1;MBD5089891.1;WP_118744628.1;WP_077326912.1;WP_022091630.1;WP_055232359.1;WP_084558653.1;WP_173760471.1;WP_149883448.1;MBF1006943.1;MBC8556185.1;CDA86926.1;WP_118498207.1;OKZ80056.1;WP_118442171.1;WP_173756964.1;WP_173747770.1;HAY03255.1;WP_173782994.1;WP_044923520.1;CDB89197.1;MBE5944370.1;RKI30206.1;WP_023354680.1;WP_026835571.1;WP_055073210.1;HHX55983.1;WP_055197248.1;WP_173757815.1;MBB5198008.1;WP_118302805.1;HBE09974.1;PWL67459.1;MBE5935135.1;NLZ83679.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerostipes;Anaerostipes hadrus [13x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [7x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;NA [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerocolumna;Anaerocolumna cellulosilytica [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;NA [2x],Bacteria;NA;NA;NA;NA;NA;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AF36-4 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerostipes;Anaerostipes sp. 992a [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:230 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:253 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:62_40_43 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Lachnoclostridium;[Clostridium] polysaccharolyticum [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium AF12-30 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AF37-5 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium BX3 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerostipes;Anaerostipes sp. 494a [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:12237_41 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium xylanophilum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:62 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Catonella;Catonella morbi [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AF34-13 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AM27-31LB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium 5_1_63FAA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerocolumna;Anaerocolumna xylanovorans [1x])

[2x] HBR04949.1;HAP33727.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [2x])

MBE6012719.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium)

[3x] CDC20575.1;HAG03855.1;WP_191401384.1 (Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Gallispira;Candidatus Gallispira edinburgensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Eubacterium;Eubacterium sp. CAG:274 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [1x])

[2x] WP_191348324.1;MBE6008385.1 (Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Neoanaerotignum;Candidatus Neoanaerotignum galli [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [1x])

[28x] HBD88429.1;WP_087988599.1;WP_088109182.1;NBH44545.1;WP_191369757.1;WP_072848085.1;WP_066090661.1;WP_193484061.1;CDC26145.1;PWM08176.1;HAX34695.1;MBD9220489.1;WP_066054069.1;WP_191343912.1;NCC14835.1;GCB30310.1;AMJ42244.1;CDD60938.1;WP_004037698.1;MBE5722447.1;WP_118581253.1;CCX39568.1;SHJ58612.1;KXL51814.1;HCT65553.1;WP_191365446.1;WP_191475314.1;NLK38589.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerotignum;Anaerotignum lactatifermentans [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [2x],Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Metalachnospira;Candidatus Metalachnospira gallinarum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerotignum;Anaerotignum propionicum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerotignum;Anaerotignum neopropionicum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Tyzzerella;Tyzzerella sp. [2x],Bacteria;Firmicutes;NA;NA;NA;NA;NA [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium CAG:466 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerotignum;Anaerotignum faecicola [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:505 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Epulopiscium;Epulopiscium sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. MD294 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Tyzzerella;Tyzzerella sp. An114 [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium CAG:102 [1x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium [1x],Bacteria;Firmicutes;Clostridia;NA;NA;Candidatus Neoanaerotignum;Candidatus Neoanaerotignum tabaqchaliae [1x])

[40x] OKZ77655.1;MBE5805590.1;CDE91049.1;CDE54058.1;HCQ55295.1;HBJ11836.1;CDD28111.1;MBF0987642.1;CDD16823.1;CDB32581.1;MBB1549143.1;CDA59556.1;MBF0927108.1;CDE11530.1;MBE5812221.1;CDE26043.1;MBF0978588.1;OKZ75891.1;NLC88168.1;OKZ88364.1;MBF0986636.1;HCF65853.1;CDE96799.1;CCZ18334.1;HCC04221.1;OKZ62690.1;CDA15891.1;CDA30443.1;PWM82429.1;CDC06725.1;OKZ56178.1;MBD9158383.1;HCF34266.1;CDD37236.1;MBB1552953.1;MBF0988645.1;CDE84547.1;MBD8924397.1;OKZ61026.1;CDC31770.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [15x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:273 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. 26_22 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:798 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:269 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:343 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. 26_21 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:571 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:389 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:575 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:452 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:567 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:354 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:780 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium
sp. CAG:245_30_32 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:354_28_25 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:508 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. [1x],Bacteria;NA;NA;NA;NA;NA;bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. 27_14 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:356 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:440 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:245 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CAG:492 [1x])

MBE5821198.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium)

[3x] HAB66718.1;MBE6146204.1;MBE6150818.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [3x])

OPZ94058.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium ADurb.Bin419)

MBE6896056.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;NA;Ruminococcaceae bacterium)

PWM46625.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium)

MBE8949634.1 (Bacteria;Firmicutes;Negativicutes;NA;NA;Quinella;Quinella sp. 3Q1)

[2x] MBD3879410.1;MBE8952583.1 (Bacteria;Firmicutes;Negativicutes;NA;NA;Quinella;Quinella sp. 1Q7 [1x],Bacteria;Firmicutes;Negativicutes;NA;NA;Quinella;Quinella sp. 1Q5 [1x])

[98x] WP_149188361.1;WP_169777953.1;WP_074816561.1;WP_037347544.1;WP_074695806.1;WP_173454599.1;EJP33739.1;WP_006691560.1;WP_074513519.1;WP_006190793.1;WP_036377785.1;WP_037354376.1;WP_029545247.1;WP_185979830.1;WP_040636949.1;WP_005842158.1;WP_072306837.1;WP_173663120.1;MBF1662278.1;WP_164175722.1;WP_050788012.1;WP_050343525.1;WP_009656141.1;MBF1688555.1;WP_037357910.1;EFW30723.1;WP_173438577.1;WP_173879612.1;WP_118175172.1;WP_051010571.1;WP_173435817.1;WP_118474658.1;MBF1694668.1;WP_169784967.1;WP_018137526.1;WP_066847887.1;WP_173431718.1;WP_075441480.1;WP_173376250.1;WP_041743179.1;WP_050796222.1;ERJ92682.1;EAT99878.1;MBF1714735.1;WP_019543771.1;EKU71462.1;WP_139062665.1;WP_075429246.1;WP_173310865.1;WP_102493681.1;MBE6073440.1;WP_009752792.1;MBF1682278.1;WP_169753827.1;WP_073088057.1;WP_040572490.1;WP_149171401.1;EEQ48733.1;WP_037371191.1;WP_154619669.1;WP_009646266.1;WP_169779778.1;MBE8955758.1;WP_169766727.1;EHG25015.1;WP_026767104.1;WP_037345562.1;WP_118014770.1;WP_055160147.1;MBE6102191.1;MBE6093519.1;MBE6085965.1;MBF1692510.1;WP_074672807.1;ERL05037.1;MBF1705589.1;HCP95505.1;WP_006693984.1;WP_069180838.1;WP_074572758.1;WP_106627911.1;WP_169785310.1;MSU08685.1;WP_006306098.1;HCB92927.1;WP_033169637.1;HAF32104.1;WP_050992860.1;WP_039211308.1;WP_170077946.1;WP_009650721.1;WP_014423890.1;WP_061943701.1;EFM23570.1;WP_037368180.1;WP_169755237.1;MBF1685985.1;EKY01917.1 (Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas ruminantium [23x],Bacteria;Proteobacteria;Epsilonproteobacteria;Campylobacterales;Campylobacteraceae;Campylobacter;Campylobacter curvus [10x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. [7x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas bovis [6x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas noxia [4x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas artemidis [3x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. F0473 [2x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Mitsuokella;Mitsuokella multacida [2x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. oral taxon 138 [2x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Mitsuokella;Mitsuokella jalaludinii [2x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Mitsuokella;Mitsuokella sp. oral taxon 131 [2x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. FOBRC9 [2x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. oral taxon 149 [2x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas flueggei [2x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Anaerovibrio;Anaerovibrio sp. [2x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. oral taxon 892 [2x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. oral taxon 920 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Centipeda;Centipeda periodontii [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Anaerovibrio;Anaerovibrio lipolyticus [1x],Bacteria;Firmicutes;Negativicutes;NA;NA;Quinella;Quinella sp. 2Q5 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas felix [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. AE3005 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. FOBRC6 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. ND2010 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. Marseille-Q3039 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. oral taxon 126 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. oral taxon 137 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. CM52 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. mPRGC5 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. mPRGC8 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. oral taxon 136 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sputigena [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Mitsuokella;Mitsuokella sp. AF21-1AC [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. DSM 106892 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas massiliensis [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Mitsuokella;Mitsuokella sp. AF33-22 [1x],no taxonomy mapping [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. FC4001 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas infelix [1x],Bacteria;Proteobacteria;Epsilonproteobacteria;Campylobacterales;Campylobacteraceae;Campylobacter;NA [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Selenomonas;Selenomonas sp. oral taxon 478 [1x])

[6x] MBE6100451.1;WP_027397581.1;WP_027407270.1;WP_080325201.1;MBE6106309.1;WP_085022913.1 (Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Anaerovibrio;Anaerovibrio lipolyticus [3x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Anaerovibrio;Anaerovibrio sp. RM50 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Anaerovibrio;Anaerovibrio sp. JC8 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Anaerovibrio;Anaerovibrio sp. [1x])

[2x] CCX91210.1;PWM84588.1 (Bacteria;Proteobacteria;Gammaproteobacteria;Aeromonadales;Succinivibrionaceae;Succinatimonas;Succinatimonas sp. CAG:777 [1x],Bacteria;Proteobacteria;Gammaproteobacteria;Aeromonadales;Succinivibrionaceae;Succinivibrio;Succinivibrio sp. [1x])

WP_093913809.1 (Bacteria;Firmicutes;Negativicutes;Acidaminococcales;Acidaminococcaceae;Succiniclasticum;Succiniclasticum ruminis)

WP_093729091.1 (Bacteria;Firmicutes;Negativicutes;Acidaminococcales;Acidaminococcaceae;Succiniclasticum;Succiniclasticum ruminis)

[2x] WP_072935268.1;MBE6096469.1 (Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Schwartzia;Schwartzia succinivorans [2x])

[13x] WP_196598389.1;WP_167625340.1;WP_196604995.1;WP_132551670.1;WP_027889395.1;WP_182187730.1;WP_115150991.1;WP_196607292.1;WP_196593262.1;WP_087386287.1;WP_196591590.1;WP_183862612.1;WP_118036175.1 (Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Pectinatus;Pectinatus frisingensis [4x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Megamonas;Megamonas hypermegale [3x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Pectinatus;Pectinatus haikarae [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Pectinatus;Pectinatus sottacetonis [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Pectinatus;Pectinatus cerevisiiphilus [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Pectinatus;Pectinatus brassicae [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Megamonas;Megamonas funiformis [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Megamonas;Megamonas rupellensis [1x])

[11x] WP_117585569.1;CDB93566.1;WP_018999974.1;WP_118205008.1;WP_075555162.1;WP_193526363.1;WP_008538830.1;WP_117976636.1;WP_091693340.1;WP_117464366.1;MBD9297486.1 (Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Megamonas;Megamonas funiformis [6x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Megamonas;Megamonas rupellensis [2x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Megamonas;Megamonas sp. Calf98-2 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Megamonas;Megamonas funiformis CAG:377 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Megamonas;NA [1x])

[2x] WP_091830716.1;WP_019554439.1 (Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Propionispira;Propionispira arboris [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Propionispira;Propionispira raffinosivorans [1x])

[6x] WP_155163963.1;WP_187771214.1;WP_130920090.1;WP_125669635.1;WP_113077698.1;CDB45836.1 (Bacteria;Firmicutes;Negativicutes;Acidaminococcales;Acidaminococcaceae;Phascolarctobacterium;Phascolarctobacterium faecium [6x])

[4x] NLY84081.1;NCD09797.1;NCC19759.1;NLH44953.1 (Bacteria;Tenericutes;Mollicutes;Acholeplasmatales;Acholeplasmataceae;NA;Acholeplasmataceae bacterium [2x],Bacteria;Firmicutes;Negativicutes;NA;NA;NA;Negativicutes bacterium [1x],Bacteria;Candidatus Saccharibacteria;NA;NA;NA;NA;Candidatus Saccharibacteria bacterium [1x])

WP_019554975.1 (Bacteria;Firmicutes;Negativicutes;Selenomonadales;Selenomonadaceae;Propionispira;Propionispira raffinosivorans)
WP_145089709.1 (Bacteria;Firmicutes;Negativicutes;Selenomonadales;Sporomusaceae;Sporomusa;Sporomusa sp. KB1)

