Hasegawa et al. Extended Data Fig. 1
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Hasegawa et al. Extended Data Fig. 2
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Hasegawa et al. Extended Data Fig. 3
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Hasegawa et. al. Extended Data Fig. 4
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Hasegawa et al.Extended Data Fig. 5
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Hasegawa et al. Extended Data Fig. 6
a

b

6-week

TertCreER/+ TertCreER/flox

G6
TertTdtom/Tdtom

TertCreER/+ TertCreER/flox

5mm

TertCreER/flox

d e TertCreER/+

CreER/flox
TertCreER/+ Ten‘+_’_e or

Te ,.tCreER/ﬂox

cPARP+
/PLZF+:Tdtom+
(%)
5

12

4
-

0

CreER CreER
Tert /+ /flox

PLZF,cPARP
~
<

cPARP+/PLZF+
(%)
o > oo} N

Tdtom
)"» Tert /Tdtom
G6




Hasegawa et al. Extended Data Fig.7
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Hasegawa et al. Extended Data Fig. 8
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Hasegawa et al. Extended Data Fig.9
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Hasegawa et al. Extended Data Fig.10
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