Bhat et. al., Figure S4

a Steady-state gene expression b
5
Decreasing Increasing Constant /g 10°T" R=0.89, p<10-'s -~ [ R=0.87, p<107s .
PN PN N S 10ef n=1416 T pn=tses
no T>C conversions T>C <1 RPMat =1RPMat T>C no T>C TIJ/ 10%F B
conversions 2 cell and 2celland conversions Q /7 .7
J I 64 cell stage 64 cell stage l < 102+ e L &4
| (&}
| l | Sor i /
Maternal-unstable ; 4 ‘
3 | Purely zygotic | Maternal-stable CD 100L - M-unstable L . M-stable
(M-unstable) | (2) | ¢ (M-stable) E [ T R TR N IS Y S N
| Il =
] | MZfom s 8107 . [ R=032, p<10""
MZ from M < 100k | n=434
C =N L
Heyn et al., 2014 Harvey et al., 2013 Lee et al., 2013 o 10
0.6%1.8% 5.8% 10.4% P 102k 4 N
15.1% 15.9% 5% B M-unstable 2
170 1.99 .9% - o | - ,
M\ 28.4% B M-stable E 0F %
9 0.5%=—"", Mz oL . L 7
0% 66.8% 0.9% S9.7% -z 10 L1 TR R B I L
undetected 10° 10" 107 10° 10 10°  10° 10 107 10° 10* 10°
n=318 n=2,936 n=1,706 Expression at 0.75 hpf (rpm)
d e
Z only detected by SLAMseq Rel. mediantrx. 1 1 1 1 1 1
~ 15 output per gene:
2 V[ n=4188 n=210 £ 100 5
10 I =
2 == &b SIS
— S -
o To YU Y
l_ 0 L 1 1 1 1 1 1 1 ] L | | | 8 1 CI CI CI 1 1 1 1 1 ]
0752 253 35 4 45 5 55 0752 25 3 35 4 45 5 55 EIJI S 3F I3 3

Time(hpf) Time(hpf)



