
Figure S13.1 Both species Split reads only
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Figure S13.2 Both species Split reads only
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Figure S13.3 Both species Split reads only

Chromosome 21 Position (bp)−52 736 158 207      0 105 471

105 472 bp

Tr
io

In
ve

rt
ed

  scaffold−5787

Tr
io

S
pa

nn
in

g
Tr

io
E

dg
es

  scaffold−6078

  scaffold−27618

  scaffold−15852

P
B

H
on

ey
C

an
di

da
te

s

  7  7

  8

  18

  8

  18

gene
rRNA
tRNA
mRNA
exon
CDS

G
en

om
e

Hmel2  
Hmel221001.1

Hmel221001.3

Hmel221001.5

Hmel221001.7

Hmel1  
PB8xfSc0001730

HE670915

HE671421

PB8xfSc0001296

HE671421

H. cydno
females males

H. melpomene
females males

      0      0 105 471 632 826

●

●
●

●
● ●

●

FST

● ●
●

● ● ●
●

fd

0 

0.5 

1 

0 

0.5 

     0 61 228 41 539 68 498 57 542 62 667 66 982 Sites

0.000 cM  

1.000 cM  

● ● ●●●●●● ● ●●●● ●● ● ●●●● ●●●●●● ●●● ●● ●●● ●●● ● ●●●●● ●●● ●●●● ● ●●●● ●●●●● ● ●● ● ●●●●● ●●● ●●●● ● ●●● ● ● ●●● ●



Figure S13.4 Both species Split reads only
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Figure S13.5 Both species Split reads only
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Figure S13.6 Both species Split reads only
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Figure S13.7 Both species Split reads only
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Figure S13.8 Both species Split reads only
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Figure S13.9 Both species Split reads only
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Figure S13.10 Both species Split reads only
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Figure S13.11 Both species Split reads only
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Figure S13.12 Both species Split reads only
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Figure S13.13 Both species Split reads only
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Figure S13.14 Both species Split reads only
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Figure S13.15 Both species Split reads only
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Figure S13.16 Both species Split reads only
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Figure S13.17 Both species Split reads only
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