Figure S8.1 H. cydno Split reads and trio assembly
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Figure S8.2 H. cydno Split reads and trio assembly
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Figure S8.3 H. cydno Split reads and trio assembly
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Figure S8.4
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Figure S8.5 H. cydno

1.000 cM =

Split reads and trio assembly

0.000 cM

6
=~ 9 : H. cydno
GC) ] females males
o B

-

D 3 H. melpomene
O females males
© — Y €— scaffold-2416

o 2

.: E

= >
=
(@]
£

o €

F &

Q.
0
8

2o

= ©
L ) scaffold-10426

¢ scaffold-16095 R —
—— scaffold-21076
: scaffold-28538
R scaffold-5295
cDs
exon
mMRNA
o

(D) gene

E HE670803
Hmell |

8 HE671765

o) HmMel201002.1
HMO e e e SRS

O HmMel201001.3

10 320 bp
63 235 68 395 - 78 714 83874
Chromosome 1 Position (bp)
1
FST

I I
68 395 78714

o8 -//\//"\\

1
130 309



Figure S8.6 H. cydno Split reads and trio assembly
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Figure S8.7 H. cydno Split reads and trio assembly
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Figure S8.8 H. cydno Split reads and trio assembly
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Figure S8.9 H. cydno Split reads and trio assembly
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Figure S8.10 H. cydno Split reads and trio assembly
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Figure S8.11 H. cydno Split reads and trio assembly
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Figure S8.12 H. cydno Split reads and trio assembly

33.728 cM =

29.607 cM =

H. cydno

females males

H. melpomene
females males

PBHoney
Candidates

scaffold-697

Trio
Inverted

Trio
Spanning

Trio
Edges

Hmell
HE671266

Hmel2 _— —

Genome

Hmel221017.5

1383 bp

9126 688 9127 380 " 9128 762 9129 454
Chromosome 21 Position (bp)

fa

] I 1 1 !
9120 470 9127 380 9128 762 9135672



Figure S8.13 H. cydno Split reads and trio assembly
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