
MECP2
locus

exon 3 exon 4exon 1 exon 2

TCCCCCAAACAGCGGCGCTCCATCATCCGTWT

Q83X

K82fs TCCCCCAA-CAGCGGCGCTCCATCATCCGT

TCCCCCAAATAGCGGCGCTCCATCATCCGT

B

gRNA

Contro
l

500bp

DAPI
Nanog
MeCP2

Sox2 Nanog O ct-4
0

5

10

15

20

D
C

t
(t
ar

g
et

g
en

e
/H

K
G

)

W T82
K82fs
iPSC W T83
iPSC Q83X

MeCP2
0.0

0.5

1.0

1.5

R
e

la
ti

v
e

e
x

p
re

s
s

io
n

WT82
K82fs
IPSC WT83
IPSC Q83X

A C

D

K
8
2
fs

W
T

8
2

E F

G
K82fs

WT82

K
8
2
fs

W
T

8
2

ectoderm mesoderm endoderm
K82fs

W
T82

MECP2

actin

H I

75kDa

44kDa

*
Sample Coverage WT Del

WT82 117 117 0

K82fs 161 0 161

WT82 vs K82fs (off-target mutations)

Chr Position Reference Mutation Gene

5 76373240 A G ZBED3

14 105414790 A G AHNAK2

11 5685385 C T TRIM5

4 22438154 C A GPR125

17 38975328 G A KRT10

Exon sequencing
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