








Figure 4. Replacement of ATP for ADP cancels the � -actin dynamics. A- RMSF of ADP-Actin systems. B-Cleft-Dihedral maps of ADP-Actin systems. C-Main H-bonds between SD2-SD4 subdomains in ATP-HICsystem. D- Cavity volume of ADP-Actin systems. E- Distance between � phosphate of ADP and magnesium ioninside the cavity. F- Number of water molecules located at less than 5Å from the magnesium ion of the cavity.
G- Representation of three most represented shortest paths between ARG62 and GLU207 in ADP-HIC systemand H- Licorice representation of involved amino acids. Pathways of HIS and HIC+Mg systems are available inFig S4
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Figure 5. Nucleotide dependant fluctuations of the barbed end. Upper panel: Representation of subunitB (colored) and B-1 (Dark Grey). Distribution of Cleft-Dihedrals angles for B subunits in ADP and ATP states.
Lower Panel: Highlight of C-terminal extremity of B-1 subunit and 220-230 helix of subunit B. Representationof the highest hydrogen bonds between C-terminal extremity of B-1 subunit and 220-230 helix of subunit B.Density of hydrogen bonds between C-terminal extremity of B-1 subunit and 220-230 helix of subunit B inADP and ATP state
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