[5x] MBC8014460.1;WP_007932424.1;NLP41486.1;WP_094606291.1;WP_021168978.1 (Bacteria;Firmicutes;Negativicutes;Selenomonadales;Sporomusaceae;Sporomusa;Sporomusa ovata [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Sporomusaceae;NA;Sporomusaceae bacterium [1x],Bacteria;Firmicutes;Negativicutes;Veillonellales;Veillonellaceae;NA;Veillonellaceae bacterium [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Sporomusaceae;Sporomusa;Sporomusa silvacetica [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Sporomusaceae;Pelosinus;NA [1x])

[4x] WP_145089986.1;NMC31836.1;WP_066244125.1;WP_013840495.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;Desulfotomaculum ruminis [1x],Bacteria;Firmicutes;Negativicutes;Veillonellales;Veillonellaceae;NA;Veillonellaceae bacterium [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Sporomusaceae;Sporomusa;Sporomusa sp. KB1 [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Sporomusaceae;Anaerosporomusa;Anaerosporomusa subterranea [1x])

[3x] BBB91481.1;WP_084576291.1;WP_126310561.1 (Bacteria;Firmicutes;Negativicutes;Selenomonadales;Sporomusaceae;Methylomusa;Methylomusa anaerophila [2x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Sporomusaceae;Sporomusa;Sporomusa malonica [1x])

WP_093793228.1 (Bacteria;Firmicutes;Negativicutes;Selenomonadales;Sporomusaceae;Sporomusa;Sporomusa acidovorans)

[8x] WP_144674954.1;WP_019850569.1;WP_014794202.1;HHY28732.1;WP_005812165.1;WP_015262445.1;WP_018211593.1;WP_072774961.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfitobacterium;Desulfitobacterium dehalogenans [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfitobacterium;Desulfitobacterium hafniense [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfitobacterium;Desulfitobacterium dichloroeliminans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfitobacterium;Desulfitobacterium sp. LBE [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfitobacterium;Desulfitobacterium chlororespirans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfitobacterium;Desulfitobacterium sp. PCE1 [1x])

KLU59912.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;NA;Peptococcaceae bacterium CEB3)

[47x] WP_135548869.1;KLU62446.1;WP_072914654.1;HBV86943.1;WP_088228009.1;PKM46290.1;KJS20577.1;WP_003542421.1;WP_014185635.1;NLT94125.1;WP_073148344.1;WP_088185908.1;WP_075363888.1;WP_026894713.1;WP_074349255.1;MTI68634.1;WP_075365807.1;WP_006313296.1;WP_009621469.1;WP_014825786.1;WP_014903421.1;WP_045574562.1;WP_013119072.1;WP_013809578.1;WP_135379256.1;WP_079489887.1;WP_106801790.1;KUO75567.1;MTI68480.1;MBC2725804.1;ABO49822.1;KUO72432.1;KJS86200.1;WP_007784308.1;KJS49066.1;WP_068962599.1;WP_092331895.1;WP_052218349.1;WP_034599004.1;WP_047811823.1;WP_073029242.1;WP_006716611.1;WP_091727766.1;WP_077713822.1;KGP76102.1;WP_148808670.1;WP_041274522.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;Desulfotomaculum reducens [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus sp. OL [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;Desulfotomaculum nigrificans [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus sp. BRH_c37 [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus orientis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Paramaledivibacter;Paramaledivibacter caminithermalis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;NA;Peptococcaceae bacterium BICA1-8 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium BRH_c20a [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Maledivibacter;Maledivibacter halophilus [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus sp. HMP52 [1x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus sp. Sb-LF [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus sp. I2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus sp. BG [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Thermincola;Thermincola ferriacetica [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus sp. OT [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfitobacterium;Desulfitobacterium metallireducens [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus sp. FKB [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;Desulfotomaculum ferrireducens [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus sp. Tol-M [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;Proteiniborus;Proteiniborus sp. DW1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus acididurans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Candidatus Desulfosporosinus infrequens [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus acidiphilus [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus youngiae [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridiisalibacter;Clostridiisalibacter paucivorans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Caldisalinibacter;Caldisalinibacter kiritimatiensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus meridiei [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus lacus [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;Proteiniborus;Proteiniborus ethanoligenes [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;NA;Peptococcaceae bacterium CEB3 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus hippei [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Thermincola;Thermincola potens [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus fructosivorans [1x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium HGW-Firmicutes-8 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;Desulfotomaculum aeronauticum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Crassaminicella;Crassaminicella sp. SY095 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfosporosinus;Desulfosporosinus sp. FKA [1x])

[6x] WP_132244245.1;WP_130806355.1;WP_050355850.1;WP_160196405.1;MTI47446.1;WP_066502219.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Senegalia;Senegalia massiliensis [2x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Gottschalkiaceae;Gottschalkia;Gottschalkia purinilytica [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Abyssisolibacter;Abyssisolibacter fermentans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Marinisporobacter;Marinisporobacter balticus [1x])

MBI9013703.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium)

WP_071063828.1 (Bacteria;Firmicutes;Tissierellia;Tissierellales;Gottschalkiaceae;Andreesenia;Andreesenia angusta)

WP_014966823.1 (Bacteria;Firmicutes;Tissierellia;Tissierellales;Gottschalkiaceae;Gottschalkia;Gottschalkia acidurici)

WP_053955343.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Inediibacterium;Inediibacterium massiliense)

NLB35206.1 (Bacteria;Elusimicrobia;NA;NA;NA;NA;Elusimicrobia bacterium)

NLI89988.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Epulopiscium;Epulopiscium sp.)

WP_027338968.1 (Bacteria;Firmicutes;Clostridia;Halanaerobiales;Halobacteroidaceae;Halonatronum;Halonatronum saccharophilum)

MBF8435857.1 (Bacteria;Firmicutes;Clostridia;Halanaerobiales;Halanaerobiaceae;NA;Halanaerobiaceae bacterium Z-7014)

[3x] HAE43106.1;KUK72551.1;WP_073050749.1 (Bacteria;Firmicutes;Tissierellia;NA;NA;Dethiosulfatibacter;Dethiosulfatibacter aminovorans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium 38_11 [1x])

[2x] HCX03396.1;MBG0764851.1 (Bacteria;Firmicutes;Tissierellia;Tissierellales;NA;NA;Tissierellales bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [1x])

[10x] NLA13136.1;WP_145082071.1;HAQ40389.1;WP_179239603.1;HCS10857.1;WP_019227881.1;NLJ57264.1;HHZ03332.1;NLL61008.1;NLK65370.1 (Bacteria;Firmicutes;Tissierellia;NA;NA;NA;Tissierellia bacterium [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [2x],Bacteria;Firmicutes;Tissierellia;NA;NA;Sedimentibacter;Sedimentibacter hydroxybenzoicus [1x],Bacteria;Firmicutes;Tissierellia;NA;NA;Sedimentibacter;Sedimentibacter sp. B4 [1x],Bacteria;Firmicutes;Tissierellia;NA;NA;Sedimentibacter;Sedimentibacter saalensis [1x])

WP_160718358.1 (Bacteria;NA;NA;NA;NA;Isachenkonia;Isachenkonia alkalipeptolytica)

[6x] MBE0450676.1;HAS72912.1;WP_194700088.1;GAU79002.1;OJV64623.1;WP_069875778.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiales Family XII. Incertae Sedis;Fusibacter;Fusibacter sp. 3D3 [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiales Family XII. Incertae Sedis;Fusibacter;Fusibacter sp. Q10-2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiales Family XII. Incertae Sedis;NA;Clostridiales bacterium UBA8960 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium 38-18 [1x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium [1x])

[2x] NLL23554.1;HHX03725.1 (Bacteria;Firmicutes;Tissierellia;NA;NA;NA;Tissierellia bacterium [2x])

OPL09626.1 (Bacteria;Proteobacteria;Deltaproteobacteria;NA;NA;NA;delta proteobacterium ML8_F1)

[2x] WP_092589560.1;MZQ96887.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiales Family XII. Incertae Sedis;Acidaminobacter;Acidaminobacter hydrogenoformans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiales Family XII. Incertae Sedis;Acidaminobacter;Acidaminobacter sp. [1x])

[2x] SMB87338.1;WP_084052667.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfonispora;Desulfonispora thiosulfatigenes [2x])

NLW25606.1 (Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium)

[14x] KUO52058.1;WP_015044981.1;KUO61919.1;NLI92915.1;HHV65062.1;WP_119775471.1;NBJ15806.1;WP_013626307.1;WP_019225045.1;RNC28925.1;NLL52405.1;NLM20519.1;NLO97981.1;NLP44026.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;NA;Peptococcaceae bacterium [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Dehalobacter;NA [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Candidatus Dichloromethanomonas;Candidatus Dichloromethanomonas elyunquensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Syntrophobotulus;Syntrophobotulus glycolicus [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Dehalobacter;Dehalobacter sp. 4CP [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Gracilibacteraceae;Gracilibacter;Gracilibacter sp. BRH_c7a [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfitibacter;Desulfitibacter sp. BRH_c19 [1x])

[2x] WP_088369691.1;KAF0091478.1 (Bacteria;Fusobacteria;NA;NA;NA;NA;Fusobacteria bacterium [1x],Bacteria;Firmicutes;NA;NA;NA;NA;endosymbiont 'TC1' of Trimyema compressum [1x])

[10x] WP_155605016.1;WP_193414975.1;WP_127193793.1;WP_091230988.1;WP_059045946.1;WP_188536424.1;GGH15722.1;WP_068786413.1;WP_044477804.1;WP_182536355.1 (Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus segetis [2x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Fontibacillus;Fontibacillus solani [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus timonensis [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Fontibacillus;Fontibacillus panacisegetis [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. DXFW5 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus rubinfantis [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus anaericanus [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus antibioticophila [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus phocaensis [1x])

[93x] OME66581.1;WP_143763177.1;WP_114496291.1;WP_074086848.1;WP_081394064.1;MRN55568.1;WP_082707801.1;KTD83390.1;WP_074107241.1;WP_052380595.1;WP_087919519.1;WP_143766513.1;WP_052416818.1;KWX76548.1;WP_062522539.1;WP_111502484.1;WP_036700118.1;WP_025702144.1;WP_094870707.1;WP_143764113.1;OMD44423.1;WP_052770468.1;WP_143758703.1;WP_143762794.1;WP_046723966.1;WP_081386489.1;WP_179034032.1;OMD44588.1;WP_039839698.1;WP_165103956.1;WP_076246345.1;WP_139330211.1;WP_143759601.1;ETT75733.1;WP_154121071.1;CQR52322.1;WP_124697427.1;WP_143760480.1;WP_144024742.1;WP_081392591.1;WP_149644669.1;WP_052421162.1;WP_154970292.1;WP_156830382.1;WP_090715193.1;WP_074102698.1;WP_150459604.1;ETT39171.1;WP_143766114.1;WP_091072350.1;OMF85176.1;WP_141118611.1;WP_143767794.1;WP_052415749.1;ETT63697.1;SDM87399.1;WP_076161342.1;WP_094877182.1;WP_081953980.1;OZQ72994.1;KWX76657.1;WP_143760001.1;WP_090834434.1;WP_036723843.1;WP_156417713.1;WP_025333109.1;WP_151737951.1;WP_081389693.1;WP_143759085.1;AIQ50567.1;WP_143763950.1;AIQ44957.1;WP_171719933.1;WP_143761982.1;WP_094902766.1;WP_051010671.1;WP_081394378.1;WP_052418890.1;WP_156113048.1;WP_150271959.1;WP_189031855.1;WP_052087847.1;WP_052422167.1;WP_143762471.1;WP_074109849.1;WP_173139338.1;WP_025698335.1;WP_060861018.1;WP_168128800.1;WP_081949369.1;WP_025709482.1;WP_169744528.1;WP_025691832.1 (Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus odorifer [26x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus riograndensis [4x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus durus [3x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus jilunlii [3x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. FSL R7-277 [2x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. FSL R7-0331 [2x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus graminis [2x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. FSL R7-0273 [2x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. LC-T2 [2x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus etheri [2x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. FSL R7-269 [2x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. FSL R5-0345 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. FSL R7-0337 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus spiritus [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. FSL H7-0737 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. 7028 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. FSL R7-0333 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. NFR01 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sabinae [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. FSL R5-0912 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus helianthi [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;NA [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus tepidiphilus [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. 7197 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. FSL H8-237 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Fontibacillus;Fontibacillus phaseoli [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus forsythiae [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. FSL P4-0081 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus donghaensis [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. DMB5 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus tritici [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus borealis [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus albidus [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus azotifigens [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sonchi [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. P32E [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus camerounensis [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. VTT E-133291 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. 7124 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sophorae [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. B2(2019) [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. P46E [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. URB8-2 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. IHB B 3415 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. LMG 31459 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus tengchongensis [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus wynnii [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. FSL H8-0259 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. VTT E-133280 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus zanthoxyli [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus typhae [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. P3E [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus stellifer [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. HW567 [1x])

