
 
 
Supplementary Figure 11 – These figures show –log10 p-values obtained in the UKBiobank 
discovery sample for known associations of SNPs with volumes of subcortical structures. 
Each coloured dot corresponds to a SNP-phenotype association. The vertical axes 
correspond to negative log10 p-values in our discovery sample. The horizontal axes show 
lead SNPs for 11 associations reported by Hibar et al. 2015 and Hibar et al. 2017. These 
represent the seven associations that were replicated by Hibar et al. 2015 ( using ~ 12000 
discovery samples) and  an additional four associations reported by Hibar et al. 2017 (using 
~25000 discovery samples). The left hand figure shows results for tests of association 
between a SNP and the volume of the appropriate single subcortical structure; the right 
hand figure shows results for a multi-trait test of association between a SNP and an 
appropriate group of phenotypes. Different coloured dots denote results obtained under 
different protocols: blue and magenta correspond to the minimum p-value for association 
with the left or right subcortical structure as determined by T1 FIRST and Freesurfer 
respectively; cyan -  corresponds to associations with combined T1 FIRST measurements of 
the left and right structures. All 11 associations achieve nominal significance (p-value < 0.05) 
under at least one protocol. Hibar et al. 2015 and 2017 both reported results of a GWAS 
meta-analysis for association with volume measurements of entire structures for which a 
variety of protocols had been employed.  
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