
Figure S9.1 H. cydno Split reads only

Chromosome 18 Position (bp)8 820 168 9 587 4119 011 979 9 395 600

383 622 bp
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Figure S9.2 H. cydno Split reads only

Chromosome 18 Position (bp)−49 124 486 312 84 735 352 453

267 719 bp
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Figure S9.3 H. cydno Split reads only

Chromosome 21 Position (bp)2 947 920 3 344 3663 047 032 3 245 254

198 223 bp
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Figure S9.4 H. cydno Split reads only

Chromosome 6 Position (bp)3 712 376 3 859 2883 749 104 3 822 560

73 457 bp
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Figure S9.5 H. cydno Split reads only

Chromosome 12 Position (bp)4 017 498 4 147 8504 050 086 4 115 262

65 177 bp
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Figure S9.6 H. cydno Split reads only

Chromosome 2 Position (bp)2 551 528 2 628 7872 570 843 2 609 472

38 630 bp
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Figure S9.7 H. cydno Split reads only

Chromosome 17 Position (bp)8 292 702 8 366 4138 311 130 8 347 985

36 856 bp
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Figure S9.8 H. cydno Split reads only

Chromosome 20 Position (bp)13 750 468 13 812 09913 765 876 13 796 691

30 816 bp
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Figure S9.9 H. cydno Split reads only

Chromosome 21 Position (bp)4 065 484 4 120 0234 079 119 4 106 388

27 270 bp
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Figure S9.10 H. cydno Split reads only

Chromosome 4 Position (bp)4 227 112 4 280 4594 240 449 4 267 122

26 674 bp
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Figure S9.11 H. cydno Split reads only

Chromosome 20 Position (bp)2 242 802 2 283 6362 253 011 2 273 427

20 417 bp
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Figure S9.12 H. cydno Split reads only

Chromosome 12 Position (bp)7 035 315 7 073 3587 044 826 7 063 847

19 022 bp
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Figure S9.13 H. cydno Split reads only

Chromosome 19 Position (bp)7 482 790 7 505 8327 488 551 7 500 071

11 521 bp
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Figure S9.14 H. cydno Split reads only

Chromosome 15 Position (bp)3 443 338 3 463 8363 448 463 3 458 711
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Figure S9.15 H. cydno Split reads only

Chromosome 20 Position (bp)106 236 117 263108 993 114 506

5 514 bp
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Figure S9.16 H. cydno Split reads only

Chromosome 19 Position (bp)5 354 106 5 364 6525 356 743 5 362 015
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Figure S9.17 H. cydno Split reads only

Chromosome 1 Position (bp)4 217 598 4 227 7884 220 146 4 225 240
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Figure S9.18 H. cydno Split reads only

Chromosome 10 Position (bp)8 933 284 8 942 3988 935 563 8 940 119

4 557 bp
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Figure S9.19 H. cydno Split reads only

Chromosome 17 Position (bp)8 710 950 8 719 3978 713 062 8 717 285

4 224 bp
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Figure S9.20 H. cydno Split reads only

Chromosome 7 Position (bp)11 305 719 11 312 37011 307 382 11 310 707

3 326 bp
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Figure S9.21 H. cydno Split reads only

Chromosome 19 Position (bp)14 393 560 14 399 90214 395 146 14 398 316

3 171 bp
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Figure S9.22 H. cydno Split reads only

Chromosome 16 Position (bp)8 545 024 8 551 1198 546 548 8 549 595

3 048 bp
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Figure S9.23 H. cydno Split reads only

Chromosome 3 Position (bp)4 033 192 4 039 2524 034 707 4 037 737

3 031 bp
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Figure S9.24 H. cydno Split reads only

Chromosome 1 Position (bp)14 939 649 14 945 51214 941 115 14 944 046

2 932 bp
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Figure S9.25 H. cydno Split reads only

Chromosome 4 Position (bp)5 232 328 5 237 7785 233 691 5 236 415

2 725 bp
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Figure S9.26 H. cydno Split reads only

Chromosome 18 Position (bp)12 417 820 12 423 23112 419 173 12 421 878

2 706 bp
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Figure S9.27 H. cydno Split reads only

Chromosome 5 Position (bp)8 541 973 8 547 3368 543 314 8 545 995

2 682 bp
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Figure S9.28 H. cydno Split reads only

Chromosome 13 Position (bp)13 403 420 13 408 74413 404 751 13 407 413

2 663 bp
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Figure S9.29 H. cydno Split reads only

