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    Abstract
Monitoring plant gene expression using promoters of interest fused to reporter-genes became a standard practice in plant molecular biology research. Firefly luciferase (LUC) enables nondestructive monitoring gene expression and widely used for not only quantitative analysis but also screening of mutants altered for gene expression levels. Surprisingly, such screenings frequently identified alleles of CPL1 (Carboxyl-terminal Phosphatase-Like 1) regardless of promoters or pathways studied. In addition, expression of corresponding endogenous genes often show minimal difference between wild type and cpl1. Here we show that coding sequence of LUC reporter gene itself is responsible for high luciferase activity in cpl1 mutant using a classical RD29a-LUC reporter gene as a model system. Deletion of LUC 3'-UTR of insect origin included in classical LUC reporter cassette did not change hyperactivation of LUC in cpl1. However, a reporter gene based on a codon-modified LUC derivative (LUC2) produced similar expression levels both in wild type in cpl1. These results indicate that coding region of classical LUC is responsible for cpl1-specific overexpression of reporter gene, which is uncoupled with endogenous counterpart.

Footnotes
	Material distribution footnote The author responsible for distribution of materials integral to the findings presented in this article in accordance with the policy described in the Instructions for Authors (www.plantcell.org) is: Hisashi Koiwa (koiwa{at}tamu.edu).
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