WP_081757031.1 (Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Gorillibacterium;Gorillibacterium massiliense)

WP_058301407.1 (Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Gorillibacterium;Gorillibacterium timonense)

[1255x] EAC6131512.1;EAE1347108.1;WP_048627035.1;EFP0771482.1;EAC9069160.1;WP_194318221.1;EAD3107899.1;MCQ57614.1;EAG5904594.1;EAE5378924.1;EAD2762828.1;HAA3307669.1;WP_069889638.1;WP_070007990.1;EAC5978766.1;WP_185493236.1;EAD5258110.1;EAC8679918.1;EAC2931635.1;WP_060934460.1;WP_181330439.1;EAE5957582.1;MBC2288933.1;EAE7203765.1;EAF6702333.1;EAE6660788.1;WP_185656942.1;WP_187136933.1;EDH3592633.1;ECR3484812.1;EAC6396252.1;EAE6541486.1;WP_185509888.1;ECB9649157.1;EAF4500595.1;WP_185527576.1;HAO6523783.1;WP_070211602.1;EED2190494.1;HAM1277530.1;HAA9230918.1;WP_185470567.1;EAE9244114.1;WP_185577676.1;HAC2361376.1;WP_069027341.1;EAH1844469.1;WP_185311196.1;WP_149066714.1;MBC1342510.1;WP_185520535.1;WP_069001255.1;WP_185634589.1;HAA8055668.1;MBC1646950.1;HAC0643769.1;EAE7382868.1;WP_061107277.1;EGS9470466.1;EGP9668820.1;MCT78501.1;WP_185409626.1;HAB0788982.1;EAF9442187.1;EBF5161100.1;WP_059140554.1;WP_185604024.1;HAM1270527.1;WP_070006234.1;EAF2270532.1;EAD0700378.1;WP_185636914.1;WP_003727160.1;EAD0070152.1;MCZ12622.1;EBI2479421.1;WP_194336559.1;WP_149050776.1;EAE6097559.1;EAC9330259.1;EEP0531501.1;WP_097638172.1;MDE42749.1;EEO3634139.1;EAC8614255.1;EDN8750297.1;EAC4042986.1;EEP9867364.1;EAF9670356.1;HAB9494957.1;HAO5758084.1;EAF6314613.1;EAF6532785.1;EGT2047488.1;MBC1625340.1;EAF1283279.1;WP_149116306.1;WP_149024350.1;EAG9229843.1;WP_185500883.1;WP_185570676.1;WP_075702653.1;MBC2052964.1;WP_070015043.1;EAC9052038.1;ECC2754851.1;EFQ5017517.1;HAO5602663.1;EAG8053866.1;WP_181249717.1;WP_003746271.1;EDN9303189.1;EAH4449004.1;HAM1771968.1;EAG7159817.1;MCV66437.1;HAA0485531.1;WP_088840507.1;EAG1402581.1;HAC3413618.1;EAF5859210.1;EAD8642036.1;WP_061395245.1;EAF0348490.1;EBF5197864.1;MBC1454289.1;HAM1627894.1;WP_185575276.1;MBC1323200.1;EAD8612111.1;WP_194337707.1;WP_194337079.1;WP_185486684.1;WP_149040965.1;WP_194324688.1;WP_185496200.1;EAD0848176.1;MBC1449162.1;WP_194322396.1;MBC1862958.1;EAH3989150.1;EAG9432037.1;WP_003732931.1;WP_149058510.1;WP_149583242.1;EAE7383654.1;WP_070309515.1;EDG4832815.1;EAC3424379.1;EAE7077063.1;EAF0643352.1;EAD7590463.1;HAB9584246.1;EFO7247316.1;EBB5846293.1;WP_112107124.1;EAD5400923.1;EAE0154824.1;ECL8004799.1;HAC3389480.1;EAE1177782.1;WP_070024160.1;WP_072233036.1;EAF1786487.1;WP_069009192.1;MBC1619385.1;EAD9675888.1;HAA6495416.1;EBH4262074.1;EAE3481295.1;EAE7685816.1;EGH8246771.1;EAG2313120.1;EAC3992406.1;WP_194348058.1;EED2493883.1;HAO6147052.1;EAD3116222.1;WP_185513584.1;ECJ9748615.1;WP_185473928.1;EAE6000293.1;HAA7128704.1;WP_194323295.1;EFR94581.1;WP_149120604.1;WP_070223397.1;HAK9918631.1;HAB0061803.1;GAT39757.1;HAA1290587.1;EAD3475222.1;EGP9913656.1;EAC7951149.1;EAH4213419.1;MHF52817.1;WP_185484351.1;WP_185549024.1;EAD4029784.1;EGE9447961.1;WP_061114128.1;WP_181333714.1;EAC3244060.1;EAF9600643.1;WP_149042450.1;MCN73853.1;WP_198491748.1;EGL8219864.1;SNV21015.1;WP_061107551.1;WP_185460980.1;EFP2887188.1;WP_194351541.1;MBC1389828.1;WP_070038039.1;EAF5968987.1;EAG6967663.1;WP_149169896.1;WP_014601807.1;WP_194329339.1;WP_185551276.1;EAF3625438.1;EAC4527566.1;EAC9406219.1;WP_070763809.1;WP_194319968.1;WP_185635470.1;EAD5566106.1;WP_131490461.1;EEW19784.1;WP_185607605.1;WP_194347293.1;EDO1230185.1;EBF5127724.1;WP_180719323.1;HAA8630228.1;EAE0463133.1;EAF2307267.1;EFU7968334.1;EAD9019334.1;EAG7655014.1;EAD4879464.1;EAC3044158.1;ECP9680661.1;EAE2199247.1;WP_185359398.1;WP_185609593.1;WP_036086082.1;EAE5870800.1;HAA5959806.1;EAE5903706.1;HAC3552383.1;ECL1959138.1;WP_194355690.1;EAC3779771.1;EAG7928590.1;EAF9292457.1;ECB9825142.1;HAO5941132.1;WP_120184242.1;EAD7581268.1;EAC4483258.1;MBC2314505.1;WP_139590574.1;WP_194327136.1;EAC5844590.1;HAC4213148.1;MBC1781682.1;WP_194338316.1;ECB9580656.1;WP_031692200.1;WP_185555246.1;WP_185552838.1;WP_003730065.1;GAM93604.1;HAM1207033.1;WP_097517779.1;WP_012951371.1;WP_007547414.1;EAE7071856.1;EAE4444111.1;WP_185416519.1;WP_185527713.1;EBF5168839.1;ECW3394980.1;HAO6467042.1;ECB9526465.1;WP_185494480.1;MBC6146076.1;WP_185341233.1;WP_109909315.1;WP_149045827.1;WP_149065541.1;WP_072240878.1;EGT8061188.1;WP_185568211.1;WP_070786088.1;HAB0482557.1;EAD1187253.1;EAE1070769.1;EAF2101853.1;EAC7070731.1;WP_070298299.1;WP_185318237.1;MBC2334225.1;WP_185376347.1;EEO1220445.1;WP_185351534.1;EAE8706772.1;WP_069007895.1;EAG1694290.1;EAC7321425.1;EDJ0212405.1;WP_080147583.1;WP_185531510.1;HAA7072699.1;EAE2080478.1;HAA9339998.1;WP_185539762.1;MCO21702.1;WP_185499656.1;WP_194354107.1;WP_185398911.1;EAG0866694.1;EAC7954163.1;WP_107355034.1;EAE2620278.1;HAA6991813.1;EAF5666352.1;WP_185550022.1;EAE1959511.1;EAG5017534.1;EFM2995815.1;MBC2374865.1;EAE3266502.1;WP_070214223.1;HAC3082056.1;WP_070252824.1;EAD8647237.1;HAA4778794.1;EAE0681743.1;ECJ9437774.1;WP_085643703.1;HAC4756585.1;EAG0877137.1;EFR2258184.1;WP_185512793.1;EAE9169947.1;MBC1972378.1;MBC1251323.1;EAC3294186.1;EAE5223201.1;WP_160465190.1;WP_097528587.1;WP_185481733.1;WP_167629639.1;WP_070262969.1;WP_070277127.1;MBC1698496.1;EAF0189219.1;WP_185360751.1;EAF0335854.1;WP_185379493.1;EAD1665457.1;MBC1668453.1;WP_185372552.1;WP_185545783.1;WP_185393975.1;WP_149039681.1;EAC4330887.1;ECC1497574.1;WP_061108634.1;EAC5353678.1;EAE0141725.1;EAG9425952.1;EAG3713865.1;WP_072228648.1;WP_014092221.1;EGA9669592.1;WP_187122857.1;EEO3341010.1;EDO0250849.1;EAE6075804.1;EAD6721856.1;EAG6944841.1;EAC3014141.1;ECH6825418.1;EAF1400802.1;EAD6862948.1;WP_185462289.1;EAF4617209.1;WP_185511871.1;EAC2941179.1;EDO1180471.1;EAG6799946.1;EAG8228643.1;EAC5507550.1;EFT5390883.1;EAD1385535.1;MBC1614193.1;HAA6480611.1;WP_185475324.1;EAF0836888.1;WP_070782946.1;EAF4716287.1;WP_185523026.1;WP_096812696.1;WP_187134493.1;EAE7943902.1;EGP9708209.1;EBF5153541.1;MBC1431755.1;WP_185428464.1;WP_096826978.1;WP_069890832.1;WP_181328078.1;WP_003718943.1;WP_185401898.1;EUJ52531.1;WP_070228415.1;HAA2941116.1;WP_070275617.1;EAD4924898.1;WP_185628696.1;WP_194341792.1;EAD2930715.1;WP_185587133.1;WP_070232248.1;WP_010989571.1;ECX6918153.1;HAC1882319.1;MBC1288567.1;EAF3052238.1;WP_149584703.1;HAO6726015.1;EGA1215085.1;WP_185595123.1;EAF1190804.1;WP_070274310.1;EBF5129711.1;MBC1348453.1;EAF9640279.1;HAA9660180.1;WP_181341225.1;WP_070231700.1;HAA6134072.1;EAF2676297.1;WP_194345700.1;WP_112119674.1;EAG0203758.1;TYW27878.1;EGP7113604.1;WP_119722044.1;WP_194356355.1;WP_185405357.1;MCV78200.1;WP_149060570.1;EAC9719000.1;WP_181342035.1;EBF5310049.1;EGN0213916.1;EBF5183488.1;EDO1160545.1;EAC6831280.1;WP_149049694.1;WP_070270572.1;ECJ8416999.1;MBC1966883.1;ECQ0700522.1;WP_185455829.1;EAG4304952.1;WP_185347901.1;EAD5336648.1;EAD9416556.1;EAF9073237.1;ECP4564035.1;HAB9648320.1;MBC2349848.1;EAG9289522.1;EAE2931040.1;WP_185541947.1;WP_194343226.1;WP_185598454.1;WP_070213749.1;EBH4296780.1;HAA8648828.1;EAE7277918.1;WP_185335917.1;EAD6583202.1;WP_185578143.1;MDA47384.1;WP_036061142.1;WP_185384495.1;MBC1742702.1;MBC1767128.1;WP_070785969.1;EAC7080166.1;EAF6750545.1;WP_194345432.1;EAK8929534.1;EAG1934299.1;EFR91488.1;WP_187991653.1;EAG9487460.1;WP_061387877.1;EGK1783392.1;WP_033838009.1;EAC8101580.1;SQC56502.1;WP_185523257.1;WP_070250730.1;EAG1700435.1;EGX9244127.1;EAC4363667.1;EAW7127814.1;WP_185356046.1;WP_119722459.1;WP_185644219.1;ECH7281363.1;EAD2625924.1;WP_194332545.1;MBC1591925.1;EAF2765179.1;EAK9792243.1;WP_194357325.1;EAE1328910.1;MCU25234.1;WP_185572836.1;EDO0033042.1;EAF2285770.1;EAE7904042.1;HAO6284621.1;EAC7947472.1;EDO1114928.1;WP_014929437.1;EAC7687846.1;EAF6340674.1;WP_033918327.1;WP_185518887.1;HAA6726231.1;WP_010958803.1;EAC4469507.1;EAF6026658.1;EAF0626090.1;MBC1635414.1;EAG5354395.1;WP_181675040.1;EAE6307715.1;EAG5245811.1;WP_194339597.1;WP_096828869.1;EAC9602814.1;EAD5507928.1;HAB8698416.1;EAD1454987.1;EAD1955799.1;EAG8561531.1;WP_046336092.1;MBC6173741.1;EAC2630592.1;EEA7536874.1;WP_185536110.1;MBC2297010.1;EAK9404110.1;WP_185373020.1;WP_185543272.1;EAD1641481.1;WP_167649381.1;EAD2137554.1;WP_185313580.1;NVR51100.1;EGA9710655.1;ECL0067034.1;HAO5799030.1;WP_119734933.1;EAA0348905.1;MBC1339822.1;MBC2345496.1;EAD8166362.1;EDN9937452.1;EAD3971156.1;EAD0738680.1;HAA3349127.1;EAD4236115.1;EAF8227225.1;WP_069027254.1;MBC1632743.1;WP_070234358.1;EAE3594839.1;EBF5204140.1;HAC3219756.1;WP_185615514.1;EHN61459.1;MBC1363051.1;EAD6109740.1;MBC1703602.1;WP_185584145.1;EAF6273170.1;WP_070232011.1;EAG0961141.1;EDN8864689.1;EAG8382559.1;EAG8173167.1;WP_194333262.1;EAF6320848.1;MBC2095617.1;HAP0443874.1;ECX5855870.1;EAE6903860.1;HAK1619156.1;WP_185558927.1;WP_185322130.1;WP_185472251.1;MCV42840.1;MDF08046.1;EAD9206780.1;EBH4184450.1;EAC9771732.1;WP_185510428.1;EGW0545722.1;WP_120164513.1;HAO6507805.1;EAG1546113.1;ECV3105823.1;WP_185613275.1;EAH4336825.1;WP_185619248.1;EAF3978968.1;WP_194335645.1;WP_185425729.1;EAG4185173.1;WP_033533265.1;EAD5130415.1;EAD2804831.1;EAD2176347.1;WP_181344650.1;EAF1371362.1;WP_115753745.1;WP_185451892.1;WP_069892091.1;WP_119724710.1;MBC2302364.1;EGR8597982.1;WP_031674518.1;EAF5831385.1;WP_185517252.1;HAC2915036.1;WP_185641686.1;WP_185459768.1;WP_194358931.1;WP_077286609.1;EAF8635715.1;HAC2687508.1;WP_149067071.1;WP_194326389.1;EAE7964276.1;EAG3521734.1;EAF5257714.1;EAG9322598.1;EAD8347134.1;WP_194331418.1;EAD7010881.1;CCQ23272.1;EAC2498419.1;EAC7122141.1;EAF3768011.1;EAF6278919.1;EAF8835421.1;EAC4850131.1;EAC9203927.1;HAC3175152.1;HAA5425018.1;WP_185575755.1;MBC1609827.1;EAE1533503.1;EAH3191735.1;EBB5866556.1;EAG3568249.1;WP_099223576.1;EAH0512807.1;EAE6033750.1;HAO5840405.1;EEO7552513.1;WP_185529635.1;WP_070229252.1;EAD5015745.1;EDN9264035.1;EAG7013528.1;WP_096918103.1;EAD0669265.1;WP_110108606.1;WP_070225234.1;EBF5116415.1;WP_185365975.1;WP_185400041.1;ECL4453055.1;EFU5040504.1;HAM0964904.1;EAD3786178.1;EAE5674752.1;ECK3790701.1;WP_185503839.1;WP_185614784.1;EEN9449879.1;WP_185625152.1;HAB9510410.1;HAC3483091.1;EAD8644610.1;EAC2319834.1;WP_185478058.1;EAA0100788.1;WP_185506211.1;HAA4749047.1;WP_068999046.1;MBC1460505.1;WP_185369696.1;WP_111150014.1;EEO6564765.1;HAC1147757.1;ECP0926