
Figure S8.1 H. cydno Split reads and trio assembly
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Figure S8.2 H. cydno Split reads and trio assembly
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Figure S8.3 H. cydno Split reads and trio assembly
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Figure S8.4 H. cydno Split reads and trio assembly
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Figure S8.5 H. cydno Split reads and trio assembly
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Figure S8.6 H. cydno Split reads and trio assembly

Chromosome 10 Position (bp)17 100 568 17 115 13817 104 211 17 111 495
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Figure S8.7 H. cydno Split reads and trio assembly
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Figure S8.8 H. cydno Split reads and trio assembly
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Figure S8.9 H. cydno Split reads and trio assembly
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Figure S8.10 H. cydno Split reads and trio assembly
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Figure S8.11 H. cydno Split reads and trio assembly
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Figure S8.12 H. cydno Split reads and trio assembly
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Figure S8.13 H. cydno Split reads and trio assembly
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