Figure S1. Alignments of CYP51A amino acid sequences showing substrate recognition sites (SRS) from Aspergillus fumigatus (used as reference) and Colletotrichum truncatum isolates from soybean.
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VIEEAS | (PETDY S SHF SGPMK P SHENGWEKR S
MBVAS| MDGKSWMPPTDYASHMFSRPPLA
MBVAS| NDGKSWMPPTDYASHEMFSRPPLA
MVAS| NDGKSWMPPTBDYASHBMFSRPPLA
Vv ASI MDIGK SWNIP P TRIYASEMFSRPPLA
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