388.1;MBC1959491.1;WP_185338663.1;WP_149187901.1;NVQ02052.1;WP_188000546.1;WP_061108318.1;EAG6982333.1;WP_149059968.1;EAG7037163.1;HAJ9309004.1;EAG4800935.1;WP_194351844.1;WP_070227274.1;ECQ6327299.1;EAC4032660.1;EAK8490454.1;EAC5735885.1;WP_149059716.1;EAF9822815.1;EAG5591038.1;MBC1628146.1;EAD5531173.1;EAC2350653.1;WP_070001510.1;WP_096837247.1;WP_014600632.1;WP_185350198.1;WP_185590156.1;EAD4265543.1;WP_070215866.1;HAB7637725.1;EAD2557618.1;EAC5126482.1;WP_010990606.1;EBB5854791.1;HAC0825974.1;WP_194349698.1;HAM1183100.1;ECT4128494.1;WP_149051759.1;WP_003740493.1;EAE6298211.1;EAC5241511.1;WP_181343713.1;EAC3746421.1;WP_103681381.1;WP_185502418.1;WP_194352617.1;WP_194321335.1;EAC2460986.1;HAO6425084.1;EAD5949557.1;WP_185333118.1;WP_185540212.1;ECB9715588.1;HAC1212540.1;WP_187991381.1;WP_003723801.1;WP_003738424.1;WP_181331682.1;EDO1221942.1;WP_103681718.1;WP_085668276.1;EAE0203844.1;EAC7214043.1;WP_185491232.1;EEP6704013.1;ECB9471715.1;HAB7061060.1;EGN8718019.1;WP_185324934.1;EAE8203900.1;WP_149584099.1;EAC3818956.1;HAA3517483.1;WP_110109361.1;EAG1960326.1;MBC1496562.1;EAF4773862.1;WP_185396276.1;WP_036097742.1;EAV9863488.1;EAD7142728.1;HAA7693162.1;EAF1855582.1;EAD8627504.1;EAF0455993.1;EGB2305034.1;WP_079400126.1;EAA0149485.1;WP_070220377.1;HAO5834965.1;WP_185538276.1;WP_069888268.1;EAF2354805.1;WP_185337079.1;WP_068995238.1;EDO1118627.1;EAF8808643.1;EGA6435507.1;ECK9825490.1;EFN3110698.1;WP_070784290.1;WP_069008381.1;HAA3637268.1;HAO6602820.1;HAB8982121.1;EAC7102695.1;WP_149043990.1;EAD9919091.1;WP_185407554.1;NVP94244.1;EAC8521602.1;WP_188001580.1;HAM1576278.1;WP_070240027.1;HAA6520648.1;WP_194358608.1;WP_110128708.1;WP_088809251.1;WP_012581728.1;EAW7147922.1;HAA4071639.1;WP_185572668.1;MCU08590.1;WP_185605562.1;EGF6980061.1;HAC0586164.1;EAD3122419.1;EEO4461841.1;EAD0724333.1;EAV9832529.1;WP_038408654.1;EAE3587803.1;WP_185469227.1;HAA4598353.1;EAE8036453.1;HAA6852954.1;EEP7573976.1;EAK9279973.1;EAD3287088.1;EDN8134690.1;WP_070212658.1;EAC9041950.1;EAE6383446.1;WP_149046420.1;WP_185571296.1;EAH1390780.1;EAF8305527.1;EAE6299807.1;EAG0797776.1;GAT37616.1;HAA4244819.1;WP_185618497.1;WP_185620572.1;EAC5827469.1;EAC8911153.1;WP_071346658.1;EAF1346782.1;WP_011701584.1;MBC1601906.1;EAF1708582.1;EAG2428280.1;HAO5824900.1;WP_187125886.1;NVR99733.1;EAG3792633.1;WP_185546977.1;EDN7816048.1;WP_185390313.1;MBC1621146.1;EDN8370527.1;MBC1518682.1;WP_097517100.1;MCZ83580.1;EGE7114231.1;EAG8229506.1;WP_187998302.1;EAD0693681.1;WP_187130696.1;EAC2785461.1;EAF5573310.1;EAC6418651.1;EFB0928543.1;WP_187135494.1;MBC2277711.1;WP_012985125.1;EAD3044597.1;ECB9786743.1;WP_185390893.1;WP_097351687.1;MCM36093.1;EAD3238464.1;CCQ20139.1;ECL1967680.1;WP_100089315.1;HAB0224003.1;WP_149068136.1;WP_110124074.1;EAV9866697.1;NVS33338.1;EAD1592203.1;MCP02711.1;ECL0007603.1;EAH2416003.1;EAK9822371.1;ECZ7679906.1;WP_185344027.1;EAA0276160.1;WP_185413667.1;WP_149172647.1;EDK4067430.1;ECH3705190.1;WP_149115799.1;EAC8718136.1;EAF0234299.1;EAF9832769.1;WP_185517563.1;WP_061394486.1;ECB9706048.1;EAE8347067.1;EAC6629663.1;MBC1463083.1;EEP0871349.1;EAC3108792.1;HAC3809893.1;EGE9973130.1;EAG3548672.1;WP_119872348.1;WP_149057663.1;EAF5657392.1;EAD2799130.1;WP_070293160.1;EGQ0019828.1;WP_149047679.1;WP_185423835.1;WP_194328363.1;WP_194323931.1;EAC2412323.1;HAA7192096.1;WP_185530666.1;EFQ8450243.1;WP_036132807.1;WP_003731236.1;EGU0986315.1;WP_185304124.1;EDO0457820.1;WP_181326633.1;EAV9868911.1;WP_097294610.1;WP_185367644.1;EBF6243254.1;EAC3393764.1;WP_149044898.1;WP_194356911.1;EAE3455860.1;ECU4704233.1;EDH0879432.1;EAD4157502.1;WP_174890900.1;WP_185323523.1;EAC8460716.1;EAF7771491.1;EAE7282392.1;HAC1040079.1;EAE1300845.1;WP_070214840.1;WP_185355373.1;EBF5847741.1;EAE1934658.1;EAG3783636.1;WP_061106108.1;EAD5325772.1;WP_096874138.1;HAM2321430.1;EAC9497595.1;ECB9829619.1;HAC4075684.1;EAG1721177.1;EAC4098265.1;EAC5431384.1;ECQ9386284.1;WP_173345112.1;WP_185479652.1;WP_185526151.1;HAA9314225.1;EUJ30330.1;WP_077397272.1;EAG1709883.1;WP_185632346.1;WP_070297557.1;WP_149118332.1;HAC1149835.1;MBC1709419.1;WP_003734264.1;EAG0755921.1;MDD86853.1;MBC1660445.1;WP_070259866.1;WP_163654561.1;MBC1587436.1;WP_181346005.1;MBC1405480.1;WP_194325570.1;EAF2799230.1;WP_185552474.1;WP_187999533.1;EAC3953476.1;EGC0090598.1;EGP4509576.1;EAF3316379.1;EAC4449670.1;WP_185599552.1;EAD1341612.1;NVS32640.1;WP_185588585.1;EFH1038536.1;WP_007477140.1;EAF3893423.1;EAE8031738.1;WP_070264426.1;WP_060588108.1;WP_187998931.1;WP_149054842.1;EAD4613856.1;WP_185562522.1;EAC4532868.1;WP_185347092.1;EAC8001634.1;EAD9125317.1;WP_160464085.1;EAC7757521.1;ECL0264575.1;HAO5739330.1;WP_069027717.1;WP_130755423.1;EAG9384552.1;WP_096837568.1;EED2404250.1;EAE9265582.1;WP_185533313.1;HAF8144824.1;EEO6794734.1;EED2239226.1;EGJ5773876.1;MBC1689786.1;EAE8946070.1;EAF4465513.1;EAF6862824.1;WP_070263592.1;WP_149582871.1;WP_185567801.1;WP_036099051.1;EAG5952648.1;EAD6042388.1;MBC2360634.1;WP_185381821.1;EEO6219650.1;EBF5120597.1;EDO1366533.1;EAE7092686.1;EAE1341635.1;EAK8407983.1;EAE4633108.1;WP_003726290.1;HAB8349438.1;ECQ0633107.1;EAK8939043.1;EAD1538189.1;WP_096824508.1;MBC1963642.1;EAD3671861.1;WP_070255704.1;ECW8276410.1;EAC5220535.1;EAF4581459.1;HAA2544773.1;EAD9581211.1;EAE6793953.1;MBC1360463.1;HAK1272946.1;EAW7234438.1;HAC4808098.1;EAC2655620.1;WP_194319002.1;WP_120242116.1;HAB7513203.1;WP_061677237.1;EDO0728221.1;WP_185381523.1;WP_070232935.1;WP_097349931.1;EAC3045553.1;HAA5144140.1;WP_185403313.1;EAC4201432.1;EAF2951551.1;EFS03943.1;WP_070753453.1;WP_185971327.1;WP_149118942.1;EAG9217984.1;WP_185598760.1;WP_058833446.1;EAF0112606.1;EAG4420271.1;HAB7570089.1;WP_036091590.1;EFB0932040.1;WP_021496207.1;WP_061385831.1;WP_070241213.1;EGC1347526.1;HAA6107106.1;EAK8417045.1;WP_109922069.1;WP_070034203.1;MCO74045.1;WP_187986298.1;MCK57517.1;EAC8375431.1;WP_088838841.1;HAO5811426.1;WP_185556842.1;EAC3451424.1;EAE7646923.1;WP_060583387.1;HAC5880277.1;EAG5437323.1;HAC1463148.1;HAA6474641.1;EAC7664297.1;EAD0711148.1;WP_187995512.1;MBC1242840.1;EAD0581569.1;EAC3382690.1;WP_194316624.1;WP_194359044.1;WP_185333927.1;WP_060579657.1;WP_185340253.1;EAC4044323.1;EAE0441950.1;WP_052930105.1;WP_194360513.1;WP_115095500.1;WP_194339076.1;WP_185480309.1;WP_046328019.1;WP_079442505.1;EAD5716951.1;WP_120220489.1;WP_194316781.1;WP_070262258.1;WP_185469895.1;EEU8426365.1;WP_185474338.1;WP_185596331.1;HAK1611363.1;EAD2477501.1;WP_185471448.1;WP_061110957.1;MBC1606577.1;EAE0231856.1;ECC2328743.1;HAA0118582.1;MBC1446902.1;EAF6526133.1;HAC4617380.1;HAA7240322.1;WP_068995813.1;EBF5840037.1;WP_152694216.1;WP_070774580.1;WP_187984345.1;EAG8746820.1;EEU7816362.1;EAF8339228.1;EAC3672845.1;EBD1472459.1;WP_185645893.1;WP_110164504.1;WP_097517177.1;EAE8753252.1;WP_187990189.1;WP_185384029.1;WP_185647256.1;WP_072217157.1;EEO6747528.1;EAC4530374.1;HAK1569641.1;EAK8405952.1;WP_185419964.1;WP_069001675.1;WP_153648279.1;EAG2502481.1;EAG5886127.1;EGP8415385.1;EAC5252408.1;EBF5301099.1;WP_185537382.1;EAD4891685.1;WP_070217465.1;HAK1311669.1;WP_045553487.1;EAE8307987.1;EAE6715290.1;EBH4249732.1;WP_070295970.1;EBF5151818.1;EAE6913909.1;EDN6481700.1;WP_185415964.1;WP_110132427.1;EFR88418.1;HAB7231989.1;MBC1762602.1;WP_149119570.1;EDB2677795.1;EAE7925999.1;EAC5859304.1;EAF4604446.1;EAE2472697.1;EAG3189970.1;WP_070268359.1;EAD9072780.1;WP_111143531.1;EGP8880894.1;WP_194330565.1;HAO5594080.1;ECL0248318.1;EAH4082845.1;EAG5806264.1;MDA72509.1 (Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria monocytogenes [909x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria welshimeri [90x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria booriae [76x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria innocua [41x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria marthii [32x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria seeligeri [30x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;NA [26x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria ivanovii [8x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria fleischmannii [6x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria newyorkensis [4x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria grandensis [3x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria weihenstephanensis [2x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria floridensis [2x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria riparia [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria aquatica [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria sp. FSL_L7-1426 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria sp. FSL_L7-1425 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria sp. FSL_L7-0229 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria sp. PSOL-1 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria sp. ILCC792 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria cornellensis [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria sp. FSL_L7-0253 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria valentina [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria sp. FSL_W9-0585 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria kieliensis [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria costaricensis [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria sp. FSL_L7-0478 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;NA;NA [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria sp. FSL_L7-0993 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria sp. FSL_L7-1435 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria sp. ILCC797 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria sp. FSL_L7-1447 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria sp. FS_ L7-0123 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria sp. FSL_L7-1434 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria sp. FSL_L7-0020 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria sp. FSL_L7-0091 [1x],no taxonomy mapping [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Listeriaceae;Listeria;Listeria sp. FSL_L7-0233 [1x],Bacteria;NA;NA;NA;NA;NA;NA [1x])

