
1. Primary blast
local recycle remote recycle local remote

2. Analysis identification of paralog group based on annotation

The primary blast result is used as the query
sequence for another blast search (secondary

blast). The identification of paralog group is based
on the majority vote of the secondary blast results.

RPS blast with the
PDGF/VEGF signature
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Human evaluation:
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3. Make tree

subset from tree of life

All hits of each blast search are 
a) classified as orthologs, paralogs, or homologs without
    further classification
b) listed along the phylogenetic tree of life in a table, where
    each column corresponds to one PDGF/VEGF ortholog group
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protein dictionary: PDGF-B, VEGF-C, etc.

taxon dictionary: amphibia, crustacea, etc.

4 modes

local: use a blast program installed on the local computer

remote: use the NCBI blast servers via the internet

recycle: use blast results from previous runs, only do new
blast searches when no previous results are available


