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Figure S13.2 Both species Split reads only

50.150 cM G—

36.701 cM

H. cydno

females males

H. melpomene
females males

Trio PBHoney
Candidates

Inverted

Trio
Spanning

€ scaffold-14552

o g 2 scaffold-18007
= D
= T
L 2 scaffold-10377
€¢ scaffold-6213
€ scaffold-8700
€ scaffold-8750
o cbs
(NN 1 1 [ exon
— mRNA
| o tRNA
rRNA
[«§}) — | [ gene
PB8xfSCcO00032HE671528 HE67152867HERY 1528 HE670703 HE668308 HE670329
O Hmell
c I4EIGBERBO01250040PB8XfSc000032PB8 321 HE671078 sch7180001241537 HE669992
o) Hmel217018:67el217018.6 Hmel217018.65 Hmel217018.69 Hmel217018.73
O Hmel2 B T T S — L
Hmel217018.55 Hmel217018.59  Hmel217018.68imel217018.67 Hmel217018.71 Hmel217018.75
10 847 417 10 902 648 " 11 013 109 11 068 340
Chromosome 17 Position (bp)
1
Fst
05
fy _/\ .
\
1 T T T T ! T T T T T 1
10 350 343 10902 648 11013 109 11565 414
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Figure S13.7 Both species Split reads only
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