[10x] WP_179016066.1;WP_190997315.1;WP_042348631.1;WP_181738582.1;WP_068781123.1;WP_049670168.1;WP_120461782.1;WP_019240305.1;WP_017754136.1;WP_126999591.1 (Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. GM2 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus lutimineralis [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Bacillaceae;Bacillus;NA [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus aceti [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;Paenibacillus;Paenibacillus sp. 79R4 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Bacillaceae;Bacillus;Bacillus sp. AGMB 02131 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Thermoactinomycetaceae;Thermoactinomyces;Thermoactinomyces sp. AMNI-1 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Bacillaceae;Bacillus;Bacillus massiliogorillae [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Bacillaceae;Bacillus;Bacillus sp. FJAT-27916 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Bacillaceae;Calidifontibacillus;Calidifontibacillus oryziterrae [1x])

WP_048717086.1 (Bacteria;Firmicutes;Bacilli;Bacillales;Bacillaceae;Bacillus;Bacillus sp. 522_BSPC)

WP_141602933.1 (Bacteria;Firmicutes;Bacilli;Bacillales;Planococcaceae;Ureibacillus;Ureibacillus terrenus)

[4x] WP_015594692.1;WP_075982921.1;WP_031539136.1;WP_108898688.1 (Bacteria;Firmicutes;Bacilli;Bacillales;Bacillaceae;Bacillus;Bacillus sp. MB2021 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Bacillaceae;Bacillus;Bacillus massilionigeriensis [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Bacillaceae;Bacillus;Bacillus sp. 1NLA3E [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Bacillaceae;Bacillus;Bacillus thermoamylovorans [1x])

[2x] WP_129929876.1;WP_010632567.1 (Bacteria;Firmicutes;Bacilli;Bacillales;Sporolactobacillaceae;Sporolactobacillus;Sporolactobacillus vineae [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Sporolactobacillaceae;Sporolactobacillus;Sporolactobacillus sp. THM19-2 [1x])

WP_090892058.1 (Bacteria;Firmicutes;Bacilli;Bacillales;Bacillaceae;Bacillus;Bacillus caseinilyticus)

WP_069642564.1 (Bacteria;Firmicutes;Bacilli;Bacillales;NA;Desulfuribacillus;Desulfuribacillus alkaliarsenatis)

WP_105617654.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Vallitaleaceae;Vallitalea;Vallitalea okinawensis)

[3x] WP_113676013.1;WP_073336448.1;WP_077846931.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium puniceum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Vallitaleaceae;Vallitalea;Vallitalea guaymasensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium grantii [1x])

[24x] MBF1044510.1;WP_091993457.1;MBF1049852.1;KXI10896.1;EKX89145.1;WP_185623768.1;WP_019595319.1;WP_060917010.1;WP_195236681.1;WP_061101991.1;MBF1052715.1;WP_154538505.1;CCY50232.1;WP_091973483.1;WP_185592777.1;MBF1058450.1;WP_101772854.1;WP_002844728.1;WP_106776555.1;WP_007788659.1;WP_036760007.1;KXB69321.1;MBF1057502.1;WP_036761890.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Peptostreptococcus;Peptostreptococcus anaerobius [10x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Peptostreptococcus;Peptostreptococcus sp. [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Peptostreptococcus;Peptostreptococcus russellii [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Peptostreptococcus;Peptostreptococcus sp. D1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Peptostreptococcus;Peptostreptococcus sp. Marseille-P4308 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Peptostreptococcus;Peptostreptococcus sp. MV1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Peptostreptococcus;Peptostreptococcus canis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Peptostreptococcus;Peptostreptococcus anaerobius CAG:621 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Peptostreptococcus;Peptostreptococcus stomatis [1x])

[4x] WP_118548404.1;EEA86103.1;WP_142535094.1;WP_040410212.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Peptacetobacter;Peptacetobacter hiranonis [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Peptoclostridium;Peptoclostridium sp. AF21-18 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Peptacetobacter;Peptacetobacter hominis [1x])

[110x] WP_009902760.1;WP_039681453.1;HAT4852747.1;WP_018592553.1;WP_131792515.1;WP_095921082.1;ETI93587.1;WP_021407224.1;WP_021394098.1;WP_095892256.1;WP_021375403.1;WP_148557608.1;WP_065987013.1;WP_077725424.1;CDA09851.1;NJI82625.1;WP_102815351.1;WP_167650787.1;WP_131042733.1;WP_074098591.1;WP_032518736.1;WP_054270250.1;WP_077727538.1;WP_107598788.1;WP_021422370.1;WP_195930092.1;EGT2224491.1;EGT5230125.1;WP_021426350.1;WP_070112672.1;VHR90178.1;EGT5420516.1;WP_147617267.1;WP_070470305.1;WP_095911431.1;WP_074136901.1;VHR07354.1;WP_070537768.1;WP_131036398.1;OJT91361.1;WP_021403217.1;WP_138342788.1;WP_077701938.1;WP_077709309.1;WP_095904935.1;WP_198096193.1;WP_021359264.1;WP_021384527.1;WP_133143595.1;WP_077704086.1;WP_054276668.1;VIG00178.1;WP_011861332.1;WP_077708973.1;WP_021417912.1;WP_007286281.1;HAT4897798.1;WP_167640193.1;WP_074917546.1;SUY24470.1;VHO47685.1;WP_021405720.1;WP_021425514.1;WP_131043799.1;WP_107576408.1;NIZ50217.1;KMW27732.1;WP_077716946.1;TQW42847.1;WP_024621445.1;OJT92078.1;HBI91786.1;MBH7723728.1;WP_021366692.1;WP_065977716.1;EQH70533.1;WP_076636219.1;VIB55488.1;WP_142801801.1;WP_107615804.1;EQE20214.1;WP_003439553.1;WP_076631009.1;WP_167653355.1;WP_021408168.1;WP_009893281.1;WP_095895744.1;EGT4721710.1;WP_107619482.1;WP_003430262.1;WP_095920416.1;WP_167636892.1;WP_070480625.1;EGT5043096.1;WP_055088782.1;WP_131038936.1;WP_054273765.1;WP_077710698.1;WP_074179390.1;WP_114108654.1;WP_169469896.1;WP_107594225.1;EQJ01539.1;WP_095890779.1;WP_131035119.1;WP_009896910.1;WP_027702177.1;WP_003423735.1;WP_095891068.1;WP_021411159.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Clostridioides;Clostridioides difficile [87x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;NA [8x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Intestinibacter;Intestinibacter bartlettii [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Terrisporobacter;Terrisporobacter glycolicus [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Clostridioides;Clostridioides mangenotii [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Terrisporobacter;Terrisporobacter othiniensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. 1001270J_160509_D11 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. 1_1_41A1FAA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. HMSC19A11 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium bartlettii CAG:1329 [1x])

[4x] WP_094368531.1;WP_180703321.1;WP_071120757.1;WP_092724849.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;Romboutsia weinsteinii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;Romboutsia lituseburensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;Romboutsia ilealis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;Romboutsia timonensis [1x])

[6x] WP_195251732.1;WP_122639654.1;WP_153926250.1;WP_095406171.1;WP_168573078.1;SCH66517.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;uncultured Clostridium sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;Romboutsia sp. Marseille-P6047 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;Romboutsia sp. 1001713B170207_170306_H8 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;Romboutsia maritimum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;Romboutsia sp. CE17 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;NA [1x])

[5x] WP_195238184.1;WP_195940341.1;WP_195928625.1;WP_092925389.1;WP_195581563.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;Romboutsia sp. D33t1_170424_H2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;Romboutsia sp. 1001285H_161024_C4 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;Romboutsia sp. BSD2780061687b_171204_C1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;Romboutsia hominis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;Romboutsia sp. 1001713B170131_170501_G6 [1x])