Chromosome 18 Position (bp)9 876 871 9 881 5509 878 041 9 880 380

2 340 bp
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Figure S9.30 H. cydno Split reads only

Chromosome 5 Position (bp)6 590 480 6 594 8106 591 563 6 593 727

2 165 bp

Tr
io

In
ve

rt
ed

Tr
io

S
pa

nn
in

g
Tr

io
E

dg
es

  scaffold−4106

  scaffold−2212

P
B

H
on

ey
C

an
di

da
te

s

  8  8

gene
rRNA
tRNA
mRNA
exon
CDS

G
en

om
e

Hmel2  
Hmel205020.1

Hmel1  
HE671659

H. cydno
females males

H. melpomene
females males

6 580 743 6 591 563 6 593 727 6 604 547

●
● ● ● ● ● ● ●

●

●
●

FST

●

● ● ● ●
●

● ●
●

●

●

fd

0 

0.5 

1 

0 

0.5 

1 729   481 1 133 1 259   649 1 331 1 676 1 726   963   455 1 580 Sites

30.514 cM  

36.418 cM  

●● ● ● ●

● ●●

● ● ●



Figure S9.31 H. cydno Split reads only

Chromosome 7 Position (bp)222 588 226 780223 636 225 732

2 097 bp
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Figure S9.32 H. cydno Split reads only

Chromosome 19 Position (bp)2 363 922 2 368 0762 364 961 2 367 037

2 077 bp
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Figure S9.33 H. cydno Split reads only

Chromosome 12 Position (bp)393 092 397 196394 118 396 170

2 053 bp
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Figure S9.34 H. cydno Split reads only

Chromosome 21 Position (bp)9 223 033 9 226 9289 224 007 9 225 954

1 948 bp
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Figure S9.35 H. cydno Split reads only

Chromosome 12 Position (bp)2 145 594 2 149 3902 146 543 2 148 441
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Figure S9.36 H. cydno Split reads only

Chromosome 8 Position (bp)5 433 750 5 437 5125 434 691 5 436 571
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Figure S9.37 H. cydno Split reads only

Chromosome 18 Position (bp)6 780 092 6 783 8226 781 025 6 782 889
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Figure S9.38 H. cydno Split reads only

Chromosome 6 Position (bp)8 116 941 8 120 5968 117 855 8 119 682

1 828 bp
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Figure S9.39 H. cydno Split reads only

Chromosome 10 Position (bp)1 590 839 1 594 4941 591 753 1 593 580
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Figure S9.40 H. cydno Split reads only

Chromosome 21 Position (bp)10 638 546 10 642 08010 639 430 10 641 196

1 767 bp
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Figure S9.41 H. cydno Split reads only

Chromosome 1 Position (bp)10 794 342 10 797 86610 795 223 10 796 985

1 763 bp
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Figure S9.42 H. cydno Split reads only

Chromosome 7 Position (bp)11 159 516 11 162 98311 160 383 11 162 116
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Figure S9.43 H. cydno Split reads only

Chromosome 9 Position (bp)5 606 242 5 609 1575 606 971 5 608 428
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Figure S9.44 H. cydno Split reads only

Chromosome 1 Position (bp)2 531 062 2 533 8942 531 770 2 533 186
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Figure S9.45 H. cydno Split reads only

Chromosome 9 Position (bp)5 719 552 5 722 2445 720 225 5 721 571

1 347 bp
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Figure S9.46 H. cydno Split reads only

Chromosome 12 Position (bp)13 239 260 13 241 93813 239 930 13 241 268

1 339 bp
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Figure S9.47 H. cydno Split reads only

Chromosome 5 Position (bp)9 838 190 9 840 7469 838 829 9 840 107

1 279 bp
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Figure S9.48 H. cydno Split reads only

Chromosome 2 Position (bp)6 804 340 6 806 7106 804 933 6 806 117

1 185 bp
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Figure S9.49 H. cydno Split reads only

Chromosome 1 Position (bp)14 888 442 14 890 74914 889 019 14 890 172

1 154 bp
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Figure S9.50 H. cydno Split reads only

Chromosome 13 Position (bp)7 797 082 7 799 3487 797 649 7 798 781
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Figure S9.51 H. cydno Split reads only

Chromosome 13 Position (bp)3 223 456 3 225 5153 223 971 3 225 000

1 030 bp
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Figure S9.52 H. cydno Split reads only

Chromosome 10 Position (bp)9 911 946 9 913 9699 912 452 9 913 463

1 012 bp
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