
Figure S14.1 Both species Split reads in one species, trio assembly in both
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Figure S14.2 Both species Split reads in one species, trio assembly in both

Chromosome 4 Position (bp)8 022 104 8 039 5788 026 473 8 035 209
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Figure S14.3 Both species Split reads in one species, trio assembly in both

Chromosome 7 Position (bp)1 073 890 1 089 9921 077 916 1 085 966

8 051 bp
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Figure S14.4 Both species Split reads in one species, trio assembly in both

Chromosome 17 Position (bp)9 021 720 9 033 0199 024 545 9 030 194
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Figure S14.5 Both species Split reads in one species, trio assembly in both

Chromosome 2 Position (bp)1 396 496 1 403 6521 398 285 1 401 863

3 579 bp
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Figure S14.6 Both species Split reads in one species, trio assembly in both

Chromosome 9 Position (bp)5 493 478 5 498 2905 494 681 5 497 087

2 407 bp
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