[69x] WP_057565297.1;WP_197095865.1;CEN75318.1;WP_057545020.1;CEN81521.1;WP_055339478.1;CEQ29758.1;WP_021432754.1;WP_187526351.1;WP_055333492.1;WP_021433406.1;WP_101508831.1;WP_046823957.1;CEO34497.1;WP_085282001.1;WP_057576476.1;WP_057569323.1;WP_046823576.1;WP_195335468.1;WP_150842675.1;WP_158012074.1;WP_025161975.1;WP_195345256.1;CEP98916.1;WP_142730114.1;WP_055328733.1;WP_057585419.1;WP_085281710.1;CEN25156.1;WP_142730033.1;CEP47928.1;WP_057555221.1;WP_150887294.1;WP_195418053.1;WP_025162929.1;WP_168930874.1;WP_057550782.1;WP_055331600.1;WP_021429419.1;CEN94041.1;WP_057548374.1;WP_057536382.1;WP_154239887.1;SCI84334.1;WP_055341929.1;WP_057539572.1;WP_150885679.1;WP_057561895.1;WP_170074561.1;WP_057541896.1;WP_195334887.1;WP_170075133.1;WP_021129699.1;WP_195947688.1;WP_035116439.1;WP_118029309.1;WP_057537770.1;WP_195946725.1;WP_035117449.1;WP_172710019.1;WP_057547415.1;WP_021431161.1;WP_148550540.1;WP_057560454.1;WP_187005379.1;WP_148550110.1;WP_168931391.1;WP_195926041.1;RDC50531.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Paeniclostridium;Paeniclostridium sordellii [36x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Paraclostridium;Paraclostridium bifermentans [19x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Paraclostridium;Paraclostridium dentum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Paraclostridium;Paraclostridium benzoelyticum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. NCR [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium cuniculi [1x],Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Moraxellaceae;Acinetobacter;Acinetobacter sp. RIT592 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;uncultured Clostridium sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Paeniclostridium;[Eubacterium] tenue [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. 1001271B_151109_D9 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium thiosulfatireducens [1x])

[13x] WP_022744776.1;AWK51837.1;WP_055257995.1;WP_094366122.1;WP_195924385.1;WP_185658323.1;NSA17654.1;WP_171773786.1;WP_115976287.1;WP_077865171.1;WP_122639781.1;WP_112364981.1;WP_196371604.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium saccharobutylicum [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium ventriculi [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium beijerinckii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;Romboutsia weinsteinii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Sarcina;Sarcina sp. JB2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Romboutsia;Romboutsia maritimum [1x])

[23x] WP_161214277.1;WP_002580062.1;WP_113886271.1;WP_154826815.1;WP_191023597.1;WP_045144506.1;WP_035764079.1;WP_124230914.1;WP_070779853.1;WP_003412722.1;WP_146869029.1;WP_003427648.1;WP_071982571.1;WP_163243634.1;WP_153739325.1;WP_195974611.1;ETI89326.1;WP_046057433.1;WP_043662506.1;WP_058141954.1;WP_027635598.1;WP_163240196.1;WP_156212778.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium butyricum [21x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;NA [2x])

PHV72227.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium)WP_090038976.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium frigidicarnis)

WP_048569244.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium cylindrosporum)

[5x] WP_196371606.1;WP_055257987.1;WP_112364978.1;WP_058993112.1;WP_195924389.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium ventriculi [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Sarcina;Sarcina sp. JB2 [1x])

WP_008826484.1 (Bacteria;NA;NA;Haloplasmatales;Haloplasmataceae;Haloplasma;Haloplasma contractile)

[27x] WP_063556139.1;WP_089611641.1;WP_051688078.1;WP_110463302.1;QNO13991.1;EET86333.1;WP_032077478.1;WP_127722564.1;HHT50902.1;NMA02680.1;HHT64243.1;WP_113802765.1;PYG85612.1;WP_137696678.1;WP_169297001.1;WP_029161666.1;WP_087678067.1;WP_007064474.1;WP_066637941.1;KUO73093.1;NLW00072.1;HBI03561.1;WP_026478462.1;NLC39143.1;NLK01175.1;NLN40932.1;NLK34971.1 (Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;Garciella;Garciella nitratireducens [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Ruminiclostridium;Ruminiclostridium sufflavum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium carboxidivorans [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium LB2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. P21 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium scatologenes [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium drakei [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium ljungdahlii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. AWRP [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfohalotomaculum;Desulfohalotomaculum alkaliphilum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfofarcimen;Desulfofarcimen intricatum [1x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium BRH_c25 [1x],Bacteria;Firmicutes;Bacilli;Bacillales;Paenibacillaceae;NA;Paenibacillaceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Gracilibacteraceae;NA;Gracilibacteraceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Eubacteriaceae;NA;Eubacteriaceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Dehalobacterium;Dehalobacterium formicoaceticum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Alkaliphilus;Alkaliphilus transvaalensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Ruminiclostridium;Ruminiclostridium sp. MA18 [1x])

[2x] WP_128499538.1;WP_083089542.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium septicum [2x])

[3x] WP_079589824.1;CBH21193.1;WP_049779758.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Acetoanaerobium;Acetoanaerobium sticklandii [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Acetoanaerobium;Acetoanaerobium noterae [1x])

[10x] WP_009530664.1;WP_009527547.1;WP_009528667.1;MBF1050581.1;WP_144398091.1;WP_068914123.1;EFM39772.1;SKC52994.1;EJP21442.1;WP_009524404.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Peptoanaerobacter;Peptoanaerobacter stomatis [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Criibacterium;Criibacterium bergeronii [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Peptoanaerobacter;[Eubacterium] yurii [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;NA;Peptostreptococcaceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;NA;Peptostreptococcaceae bacterium AS15 [1x])
NLO93749.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium)

[21x] MTM03897.1;MTP72610.1;WP_195248461.1;WP_195984646.1;WP_147633204.1;WP_155232313.1;WP_195944037.1;MTL74849.1;WP_006784230.1;MTN82019.1;WP_055275092.1;WP_055305657.1;MTN45445.1;WP_195943217.1;WP_009607203.1;MTK80785.1;WP_055243562.1;WP_129821586.1;MTO10050.1;WP_055163778.1;WP_195933592.1 (Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;Turicibacter;Turicibacter sanguinis [20x],Bacteria;Firmicutes;Erysipelotrichia;Erysipelotrichales;Erysipelotrichaceae;Turicibacter;NA [1x])

[2x] WP_132282644.1;WP_132250304.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;Natranaerovirga;Natranaerovirga pectinivora [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;Natranaerovirga;Natranaerovirga hydrolytica [1x])

[4x] NLW03532.1;WP_149677486.1;NLU32469.1;NLI39284.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Thermoclostridium;Thermoclostridium caenicola [1x])

[2x] NLL18925.1;HHZ16355.1 (Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium [2x])

[2x] NLY61081.1;NLI61456.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [2x])

[5x] NLH31067.1;HHT35870.1;NMB39099.1;NLL88436.1;NLM68625.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [5x])

[15x] NMB02086.1;NLL48177.1;NLJ02669.1;HHU62434.1;NLO96323.1;HHT90872.1;HBG08629.1;HHT42926.1;HHT68248.1;NLL42779.1;NLL08163.1;NMB21686.1;HBG01023.1;NLM42094.1;HHW71941.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [14x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Natronincola;Natronincola sp. [1x])
NLM24763.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

[5x] HHT47129.1;KLU40810.1;NLM54961.1;NLM39488.1;NLJ74337.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;NA;Peptococcaceae bacterium 1109 [1x])

[2x] WP_092070561.1;GBG58226.1 (Bacteria;Firmicutes;Negativicutes;Selenomonadales;Sporomusaceae;NA;NA [1x],Bacteria;Firmicutes;Negativicutes;Selenomonadales;Sporomusaceae;Dendrosporobacter;Dendrosporobacter quercicolus [1x])

[2x] WP_072908483.1;WP_091350605.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Proteinivoraceae;Anaerobranca;Anaerobranca gottschalkii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Proteinivoraceae;Anaerobranca;Anaerobranca californiensis [1x])

WP_072515095.1 (Bacteria;Firmicutes;NA;NA;NA;Ndongobacter;Ndongobacter massiliensis)

[5x] WP_019133921.1;WP_075968001.1;WP_053942942.1;WP_019190530.1;WP_071705013.1 (Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Murdochiella;Murdochiella vaginalis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;Levyella;Levyella massiliensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Murdochiella;Murdochiella massiliensis [1x],Bacteria;Firmicutes;Tissierellia;NA;NA;Kallipyga;Kallipyga massiliensis [1x],Bacteria;Firmicutes;Tissierellia;NA;NA;Kallipyga;Kallipyga gabonensis [1x])

[32x] WP_130819546.1;WP_105301129.1;WP_019118395.1;WP_004834084.1;WP_044565365.1;WP_154540753.1;WP_070641102.1;WP_151409210.1;WP_099321644.1;WP_049690578.1;WP_070606210.1;EEB35372.1;WP_070737747.1;WP_060929841.1;KWZ76766.1;WP_102197999.1;EEI82628.1;WP_101539498.1;WP_072536901.1;WP_004839211.1;WP_195217656.1;WP_176269882.1;WP_117520088.1;WP_058990953.1;WP_106461493.1;WP_004817851.1;WP_060802170.1;WP_115595603.1;WP_040349616.1;WP_015777281.1;WP_040398485.1;WP_073998397.1 (Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus hydrogenalis [4x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus tetradius [4x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus octavius [2x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus vaginalis [2x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus prevotii [2x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus rubeinfantis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus sp. Marseille-P3915 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus marasmi [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus sp. WCA-380-WT-2B [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus sp. HMSC075B03 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus mediterraneensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus sp. HMSC068A02 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus sp. Marseille-P3625 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus senegalensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus obesiensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus provencensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus vaginimassiliensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus sp. AGMB00486 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus jeddahensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus urinomassiliensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus sp. Marseille-P9784 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus nagyae [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerococcus;Anaerococcus sp. HMSC065G05 [1x])

WP_014261686.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Filifactor;Filifactor alocis)

[23x] WP_002839918.1;WP_002835049.1;WP_094203928.1;WP_154272235.1;WP_110057844.1;WP_094223644.1;WP_094208881.1;WP_094202746.1;WP_002841171.1;WP_035113044.1;WP_154273759.1;WP_012290852.1;WP_154253616.1;WP_094224935.1;WP_002837315.1;WP_060790380.1;WP_154271596.1;WP_094207393.1;WP_094225814.1;WP_094210018.1;WP_094230122.1;WP_094206011.1;WP_102163640.1 (Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Finegoldia;Finegoldia magna [20x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Finegoldia;NA [2x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Finegoldia;Finegoldia sp. BIOML-A1 [1x])

[4x] NMB10062.1;WP_055078401.1;HHX68989.1;WP_100065712.1 (Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Lagierella;Lagierella massiliensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Miniphocibacter;Miniphocibacter massiliensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Gallicola;Gallicola sp. [1x],Bacteria;Firmicutes;Tissierellia;NA;NA;NA;Tissierellia bacterium [1x])

NLK58685.1 (Bacteria;Firmicutes;Tissierellia;NA;NA;NA;Tissierellia bacterium)

WP_023055594.1 (Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus sp. BV3C26)

[31x] WP_138160346.1;WP_070609979.1;WP_085876261.1;WP_127725323.1;WP_010242052.1;WP_060799706.1;WP_070702043.1;WP_005955674.1;WP_019138029.1;WP_019124610.1;WP_112890472.1;WP_062552054.1;WP_148466241.1;WP_126439084.1;WP_019107454.1;WP_062572232.1;WP_019132109.1;WP_009221817.1;WP_075659067.1;WP_071125709.1;WP_004820974.1;WP_071027768.1;WP_036729644.1;KXB68503.1;WP_019034883.1;WP_073184431.1;WP_004825669.1;WP_195445060.1;WP_009344694.1;CDZ75416.1;WP_084229969.1 (Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus harei [6x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus sp. DNF00840 [2x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus lacrimalis [2x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;NA [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus obesi [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus raoultii [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus grossensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus asaccharolyticus [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus vaginalis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus sp. HMSC075B08 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus timonensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerosphaera;Anaerosphaera aminiphila [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus catoniae [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus phoceensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus mikwangii [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus indolicus [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus lacydonensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus sp. oral taxon 386 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus senegalensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus sp. oral taxon 836 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Anaerosphaera;Anaerosphaera multitolerans [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus sp. ING2-D1G [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus sp. HMSC062D09 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus rhinitidis [1x])

