
Figure S6

A piRNA length distributions

DBoxplots of ovary age-regulated TE-mapping piRNAs (FDR < 1E-6)

EBoxplots of testes age-regulated TE-mapping piRNAs (FDR < 1E-6)
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B Scatterplots of ovary age-regulated TE-mapped piRNAs:cognate TE mRNA expression

C Scatterplots of testes age-regulated TE-mapped piRNAs:cognate TE mRNA expression
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