
Supplementary Figure 1.
Microarray circuit, where each line represents a single competitive hybridization and each 
sample comparison includes dye-swapped technical replicates. Under the medium density 
culture conditions used, wild-type acquires competence between 14 and 15 hours, while prcA 
acquires competence between 12 and 14 hours. 



Supplementary Figure 2.
Venn diagram of competence regulated gene expression concordant between A. nidulans (16
hours) and A. fumigatus (12 hours). Overlap represents number of orthologs – upregulated in 
green, downregulated in red. Lower diagrams show significantly differentially expressed 
genes by species. 



Supplementary Figure 3.
Correlation in gene expression between wild-type A. nidulans and prcA at 12 and 16 hours. A 
LOESS regression is plotted over coefficients for a 10 gene sliding window. Centromere 
positions are indicated by shaded bars. 



Supplementary Figure 4.
Variant frequencies in wild-type and precocious sequenced bulks (12 genomes each). Point 
size is scaled by skew, and points for each cell of the 13 x 13 matrix are dispersed to 
minimise overplotting. 



Supplementary Figure 5.
Variant differentiation between wild-type and precocious sequenced bulk genomes. Two high 
frequency variants on chromosomes II and III show evidence of linkage disequilibrium 
extending over several hundred kilobases. Centromere positions are indicated by shaded 
bars.
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