[6x] WP_072470164.1;WP_050796537.1;KGF11508.1;WP_099208173.1;EGS31626.1;VFB15513.1 (Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Urinicoccus;Urinicoccus massiliensis [2x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus sp. oral taxon 375 [2x],Bacteria;Firmicutes;Tissierellia;NA;NA;NA;Tissierellia bacterium S5-A11 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Urinicoccus;Urinicoccus timonensis [1x])

[8x] WP_068370012.1;CAC9932326.1;KXB64899.1;WP_108831967.1;WP_077074710.1;WP_126464652.1;WP_180499252.1;WP_068455570.1 (Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus coxii [3x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus sp. 1804121828 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus urinimassiliensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus ivorii [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus pacaensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Peptoniphilaceae;Peptoniphilus;Peptoniphilus sp. Marseille-P3761 [1x])

[4x] NLD16881.1;NLY19692.1;NLW41931.1;WP_054251727.1 (Bacteria;Firmicutes;Tissierellia;NA;NA;NA;Tissierellia bacterium [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;Neofamilia;Neofamilia massiliensis [1x])

NLM06758.1 (Bacteria;Firmicutes;Tissierellia;NA;NA;NA;Tissierellia bacterium)

[2x] OLS03715.1;NLN14047.1 (Bacteria;Firmicutes;Tissierellia;Tissierellales;Tissierellaceae;Tissierella;Tissierella creatinophila [1x],Bacteria;Firmicutes;Tissierellia;NA;NA;NA;Tissierellia bacterium [1x])

[5x] NLY72735.1;NLI66320.1;NLY45318.1;WP_143613520.1;MBC8591024.1 (Bacteria;Firmicutes;Tissierellia;NA;NA;NA;Tissierellia bacterium [2x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Tissierellaceae;Tissierella;Tissierella sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium NSJ-29 [1x],Bacteria;Actinobacteria;Actinobacteria;Actinomycetales;Actinomycetaceae;Varibaculum;Varibaculum timonense [1x])
NLJ34303.1 (Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium)

[26x] NLJ77818.1;WP_093752137.1;WP_071139367.1;WP_042680457.1;HHV26290.1;NLJ99298.1;NMA54861.1;NMB27723.1;WP_005585354.1;WP_154483139.1;NLJ34415.1;HHV39570.1;WP_128753325.1;NLY68130.1;NLY76913.1;WP_132995948.1;NMB07975.1;MBE6081118.1;WP_072745154.1;WP_077369077.1;HHV45419.1;NLW22494.1;NLV77348.1;WP_132028636.1;NLX62809.1;NLW41054.1 (Bacteria;Firmicutes;Tissierellia;NA;NA;NA;Tissierellia bacterium [12x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [2x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Tissierellaceae;Sporanaerobacter;Sporanaerobacter acetigenes [2x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Tissierellaceae;NA;Tissierellaceae bacterium [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Tissierellaceae;Anaerosalibacter;Anaerosalibacter massiliensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Tissierellaceae;Keratinibaculum;Keratinibaculum paraultunense [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Tissierellaceae;Anaerosalibacter;Anaerosalibacter sp. Marseille-P3206 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Tissierellaceae;Tepidimicrobium;Tepidimicrobium sp. [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Tissierellaceae;Tissierella;Tissierellia sp. JN-28 [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Tissierellaceae;Tepidimicrobium;Tepidimicrobium xylanilyticum [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Tissierellaceae;Sporanaerobacter;Sporanaerobacter sp. PP17-6a [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Tissierellaceae;Anaerosalibacter;Anaerosalibacter bizertensis [1x],Bacteria;Firmicutes;Tissierellia;Tissierellales;Tissierellaceae;Schnuerera;Schnuerera ultunensis [1x])

WP_129723909.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Xylanivirgaceae;Xylanivirga;Xylanivirga thermophila)

[2x] NMA94775.1;HHW69932.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [2x])

[3x] WP_106064042.1;HBX48946.1;HBG39302.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium liquoris [1x])

[7x] WP_077833016.1;WP_077852588.1;WP_077892798.1;WP_010965697.1;WP_034581143.1;WP_066022502.1;WP_026884482.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium acetobutylicum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium akagii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium felsineum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium roseum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium aurantibutyricum [1x])

OQY31833.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;NA;Spirochaetaceae bacterium 4572_59)

[2x] WP_020611428.1;WP_013253160.1 (Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Sediminispirochaeta;Sediminispirochaeta bajacaliforniensis [1x],Bacteria;Spirochaetes;Spirochaetia;Spirochaetales;Spirochaetaceae;Sediminispirochaeta;Sediminispirochaeta smaragdinae [1x])

[3x] NLP46505.1;NMA83963.1;NLL71485.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Epulopiscium;Epulopiscium sp. [3x])

[8x] NLK22344.1;NLM49026.1;NLM12976.1;NLJ88207.1;WP_058485653.1;WP_158740083.1;HHW67770.1;NLK97835.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Epulopiscium;Epulopiscium sp. [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;Defluviitaleaceae;Defluviitalea;Defluviitalea raffinosedens [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Defluviitaleaceae;Defluviitalea;Defluviitalea phaphyphila [1x])

[5x] NLK90905.1;WP_012160042.1;ABR47558.1;NMA03902.1;WP_041721454.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Alkaliphilus;Alkaliphilus metalliredigens [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Alkaliphilus;Alkaliphilus oremlandii [1x])

[4x] WP_165411730.1;WP_171296328.1;WP_071614058.1;WP_152753166.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium estertheticum [4x])

[18x] WP_185649661.1;WP_015616231.1;WP_164944614.1;NLP14295.1;SCN21426.1;WP_010236751.1;MBC8060776.1;WP_103081133.1;WP_127836479.1;WP_164957726.1;WP_084114485.1;SKA83783.1;WP_106064826.1;HER36578.1;WP_078682387.1;WP_027626818.1;MBE6057413.1;WP_003443526.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium pasteurianum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. USBA 49 [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. N3C [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium lundense [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium arbusti [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium estertheticum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. FP1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium acidisoli [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. DJ247 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium liquoris [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Pseudoclostridium;Pseudoclostridium thermosuccinogenes [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. PYR-10 [1x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium [1x])

[11x] HHW00494.1;WP_101302364.1;NLI58573.1;WP_069193213.1;NLD49421.1;AUG58154.1;HHX18462.1;NMB33891.1;OPZ88076.1;WP_105368568.1;HAA42871.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Hungateiclostridium;Hungateiclostridium saccincola [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium [2x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium ADurb.Bin419 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Ruminiclostridium;Ruminiclostridium sp. [1x])

[16x] WP_136479210.1;HHW48305.1;WP_014255881.1;WP_003517033.1;NLH96229.1;MTK14103.1;WP_004463723.1;NMA34340.1;WP_114297181.1;NJD02645.1;NLV35777.1;NTV90373.1;RCX17969.1;NLK85930.1;WP_011838053.1;NLP06769.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium [7x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Hungateiclostridium;Hungateiclostridium thermocellum [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Anaerobacterium;Anaerobacterium chartisolvens [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Hungateiclostridium;Hungateiclostridium clariflavum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Ruminiclostridium;Ruminiclostridium sp. [1x])

[12x] WP_020814523.1;NLL04446.1;WP_026073835.1;WP_137698698.1;WP_024831243.1;WP_015925397.1;WP_110462121.1;WP_014313831.1;WP_004617617.1;WP_004623345.1;WP_027627734.1;WP_080065092.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Ruminiclostridium;Ruminiclostridium papyrosolvens [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Ruminiclostridium;Ruminiclostridium cellobioparum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Ruminiclostridium;Ruminiclostridium josui [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. BNL1100 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Ruminiclostridium;Ruminiclostridium hungatei [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Hungateiclostridium;Hungateiclostridium cellulolyticum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Ruminiclostridium;Ruminiclostridium sufflavum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Ruminiclostridium;Ruminiclostridium cellulolyticum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Hungateiclostridiaceae;Ruminiclostridium;Ruminiclostridium sp. MA18 [1x])

[4x] WP_185162370.1;WP_104410005.1;WP_029452996.1;WP_079427011.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium algidicarnis [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium oryzae [1x])

[38x] WP_133628620.1;WP_035291462.1;WP_125002586.1;WP_066822133.1;WP_119970622.1;NLM35080.1;WP_065076989.1;WP_163211991.1;WP_138980654.1;WP_106008522.1;NLP28562.1;WP_163194375.1;WP_078696391.1;WP_139904328.1;WP_053468137.1;WP_150356924.1;WP_055667574.1;ERI89612.1;MBI6873718.1;CAB1252183.1;WP_023162250.1;WP_122057882.1;WP_163208066.1;EKN40435.1;WP_066617608.1;WP_102399977.1;WP_073540170.1;NLZ47574.1;WP_070110253.1;WP_063601426.1;WP_163237821.1;WP_138203133.1;WP_164950484.1;HCW03830.1;WP_054874822.1;WP_013240157.1;WP_012103657.1;NLM57829.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium autoethanogenum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium thermarum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sporogenes [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium kluyveri [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Oxobacter;Oxobacter pfennigii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium acetireducens [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium botulinum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium tagluense [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Fonticella;Fonticella tunisiensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Caloramator;Caloramator quimbayensis [1x],Bacteria;Firmicutes;Clostridia;NA;NA;NA;Clostridia bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Haloimpatiens;Haloimpatiens massiliensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium luticellarii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium ragsdalei [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium ljungdahlii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Haloimpatiens;Haloimpatiens lingqiaonensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium fermenticellae [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium tepidiprofundi [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium oral taxon 876 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. FP2 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. L74 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium magnum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium aciditolerans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Desnuesiella;Desnuesiella massiliensis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. KNHs214 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Caloramator;Caloramator sp. E03 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium coskatii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. HV4-5-A1G [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium BL-3 [1x])

[11x] WP_134218209.1;HAA35080.1;NLN87278.1;NLU46914.1;NLT20330.1;NLL58076.1;WP_052543920.1;WP_190258688.1;AGL00144.1;HCF50370.1;OPX86701.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;NA;Syntrophomonadaceae bacterium [3x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfallas;Desulfallas gibsoniae [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Pelotomaculum;Pelotomaculum sp. FP [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;Syntrophomonas;Syntrophomonas sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Pelotomaculum;Pelotomaculum sp. PtaB.Bin104 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Pelotomaculum;Pelotomaculum schinkii [1x])

NLJ72558.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;NA;Syntrophomonadaceae bacterium)

[2x] OQB67516.1;NLV20463.1 (Bacteria;Bacteroidetes;NA;NA;NA;NA;Bacteroidetes bacterium ADurb.Bin139 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;NA;Syntrophomonadaceae bacterium [1x])

NTW29577.1 (Bacteria;Actinobacteria;Coriobacteriia;NA;NA;NA;Coriobacteriia bacterium)

[7x] NLA06463.1;NLS44634.1;NLW44126.1;NLW63868.1;NLJ61237.1;NLV15596.1;NLB18359.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;NA;Syntrophomonadaceae bacterium [4x],Bacteria;Firmicutes;NA;NA;NA;NA;Firmicutes bacterium [3x])

[2x] WP_061213952.1;WP_011641335.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;Syntrophomonas;Syntrophomonas wolfei [2x])

[2x] NLF45414.1;HBK53032.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;Syntrophomonas;Syntrophomonas wolfei [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;NA;Syntrophomonadaceae bacterium [1x])

[2x] KUK52633.1;HAU32445.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;Desulfotomaculum sp. 46_296 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptococcaceae;Desulfotomaculum;Desulfotomaculum sp. [1x])
[2x] NLL85425.1;NLO21701.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;NA;Syntrophomonadaceae bacterium [2x])

[4x] SHH08043.1;WP_084601935.1;WP_099190352.1;WP_072886967.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Tepidibacter;Tepidibacter thalassicus [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Tepidibacter;Tepidibacter mesophilus [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Tepidibacter;Tepidibacter formicigenes [1x])

[108x] WP_078991621.1;WP_045540934.1;WP_072586180.1;WP_108429004.1;GAE03617.1;WP_012100938.1;WP_003489933.1;WP_159035546.1;WP_196007880.1;WP_147565997.1;NFD76989.1;WP_106900825.1;WP_061294396.1;CDI50512.1;WP_011100462.1;WP_163249552.1;MBE6069162.1;NLU06788.1;WP_061316922.1;WP_017894978.1;WP_195923738.1;APU58431.1;WP_125152795.1;WP_106575272.1;WP_017751216.1;WP_076046055.1;WP_045516354.1;RHW66416.1;WP_129009811.1;WP_076178762.1;WP_003406007.1;WP_025775643.1;WP_195603871.1;WP_191597907.1;WP_101526755.1;WP_035150670.1;WP_163257229.1;WP_071647572.1;WP_003483487.1;WP_101528037.1;AVP66108.1;WP_159036332.1;WP_163226254.1;WP_099840083.1;WP_078024990.1;WP_085332579.1;WP_012048163.1;WP_012704127.1;WP_039261971.1;WP_058008671.1;WP_076176330.1;WP_061906257.1;WP_014521799.1;WP_061310366.1;NFL55788.1;WP_039652034.1;WP_033066363.1;STC84167.1;WP_047402721.1;WP_003357399.1;WP_127350224.1;WP_024931686.1;WP_050606649.1;AJD26585.1;WP_043032536.1;HBC95913.1;WP_061319913.1;NMA58863.1;WP_129043382.1;NFI45350.1;WP_129133378.1;WP_030036767.1;WP_163253453.1;WP_096634958.1;WP_021106657.1;WP_076042390.1;WP_012342660.1;WP_053338505.1;WP_045520093.1;WP_076172523.1;WP_003361595.1;WP_061328714.1;WP_123054392.1;WP_111921885.1;WP_168944071.1;WP_096045280.1;WP_129033607.1;KGK86717.1;WP_095178156.1;WP_163198706.1;NFB57563.1;NFK80450.1;WP_061306809.1;WP_129031869.1;WP_171303419.1;WP_049041541.1;WP_128748783.1;WP_033061258.1;NFD30381.1;NFI09511.1;WP_097027554.1;WP_129028558.1;WP_035140218.1;WP_041346754.1;WP_089863620.1;WP_075141529.1;WP_186431033.1;QCH27151.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium botulinum [52x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sporogenes [12x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium tetani [11x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium tyrobutyricum [7x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium cochlearium [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;NA [4x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium niameyense [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium tepidum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium lundense [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium combesii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. JN-1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium tetanomorphum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. HMP27 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. JN-9 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. BSD9I1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium peptidivorans [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium rectalis [1x])

WP_039262851.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium tetani)

[12x] WP_150200989.1;WP_096231072.1;WP_192403032.1;TCW33483.1;WP_094044154.1;WP_014757374.1;WP_013299058.1;WP_015312676.1;HHV74467.1;WP_094397178.1;WP_013789048.1;WP_085113421.1 (Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Thermoanaerobacterium;Thermoanaerobacterium thermosaccharolyticum [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;Syntrophomonadaceae;Thermohydrogenium;Thermohydrogenium kirishiense [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Thermoanaerobacterium;Thermoanaerobacterium xylanolyticum [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Thermoanaerobacterium;NA [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Thermoanaerobacterium;Thermoanaerobacterium sp. RBIITD [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Thermoanaerobacterium;Thermoanaerobacterium sp. PSU-2 [1x],Bacteria;Firmicutes;Clostridia;Thermoanaerobacterales;Thermoanaerobacterales Family III. Incertae Sedis;Thermoanaerobacterium;Thermoanaerobacterium sp. [1x])HHY23409.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium)

[4x] NLL72320.1;NLP16973.1;WP_058257570.1;NLK04582.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Herbinix;Herbinix luporum [1x])

[5x] WP_103202941.1;NLY47894.1;NLL00425.1;TAH69857.1;NLO08892.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [3x],Bacteria;Chloroflexi;Anaerolineae;Anaerolineales;Anaerolineaceae;NA;Anaerolineaceae bacterium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Herbinix;Herbinix hemicellulosilytica [1x])

[10x] NLP35097.1;MBE5965386.1;HHV13736.1;HHU70684.1;MBB2183734.1;NLC20105.1;WP_125475556.1;HBI72672.1;WP_197660819.1;HHU73167.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [5x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium MD1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Herbinix;Herbinix hemicellulosilytica [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Mobilitalea;Mobilitalea sibirica [1x])

[4x] NLZ82154.1;NLJ96253.1;WP_115480439.1;NLK74447.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerosacchariphilus;Anaerosacchriphilus polymeriproducens [1x])BCN31159.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;NA;Lachnospiraceae bacterium TB5)

WP_184088530.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerocolumna;Anaerocolumna cellulosilytica)

[6x] SHO45813.1;WP_084558503.1;SHJ50229.1;BCJ99720.1;WP_033166217.1;WP_084123885.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerocolumna;Anaerocolumna jejuensis [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerocolumna;Anaerocolumna xylanovorans [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. KNHs205 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerocolumna;Anaerocolumna sp. CTTW [1x])

[3x] SFN75797.1;WP_097013997.1;WP_091683759.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Anaerocolumna;Anaerocolumna aminovalerica [3x])

[3x] HHX55204.1;NMB43987.1;NLJ89329.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [3x])

WP_123608849.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;Mobilisporobacter;Mobilisporobacter senegalensis)

[125x] NFF81362.1;WP_024614953.1;WP_195343522.1;NRU22414.1;WP_040968321.1;WP_160692111.1;WP_035765443.1;WP_087702090.1;WP_061307208.1;NRU18113.1;WP_053342723.1;WP_041084643.1;NFO03323.1;WP_055183797.1;WP_165415204.1;WP_045144522.1;WP_003374363.1;WP_022746900.1;WP_124230137.1;WP_043852668.1;NFI94913.1;WP_049178641.1;WP_103698761.1;WP_173707742.1;WP_173710533.1;CDG00952.1;WP_079439716.1;WP_159116069.1;NRZ40602.1;WP_012451015.1;MBE6048001.1;WP_090089410.1;NLK23097.1;WP_105410738.1;WP_186859045.1;WP_160360635.1;NFE74612.1;WP_035792338.1;NFG26200.1;WP_195572721.1;WP_070780137.1;NFO33275.1;WP_191023929.1;WP_077858338.1;NFO09784.1;NFO15273.1;WP_077866605.1;WP_035785980.1;NFG62266.1;WP_153739405.1;AWK51463.1;WP_146868716.1;WP_077839480.1;WP_171788341.1;WP_163240763.1;WP_078115621.1;NFV56719.1;WP_069680178.1;WP_171771397.1;HCW52967.1;WP_017825932.1;NFG64856.1;WP_077869254.1;NFG41920.1;MBE6070822.1;NFI03572.1;WP_125148441.1;WP_002579722.1;WP_195631894.1;WP_061281936.1;MBE6050812.1;WP_195617443.1;NFL94312.1;WP_017213107.1;WP_077364949.1;WP_195260768.1;WP_169105113.1;WP_003428272.1;WP_017353635.1;NRZ07598.1;WP_099329054.1;WP_077843752.1;WP_012424308.1;WP_058294842.1;WP_008422283.1;WP_119366578.1;WP_027635111.1;WP_041897200.1;WP_171781029.1;WP_099314228.1;WP_015394240.1;WP_027097929.1;NFR87837.1;NLK93690.1;NFL44164.1;WP_195979778.1;WP_186839553.1;MBE6090579.1;WP_065417353.1;NFI53273.1;NFG23004.1;WP_012058619.1;WP_055265990.1;WP_081911617.1;WP_058141854.1;WP_009170099.1;WP_111937846.1;WP_105176973.1;WP_099327617.1;WP_024039000.1;WP_003406709.1;WP_026886125.1;WP_061308292.1;WP_055254264.1;WP_195619426.1;WP_077830066.1;WP_023976718.1;NSA02310.1;WP_077855266.1;WP_039769761.1;SCK04531.1;WP_168982525.1;WP_079481127.1;WP_090013986.1;WP_077846694.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium botulinum [32x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium beijerinckii [25x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium butyricum [15x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium paraputrificum [12x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;NA [7x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium chromiireducens [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;NA;NA;Clostridiales bacterium [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium neonatale [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium chauvoei [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium saccharoperbutylacetonicum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium saccharobutylicum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium diolis [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CL-6 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;uncultured Clostridium sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. SM-530-WT-3G [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. DSM 8431 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. DL-VIII [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. NSJ-6 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium disporicum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. BL-8 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. NSJ-49 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium puniceum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium taeniosporum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium uliginosum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. HMSC19A10 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. Ade.TY [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. C2-6-12 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. 2-1 [1x])

[21x] WP_073019887.1;WP_072984036.1;WP_055225439.1;WP_160671422.1;WP_128212736.1;WP_039316277.1;WP_183278232.1;WP_194190613.1;WP_002597634.1;WP_143314614.1;WP_080022758.1;AIY83990.1;WP_106060116.1;WP_054199531.1;WP_055206249.1;WP_079286919.1;WP_077229059.1;WP_181600765.1;WP_045725576.1;WP_191767599.1;WP_021801363.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium baratii [8x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium intestinale [3x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium thermobutyricum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. PT [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. CT4 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. HBUAS56017 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. C8-1-8 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium vincentii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. TW1 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium cavendishii [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. Sa3CVN1 [1x])

[18x] WP_196048975.1;WP_055291525.1;WP_195990055.1;WP_195955762.1;WP_195959181.1;WP_042401588.1;WP_195515085.1;WP_195999311.1;WP_195952906.1;SCJ13872.1;WP_133016828.1;WP_195964189.1;WP_195245335.1;WP_055277203.1;WP_005214057.1;WP_195951332.1;WP_195467646.1;WP_195952449.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium saudiense [6x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium cuniculi [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium celatum [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;NA [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. D43t1_170807_H7 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium disporicum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. 1001271B_151109_B4 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;uncultured Clostridium sp. [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. D53t1_180928_C8 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Peptostreptococcaceae;Paraclostridium;Paraclostridium bifermentans [1x])

MSR89959.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium WCA-383-APC-5B)

WP_073009602.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium amylolyticum)
WP_152891349.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium tarantellae)

[4x] WP_072895566.1;WP_090037463.1;SHE78488.1;WP_027632104.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium fallax [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium frigidicarnis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium hydrogeniformans [1x])
[3x] WP_099335540.1;WP_178310941.1;WP_027638277.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium cadaveris [3x])

[3x] WP_115640959.1;WP_032121542.1;WP_185158020.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium putrefaciens [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium algidicarnis [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium amazonitimonense [1x])

[3x] WP_191741779.1;WP_017417177.1;WP_039629625.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium argentinense [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. N37 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium tunisiense [1x])

[4x] NEU03758.1;WP_034439260.1;WP_061994121.1;WP_010294330.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium senegalense [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. ATCC 25772 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium ihumii [1x])

WP_072831279.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium collagenovorans)

WP_072904438.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Hathewaya;Hathewaya proteolytica)[3x] WP_142413108.1;AWZ49848.1;WP_138210640.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;NA;Clostridiaceae bacterium 14S0207 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Hathewaya;Hathewaya histolytica [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Hathewaya;Hathewaya massiliensis [1x])
[3x] WP_027308813.1;WP_018663636.1;WP_073248135.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Caloramator;Caloramator sp. ALD01 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Caloramator;Caloramator proteoclasticus [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Thermobrachium;Thermobrachium celere [1x])

WP_066622432.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium magnum)

WP_035377968.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Fervidicella;Fervidicella metallireducens)

WP_184309661.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Anaerosolibacter;Anaerosolibacter carboniphilus)

WP_055666989.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Desnuesiella;Desnuesiella massiliensis)

[21x] WP_039283118.1;WP_120361588.1;WP_039232357.1;WP_039258424.1;WP_039254895.1;WP_039238799.1;WP_011721794.1;WP_047930346.1;WP_039276365.1;WP_085829476.1;WP_039226848.1;WP_198091072.1;WP_039237195.1;EES91653.1;WP_039248122.1;WP_039240252.1;WP_013725114.1;WP_039259424.1;WP_039227824.1;WP_003367451.1;WP_039219112.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium botulinum [10x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium novyi [7x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium sp. K25 [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;NA [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium massiliodielmoense [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium haemolyticum [1x])

[5x] SHH63756.1;WP_073338102.1;WP_106023857.1;WP_052220960.1;WP_061857120.1 (Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium grantii [2x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium homopropionicum [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Clostridium thermopalmarium [1x],Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;NA [1x])
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